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SegDupMasker
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Repeats
SegDupMasker

Gorilla  WSSD
Chimp  WSSD
Human  WSSD
Orang  WSSD

Chr7_76526     TTACAGTGATGCGTTAAACATCCTTATTTCCAGTTCAGAATTTCCCTGGAGCTCCAAATT 
AC242656.3     TTACAGTGATGTGTTAAACATCCTTATTTCCAGTTCAGAATTTCCCTGGAGCTCCAAATT 
Chr7_101984    ------------------------------------------------------------ 
               11111111111 111111111111111111111111111111111111111111111111 
 
Chr7_76526     TTTATGTTTAATTTCTTACTGGGCAATTCCAGTTGTGTATA------------------- 
AC242656.3     TTTATGTTTAATTTCTTACTGGGCAATTCCAGTTGTGTATACGAGTAGTATTTAAAAATT 
Chr7_101984    -----------------------------------------CGAGTAGTATTTAAAAATT 
               111111111111111111111111111111111111111112222222222222222222 
 
Chr7_76526     ------------------------------------------------------------ 
AC242656.3     AGGTTCCCAATTATAGAAATTTTATACATCGAATGGAAACATGATTTGGTATAATCCAGG 
Chr7_101984    AGGTTCCCAATTATAGAAATTTTATACATCGAATGGAAACATGATTTGGTATAATCCAGG 
               222222222222222222222222222222222222222222222222222222222222 
 
Chr7_76526     ------------------------------------------------------------ 
AC242656.3     TCAAATTCTATTTCTGGAGCTGCTCGTGTTCTCCTTTATCCCGTTGTCATTAGCAAACTG 
Chr7_101984    TCAAATTCTATTTCTGGAGCCGCTTGTGTTCTCCTTTATCCCGTTGTCATTAGCAAACTG 
               22222222222222222222 222 22222222222222222222222222222222222 
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Chr8_31148     ------------------------------------------------------------ 
AC242627.3     TATTGAGATAATCATGTGATTTTTGTCATTGGTTCTGTTTATGTGATGGATTACGTTTAT 
Chr8_85884     TATTGAGATAATCATGTGATTTTTGTCATTGGTTCTGTTTATGTGATGGATTAGGTTTAT 
               22222222222222222222222222222222222222222222222222222 222222 
 
Chr8_31148     ------------------------CCAAAAAACCTGTATTGATAAATGGACCAAAACCAA 
AC242627.3     TGATTTGCATATGTTGAACCACCCCCAAAAAACCTGTATTGGTAAATGGACCAAAACCAA 
Chr8_85884     TGATTTGCATATGTTGAACCA--------------------------------------- 
               222222222222222222222   11111111111111111 111111111111111111 
 
Chr8_31148     ACACAACCAAATCAAAATGCTCTTTGATTTTCCAGTGCCATAAACCCGAAATTACCAAAT 
AC242627.3     ACACAACCAAATCAAAATGTTCTTTGATTTTCCAGTGCCATAAACCCGAAATTACCAAAT 
Chr8_85884     ------------------------------------------------------------ 
               1111111111111111111 1111111111111111111111111111111111111111 
 
Chr8_31148     CTGACCAGTAGATGGTGCTCTTGAACCAAAGAGGTAAAAAGTTCAGTTCCTCTCTGTGTG 
AC242627.3     CTGACCAGTAGATGGTGCTCTTGAACCAAAGAAGCAAAAAGTTCAGTTCCTCTCTGTGTG 
Chr8_85884     ------------------------------------------------------------ 
               11111111111111111111111111111111 1 1111111111111111111111111 
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------------------------------------------------------------ 
GCGTGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCGAAGCATGTGGATCACCT 

      GCGTGGTGGCTCACGCCTGTAATCCCAGTACTTTGGGAGGTCGAGGCGGGCGGATCA--T 
2222222222222222222222222222 22222222222 222 22  2 222222  2 

---GTCAGGAGTTCGAGACCAGCCTGTCCAACATAGTGAAACGCTGTCTCTACTAAAAAT 
GAGGTCAGGAGTTCGAGACCAGCCTGGCCAACATAGTGAAACACTGTCTCTACTAAAAAT 

  GAGGTCAGGAGTTCGAGACCAGCCTG----------------------------------  
               222*********************** 111111111111111 11111111111111111 

               ACAAAAATTAGCCGGGCATGGTGTCGGGTGCCTGTAATCCCAGCTACTCGGGAGGCTGAG 
ACAAAAATTAGCCGGGCATGGTGTCAGGTGCCTGTAATCCCAGCTACTCGGGAGGCTGAG 

  ------------------------------------------------------------  
               1111111111111111111111111 1111111111111111111111111111111111 

               GCAGGAGAATTGCTTGAACCTGGAGGCAGAGACTGCATTGAGCCAAGATCACACCATTGC 
GCAGGAGAATTGCTTGAACCTGGAGGCGGAGACTGCATTGAGCCGAGATCACACCAATGC 

      ------------------------------------------------------------ 
               111111111111111111111111111 1111111111111111 11111111111 111 
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Chr CLONE NAME Acc. N. HSA MAP NCBI35 REMARKS

RP11-421C4        BES 1p36.33 chr1:1297544-1528233
RP11-265F14 AL512883 1p32.21 chr1:15503412-15607725
RP11-266K22 AL451070 1p35.2 chr1:31408748-31541851
RP5-1154B21 (D1S3315) 1p33 chr1:47545157-47745442
RP11-55M23         BES 1p32.3 chr1:55153451-55324343
RP11-316C12        AL627317 1p31.1 chr1:71561013-71654649
RP11-254E16 BES 1p31.1 chr1:84479229-84628883
RP11-138K16       AC093559 1p21.2 chr1:99667773-99843751
RP11-284N8 AL365361 1p13.3 chr1:110807795-111000977
RP11-192J8 BES 1p12 chr1:118243585-118244119
RP5-1042I8         AL359752 1p12 chr1:120045137-120183091
CEN
HETEROCHROMAT
IN
RP11-35B4         AL359093 1q21.1 chr1:142777476-142944296
RP11-98F1 AL353760 1q22 chr1:152086109-152090103
RP11-8D14 AC068728 1q23.3 chr1:157070755-157574313
RP11-117F19       BES 1q23.3 chr1:159081128-159251617
RP11-331H2 AL392003 chr1:159498825-159690698
RP11-593N18 BES 18q chr1:164198667-164361831
RP11-332H17 AL356475 1q24.2 chr1:166707400-166815446
RP11-170H10 BES 1q25.2 chr1:175843897-176023345
RP11-152A16 BES 1q25.2 chr1:175804858-175986939
RP11-46A10       BES 1q25.3 chr1:177558693-177761291
RP11-453M18 BES 1q25.3 chr1:177774637-177954344
RP11-317P15 AL353778 chr1:179294657-179441703
RP11-382D12 AL445228 1q25.2 chr1:180981063-181097314
RP11-134C1 BES 1q31.1 chr1:184717087-184882923
RP11-92O4 BES chr1:184836056-185001087
RP11-13G5 chr1:189240840-189400846
RP11-173E24 AL138926 1q31.3 chr1:191987584-192156745
RP11-44M20 chr1:192951131-193098866
RP11-112O19     chr1:193315961-193626788
RP11-192O22    1q31.3 chr1:193689796-193834965
RP11-553K8 AL157402 1q31.3 chr1:195215631-195425961
RP11-57I17 AL137789 1q32.2 chr1:204133559-204278890
RP11-2P2 BES 1q32.2 chr1:204687357-204848217
RP11-167J2 BES 1q32.2 chr1:205973643-206135768
RP11-345I23       BES 1q32.2 chr1:206228874-206409986
RP11-237I23     BES 1q32.2 chr1:206395970-206575523
RP11-168F20 BES 1q32.2 chr1:206552965-206718835
RP11-123O6 BES 1q32.2-1q32.3 chr1:207724464-207870122
RP11-74E6 BES 1q32.3-1q41 chr1:210882449-211051566
RP11-324K19 AC118468 1q41 chr1:217525212-217540761
RP11-351B5 1q41 chr1:219082062-219259786
RP11-18A13      1q41 chr1:221338590-221505250
RP11-122D22    1q42.12 chr1:221865171-222039883
RP11-3K22 AL359874 1q42.13 chr1:225322949-225402894
RP11-108F13 BES 1q42.13 chr1:226044528-226223419
RP11-543E8 1q42.13-42.2 chr1:226964939-227146113
RP11-933K5       1q42.2 chr1:227136494-227320765
RP11-316N16    BES 1q42.2 chr1:227317329-227498514

Table S1. BAC Clones Panel Used to Characterize the Gorilla Karyotype
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RP11-281B4 BES 1q42.2 chr1:227684772-227848854
RP11-88N18 BES 1q42.2 chr1:228034709-228191242
RP11-210E16 BES 1q42.2 chr1:228798891-228978447
RP11-155C15 BES 1q42.2 chr1:230927585-230928040
RP11-385F5 AL359921 1q43 chr1:233012242-233225999
RP11-438F14     AC098483 1q44 chr1:245013551-245191418

RP11-457A20 AC019102 2p25.2 chr2:3913299-4071540
RP11-496P1 AC017088 2p24.3 chr2:14185608-14386049
RP11-527P23 AC104080 2p24.1 chr2:21717883-22990210
RP11-322P19 AC020594 2p22.3 chr2:33511792-33705201
RP11-339H12 AC010883 2p21 chr2:43250442-43465973
RP11-542O24 AC009241 2p16.2 chr2:53373573-53545495
RP11-511I11 AC009501 2p15 chr2:63142442-63299614
RP11-434P11 AC092653 2p13.1 chr2:73728650-73941722
RP11-495B16 AC109638 2p12 chr2:82669826-82774612

RP11-433P11 AC092653 2p11.2  chr2:88825485-89033039
duplicon in HSA DOUBLE SIGN  PTR 
GGO

RP11-685C7 2p11.2  chr2:89227898-89442293
duplicon in HSA DOUBLE SIGN  PTR 
GGO

RP11-316G9  AC009958  2p11.2  chr2:89619699-89830899  
PTR HSA INV 

CEN  ANC2q CEN
RP11-468G5  AC009238  2q11.1  chr2:95325519-95527879
RP11-404J24 AC133104 2q11.1  chr2:95525880-95574434 duplicon in HSA DOUBLE SIGN   GGO
RP11-351J10 2q11.1/2p11.1 chr2:95666531-95833184 dup in HSA&G.A.
RP11-519H15 AC005040 2q12.3 chr2:106939422-107129370
RP11-11J24 BES 2q13 chr2:111507261-111670448
RP11-44L16 BES 2q13 chr2:112159412-112326085
RP11-351J10 2q11.1/2p11.1 chr2:95666531-95833184 dup in HSA&G.A.

PTR HSA INV 
HSA FUSION          
GGO PTR HSA INV 

RP11-243I5 BES 2q14.1 chr2:114221969-114408721
RP11-321K13 AC012449 2q14.1 chr2:117348321-117457655
RP11-73C21 2q14.3 chr2:122754182-122918301
RP11-24L4 2q14.3 chr2:124001494-124165613
RP11-145F4 BES 2q14.3 chr2:124679590-124850008
RP11-35E18 BES 2q14.3 chr2:126308576-126476551
RP11-590P20 BES 2q14.3 chr2:127244459-127413684
RP11-349N7 BES 2q14.3 chr2:127471489-127635690  
RP11-37M21 BES 2q14.3 chr2:128212103-129001308
RP11-91N7 BES 2q21.1 chr2:130018505-130193883
RP11-1072O15 2q21.1 chr2:130797836-130962626 ms on centromeric regions in HSA&G.A.
 ANC2q CEN

GGO PTR HSA INV 
RP11-314N19 2q21.2 chr2:132622091-132769411 ms on centromeric regions in HSA&G.A.
RP11-1081P7 2q21.2 chr2:132710584-132886044 ms on centromeric regions in HSA&G.A.
RP11-1094L6 2q21.2 chr2:132833893-133023264 ms on centromeric regions in HSA&G.A.
RP11-458A7 AC016909 2q21.2 chr2:133391453-133546987
RP11-34L23 AC011893 2q21.3 chr2:136287284-136465184
RP11-107E5 AC010090 2q22.3 chr2:145157861-145273457
RP11-357O18 AC010730 2q24.1 chr2:155179028-155344978
RP11-361O8 AC019197 2q24.3 chr2:165546718-165724972
RP11-504O20 AC016751 2q31.1 chr2:176500487-176676865

1
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RP11-104I2 BES 2q32.1 chr2:186436569-186595617
RP11-335G13 AC097500 2q32.1 chr2:186607274-186787488  
RP11-158F13 BES 2q32.1 chr2:186817842-186961550
RP11-449J2 AC013274 2q32.3 chr2:196328143-196453275
RP11-325M10 AC007385 2q33.3 chr2:206171619-206359680
RP11-804M4 AC073284 2q35 chr2:215961120-216057747
RP11-573O16 AC019231 2q36.3 chr2:226185641-226372908
RP11-463B12 AC013469 2q37.3 chr2:240631266-240802685

GGO PTR HSA I INV
RP11-151A4 BES 3p26.3 chr3:636173-795419  
RP11-183N22 AL512885 3p26.1 chr3:4328222-4493696
RP11-48N24 BES 3p26.1 chr3:7397489-7541994
RP11-732C9 BES 3p25.2 chr3:12441757-12649037 PPYs INV BREAK (split)

CXAH-124M22 BLAT chr3:131141958/chr3:15,013,550 GGO PTR HSA II INV

RP11-616M11 AC090954 3p25.1 chr3:15045785-15213797
RP11-421B21 AC090949 3p25.1 chr3:15147209-15324532
RP11-109D5 BES 3p24.2 chr3:25497576-25697390
RP11-627J17 AC112211 3p23 chr3:32980609-33163117
RP11-240N7 BES 3p22.2 chr3:36506239-36658135
RP11-607P24 BES 3p22.3-22.2 chr3:36298506-36506070
RP11-491D6 AC006583 3p22.3 chr3:37034150-37136520
RP11-713K14 AP006242 3p22.3 chr3:37868651-38036022
RP11-409G11 BES 3p22.1 chr3:39926773-40069893
RP11-465K13 BES 3p22.1 chr3:40934090-41113356
RP11-756A10 AC099059 3p22.1 chr3:41445167-41603742
RP11-626A1 AC137935 3p22.1 chr3:41872546-42048517
RP11-12I10 BES 3p22.1 chr3:42489150-42664465
RP11-1047D9 BES 3p22,1 chr3:42688112-42792912
RP11-603D9 32K set 3p22.2 chr3:42728082-42958999  
RP11-451L4 32k set 3p22.1 chr3:42892562-43076934
RP11-625B23 BES 3p22.1 chr3:43135351-43328084
RP11-353H3 BES 3P22.1 chr3:43377484-43547690
RP11-395P16 AC130472 3p21.31 chr3:47584747-47778906
RP11-380J21 AC136275 3p14.1 chr3:64182355-64200696
RP11-151M23 BES 3p14.1 chr3:67043727-67181276
RP11-162G21 BES 3p14.1 chr3:70092263-70275060
RP11-158P4 BES 3p13 chr3:73574165-73731870
RP11-634L22 BES 3p12.3 chr3:75452260-75628601

PPY ANC INV BREAK
RP11-180C9 BES 3p12.3 chr3:75997245-76170439

GGO PTR HSA I INV
RP11-536K4 AC016942 3p12.3 chr3:76682896-76834909  

PPYs INV BREAK
RP11-655A17 BES 3p11.2-12.1 chr3:87099698-87270490
RP11-547K2 AC107028 3p11.1 chr3:89543932-89670647

PPY ANC INV BREAK
CEN
RP11-124L3 BES 3q11.2 chr3:94987545-95112295
RP11-91M15 BES 3q11.2 chr3:96443224-96627928
RP11-117C10 BES 3q11.2 chr3:99602287-99735761
RP11-454H13 AC084198 3q12.3 chr3:102798688-102993642
RP11-305I9 AC092981 3q13.32-13.33 chr3:120465181-120625176

2

3



ANTHROP INV
RP11-757I12 AC092908 3q21.1 chr3:123727494-123901752
RP11-257B7 3q21.1 chr3:125091060-125253000
RP11-98E19 BES 3q21.2 chr3:126496462-126666036
RP11-26M12  3q21.3 chr3:130089351-130276605   

CXAH-124M22 BLAT chr3:131141958/chr3:15,013,550 GGO PTR HSA II INV

RP11-787P10 BES 3p21.3-22.1 chr3:131347372-131500320
RP11-21N8 BES 3q22.1 chr3:131810638-131961206
RP11-58H13 BES 3q22.1 chr3:134587568-134765516
RP11-45B17 BES 3q22.3 chr3:139765797-139942549
RP11-13N24 BES 3q24 chr3:145950531-146100902
RP11-505J9 BES 3q24 chr3:149845231-150049909
RP11-36G5 BES 3q25.1 chr3:151686451-151861602
RP11-484J9 BES 3q25.2 chr3:154596432-154771953
RP11-142B1 BES 3q26.1 chr3:162044666-162223495
RP11-526M23 AC048332 3q26.1 chr3:166898271-167089806
RP11-114M1 BES 3q26.32 chr3:178755570-178913010
RP11-121O16 BES 3q26.32 chr3:179246033-179381724
RP11-160P8 BES 3q26.32 chr3:179811592-179969672
RP11-102M21 BES 3q26.33 chr3:180795928-180965063
RP11-218A22 AC108670 3q27.2 chr3:186915330-187078486
RP11-709J22 BES 3q27.3 chr3:187553929-187754890
RP11-42D20 AC007690 3q27.3 chr3:188091035-188272565
RP11-298A18 AC063932 3q28 chr3:189731870-189918766
RP11-153K2 BES 3q28 chr3:192086125-192227852
RP11-6E10 BES 3q29 chr3:197559915-197723535
RP11-313F11 FISH 3q29 chr3:198848537-198849137

RP11-61B7 BES 4p16.3 chr4:39428-230148
RP11-167K22 4p15.32-15.33 chr4:15233231-15395169
RP11-102K4 4p15.32 chr4:18369682-18507867
RP11-585D5 4p15.31 chr4:21922320-22125677
RP11-156A17 4p15.31 chr4:21687974-21842047
RP11-362I16 AC093814 4p15.31 chr4:22069480-22232680
RP11-157B23 4p15.2 chr4:23951224-24117543
RP11-125D22 4p15.2 chr4:26188718-26340664
RP11-100L2 BES 4p15.1 chr4:28836070-28990236
RP11-164K20 4p15.1 chr4:29908714-30083656
RP11-124E24 BES 4p15.1 chr4:32685625-32857087
RP11-135M12 AC096735 4p15 chr4:35352979-35546488
RP11-108H14 4p14 chr4:36998588-37199746
RP11-103K10 4p14 chr4:38806669-38998195
RP11-473D12 AC108149 4p13 chr4:43899701-43986024
RP11-779N22 AC110811 4p13 chr4:44656078-44677181 PTR INV BREAK (split)
RP11-317G22 AC020593 4p12 chr4:48735461-48919666

PPY INV BREAK
GGO INV BREAK

CEN CATHARR.CEN
RP11-365H22 AC027271 4q11 chr4:52501046-52679030
RP11-669F1 BES 4q13.2 chr4:68909436-69040975 PPY INV BREAK

GGO INV BREAK
RP11-704M14 AC114797 4q13.2 chr4:70248916-70292238
RP11-618I10 AC114786 4q13.2 chr4:70290239-70439215

3

4

dup in GGO



RP11-790I12 AC108078 4q13.2 chr4:70437216-70540558
RP11-401E5 AC093829 4q21.23-21.3 chr4:70538559-70708041
RP11-367P3 BES 4q21.23 chr4:86177183-86400023 PTR INV BREAK (split)
RP11-458G13  4q21.23-21.3 chr4:87213884-87384889
RP11-10L7 AC107067 4q22.1 chr4:89541442-89653732
RP11-499E18 AC098487 4q24 chr4:103572839-103736754
RP11-510D4 AC092661 4q26 chr4:118779920-118955945
RP11-45L5 AC015631 4q28.3 chr4:135416549-135561686
RP11-780M14 AC104090 4q31.21 chr4:145013767-145114804
RP11-663M18 AC109823 4q32.1 chr4:160099482-160179689
RP11-493C20 AC098867 4q32.3 chr4:164826243-164968556
RP11-808H17 AC079240 4q32.3 chr4:165476331-165679177
RP11-443J23 AC093842 4q32.3 chr4:166805589-166918613
RP11-511B7 AC080079 4q32.3 chr4:166916614-167029129
RP11-371E22 AC097507 4q32.3 chr4:167193384-167360415
RP11-624O16 AC093874 4q32.3 chr4:167358416-167516660
RP11-436G13 AC107055 4q32.3 chr4:167514661-167659454
RP11-368M2 BES 4q32.3 chr4:167472338-167657389
RP11-13P1 BES 4q32.3 chr4:167543912-167708978
RP11-662N23 BES 4q32.3 chr4:167543884-167716818
RP11-455K3 BES 4q32.3 chr4:167648557-167831930
RP11-638N11 BES 4q32.3 chr4:167,724,651-167,927,839
RP11-662D13 AC068989 4q32.3 chr4:169469202-169666695
RP11-648O9 AC106878 4q33 chr4:170953688-171089029
RP11-51M24 BES 4q34.1 chr4:175564998-175719279
RP11-99E17 BES 4q34.3 chr4:180732267-180905362
RP11-104E20 4q35.1 chr4:185947027-186133053
RP11-45C13 4q35.2 chr4:187794114-187948933
RP11-138B4 4q35.2 chr4:188547462-188693849
RP11-242B20 BES 4q35.2 chr4:190906277-191070120

RP11-58A5 BES 5p15.32 chr5:4965694-5123154
RP11-5N8 BES 5p15.2 chr5:14926850-15108182
RP11-875A6 BES 5p15.2 chr5:18311593-18503338

PTR INV BREAK
RP11-12C2 AC114298 5p14.3 chr5:23056186-23144972
RP11-94E6 BES 5p13.3 chr5:33737270-33926014
RP11-159F24 BES 5p12 chr5:43509883-43672607
CEN
RP11-160F8 BES 5q11.2 chr5:53365254-53520258
RP11-298P6 AC109465 5q12.3 chr5:64070008-64258158
RP11-172K14 BES 5q13.3 chr5:74490650-74673873
RP11-1085K15 5q14.1 chr5:80583928-80770628 GGO TRANSL. BREAK (split)
RP11-258M21 BES 5q14.3 chr5:85443998-85587282
RP11-297G19 AC093268 5q15 chr5:93288262-93463665

PTR INV BREAK
RP11-1147K5 BES 5q15 chr5:96072153-96225116
RP11-326M11 BES 5q21.3 chr5:105194174-105355876
RP11-81C5 BES 5q23.1 chr5:115183047-115366698
RP11-209F21 BES 5q23.2 chr5:124786541-124969874
RP11-42M12 BES 5q23.2 chr5:127176898-127327842
RP11-186F1 BES 5q31.1 chr5:130344505-130522404
RP11-4E3 BES 5q31.1 chr5:133085104-133272697
RP11-1030O9 BES 5q31.1 chr5:133318962-133507753
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RP11-737P20 BES 5q31.1 chr5:133455828-133650405  
RP11-21C10 BES 5q31.1 chr5:133880133-134045963
RP11-114H21 BES 5q31.2 chr5:135739999-135916051
RP11-365D10 BES 5q32 chr5:144529859-144719618
RP11-170L13 BES 5q33.2 chr5:155123977-155288472
RP11-367N22 BES 5q33.3 chr5:156258929-156421855
RP11-52L13 BES 5q33.3 chr5:156420347-156582237
RP11-92E20 BES 5q33.3 chr5:156594140-156769665
RP11-631N12 BES 5q33.3 chr5:157000006-157172852
RP11-82E8 BES 5q33.3 chr5:157616481-157787918
RP11-678F4 BES 5q33.3 chr5:158490847-158671405
RP11-90N23 FISH 5q34 chr5:159983909-159984761
RP11-114D4 BES 5q34 chr5:160424255-160577512
RP11-569B13 AC091984 5q34 chr5:161495046-161702085
RP11-88J19 BES 5q34 chr5:162047143-162237277
RP11-653G7 BES 5q34 chr5:163166056-163341883
RP11-308N24 AC109466 5q34 chr5:164314289-164468103
RP11-90C21 BES 5q34 chr5:165262926-165426112
RP11-436K21 BES 5q34 chr5:166079437-166247339
RP11-69K7 BES 5q34 chr5:167097350-167258685
RP11-14K9 BES 5q35.1 chr5:168358455-168532236
RP11-170N13 BES 5q35.1 chr5:168433613-168593223
RP11-270N4 BES 5q35.1 chr5:168532261-168704355
RP11-486H5 BES 5q35.1 chr5:168909435-169092364  
RP11-15F10 BES 5q35.1 chr5:169073440-169267747
RP11-117L6 BES 5q35.1 chr5:170679528-170854638
RP11-48K2 BES 5q35.2 chr5:172952607-173131912
RP11-125L2 BES 5q35.2 chr5:173447703-173616629
RP11-298C7 BES 5q35.2 chr5:176032557-176197535
RP11-452O4 BES 5q35.3 chr5:177234210-177410189

RP11-328C17 AL365272 6p25.3 chr6:213636-346084
RP11-391F23 AL589203 6p25.3 chr6:929025-940528
RP11-125I8 BES 6p24.3 chr6:10001499-10140467
RP11-15I14 BES 6p24.3 chr6:10459005-10639794
RP11-147C6 BES 6p24.2 chr6:10622819-10774675
RP11-48D18 BES 6p24.2 chr6:10937982-11123046
RP11-4A24 AL137221 6p24.1 chr6:12238011-12244433
RP11-27M22 BES 6p23 chr6:14673843-14829605
RP11-61I16 BES 6p23 chr6:15365240-15519994
RP11-17L3 BES 6p22.3 chr6:15716005-15896106
RP11-90O12 BES 6p22.3 chr6:16445725-16630424
RP11-59N15 BES 6p22.2 chr6:26015628-26168053
RP11-911D8 BES 6p22.1 chr6:27069535-27253168
RP11-297M4 BES 6p22.1 chr6:29016624-29189711
RP11-99D3 BES 6p22.1 chr6:29049490-29222060
RP11-261L19 BES 6p22.1 chr6:29259359-29405414
RP11-751N3 BES 6p22.1 chr6:29555726-29748946
RP11-351O4 BES 6p21.33 chr6:30258900-30456684
RP11-1021F13 BES 6p21.33 chr6:30304165-30524743
RP11-349M22 BES 6p21.33 chr6:30802793-30972043
RP11-754H10 BES 6p21.31 chr6:33960388-34137229
RP11-61E9 BES 6p21.31 chr6:34202278-34379674
RP11-481A14 BES 6p21.31 chr6:34820453-34979774
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RP11-615A19 BES 6p21.31 chr6:34993942-35155751
RP11-10I8 BES 6p21.2 chr6:39087900-39254420
RP11-25I3 BES 6p21.1 chr6:41836819-42004320
RP1-139D8 AL096814 6p21.1 chr6:42208853-42375930
RP11-397G17 BES 6p12.3 chr6:50026694-50190757
RP11-346L9 BES 6p11.2 chr6:57351232-57548984
RP11-791F20 BES 6p11.2 chr6:57500124-57690152
RP11-343D24 BES 6p11.2 chr6:57644937-57835610
RP11-799H20 BES 6p11.2 chr6:57787081-58000708
RP11-484F20 BES 6p11.1 chr6:58720610-58883743
CEN
RP11-346M3 BES 6q11.1 chr6:62456388-62630578
RP11-474L11 BES 6q14.1 chr6:76244412-76429104
RP3-494K13 AL136312 6q14.3 chr6:85740159-85796186
RP11-451P21 BES 6q16.1 chr6:96988167-97146901
RP11-117A20 AL589920 6q22.31 chr6:119888999-119906826
RP11-472E5 AL138828 6q23.3 chr6:136464198-136605737
RP11-478J9 BES 6q24.1 chr6:140333714-140416207
RP11-64M7 AL589705 6q25.1 chr6:149289814-149303728
RP1-230L10 AL137005 6q27 chr6:164089079-164192757
RP11-37D8 BES 6q27 chr6:168737300-168901178
RP11-302L19 AL596442 6q27 chr6:170340087-170450903

RP11-713A20  AC093686 7p22.3 chr7:106471-298664
RP11-416J17 AC069288 7p22.3 chr7:1718499-1864210
RP11-792G24 BES 7p22.2 chr7:2145822-2369600
RP11-400E7 BES 7p22.2 chr7:2406737-2585053
RP11-96L18 BES 7p22.2 chr7:2632602-2788650
RP11-166P10 BES 7p22.2 chr7:3176378-3338649
RP11-160E17 BES 7p22.1 chr7:4557716-4719730
RP11-1080O3 BES 7p22.1 chr7:6198794-6420463
RP11-1119G2 BES 7p22.1 chr7:6797867-6941440
RP11-1061P7 BES 7p22.1 chr7:6850143-7034535
RP4-755G17 AC004879 7p21.3 chr7:9958478-10093381
RP11-486P11 AC007001 7p15.3 chr7:19848894-19957311
RP11-112E16 BES 7p15.1 chr7:29914929-30082560
RP11-585N13 BES 7p15.1 chr7:31230125-31396048
RP11-714H18 BES 7p15.1 chr7:31522978-31660371   
RP11-638B17 BES 7p14.3 chr7:32494127-32703580
RP11-420P20 BES 7p14.1 chr7:40054955-40234275
RP11-653O17 AC073424 7p12.3 chr7:48014665-48205805
RP11-339F13 AC073324 7p11.2 chr7:55029594-55154846
CEN  

FUSION 7a/7b CATHARR
RP11-72B17    BES 7q11.21 chr7:64960369-65126400  
RP11-105P18   BES 7q11.22 chr7:68287800-68447557
RP5-1102A12    AC004963 7q11.22 chr7:70019293-70192919
RP11-243I17 BES 7q11.23 chr7:75428943-75590441

CH259-203H20  BLAT  chr7:76244978/chr7:101670489 PTR   HSA break

RP11-982E3 BES 7q11.23 chr7:76494214-76685936
RP11-580C19 BES 7q21.11 chr7:82956817-83134941
RP11-215P16 AC006036 7q21.13 chr7:90123735-90280574
RP11-908F6 BES 7q21.3 chr7:97063104-97244242

6
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duplicons  GGO PTR   HSA break

GGO PTR   HSA break



RP11-150J17 BES 7q21.3 chr7:97342881-97518601
RP11-163E9 BES 7q22.1 chr7:101494176-101666161  
CH259-203H20  BLAT  chr7:101670489/76244978 PTR  HSA  BREAK
RP11-803J14 BES 7q22.1 chr7:101791124-102097972
RP11-282M13 BES 7q22.1 chr7:102097743-102264577
RP11-418B19 AC073208 7q22.1 chr7:103028414-103100019

RP11-328M22
AC018464.
9 7q31.1 chr7:112086078-112241939

RP11-22K23 BES 7q31.2 chr7:115048849-115198394
RP11-108L6 BES 7q31.2 chr7:116395051-116563381
RP11-55P11 BES 7q31.31 chr7:118974638-119156681  
RP11-3L10 BES 7q31.32 chr7:120631256-120795956

RP11-329I5
AC018642.
7 7q32.3 chr7:130405098-130599620

RP5-839B19 AC006347 7q34 chr7:139964288-140034062

RP11-422E4
AC024730.
7 7q36.2 chr7:153557085-153708282

RP11-764O12 AC006476 chr7_random:1-112,804

RP11-18D5 AC090135 8p23.3 chr8:381182-484890
RP11-59B16 8p23.2 chr8:5798863-5947994
RP11-737E8 BES 8p23.1 chr8:11580455-11789912
RP11-247B12 8p23.1 chr8:11819908-11980152  
RP11-98O19 chr8:12259223-12433476
RP11-45O16 chr8:12919224-13073779
RP11-460L9 chr8:19538527-19705748
RP11-583M2 chr8:23420721-23595169
RP11-120K21 chr8:25830685-25965011

chr8:29,732,669-29,798,768 HSA GAP
RP11-51H24 chr8:30654547-30835886
RP11-363L24 AC009563 8p12 chr8:31053114-31243056 GGO INV BREAK (split)
RP11-10D7 AC013603 8p12 chr8:33487657-33665495
RP11-262I23 BES 8p11.22 chr8:39846706-40045213
CEN
RP11-1134I14 BES chr8:48063873-48241291  
RP11-80E22 BES chr8:52787115-52932670  
RP11-151B2 BES chr8:56450221-56608976
RP11-36P16 BES chr8:60277203-60460134
RP11-45G14 BES chr8:62325810-62478435
RP11-280G9 BES chr8:62716900-62859102
RP11-382J12 AC022731 8q13.3 chr8:71614507-71778503
RP11-75P23 BES chr8:72585391-72768280
RP11-232D14 BES chr8:73793280-73983779
RP11-361C12 BES chr8:74618561-74774512
RP11-300E4 BES chr8:76034751-76219873
RP11-706J10 BES chr8:77470475-77644774
RP11-91P17 AC084706 8q21.12 chr8:79158450-79305261
RP11-457E21 BES 8q21.2 chr8:85811907-85981817

GGO INV BREAK
RP11-219B4 AC011773 8q21.2 chr8:86197050-86357332
RP11-14D5 BES chr8:86,064,185-86,255,578
RP11-353O11 AC091184 8q21.3 chr8:90077451-90220326
RP11-703K20 BES chr8:90220321-90398370
RP11-179G18 BES chr8:90294331-90433195
RP11-18K20 AC099816 chr8:90469419-90620876

8

7

GGO PTR   HSA break



RP11-15J4 BES chr8:92022248-92211470
RP11-14G13 BES chr8:96166084-96341103
RP11-122P10 BES chr8:97321450-97488017
RP11-452M24 BES chr8:98106600-98303112
RP11-35A21 BES chr8:98181249-98335203
RP11-828L5 BES chr8:98534473-98760672
RP11-958K24 BES chr8:98760678-98948597   
RP11-640O15 BES chr8:99070433-99228183
RP11-410L14 AC104986 8q22.2 chr8:99944884-100098300
RP11-697C18 AC024996 8q23.3 chr8:113395877-113573740
RP11-269I24 AC090987 8q24.21 chr8:131641435-131795238
RP11-349C2 AC087337 chr8:145586068-145770875
RP4-698E23 AF186192 8q24.3 chr8:145807985-145953950

PTR-HSA Anc BREAK
RP11-130C19 AL136979 9p24.3 chr9:615148-812246  
RP11-472F14 BES 9p24.1 chr9:6427961-6601707
RP11-77E14 AL354694 9p24.1 chr9:7671919-7825210
RP11-58K1 BES 9p22.3 chr9:15874140-16051195
RP11-340N12 FISH 9p22.2 chr9:17136369-17298494
RP11-57I14 BES 9p22.1 chr9:19650027-19797139
RP11-393P6 AL513317 9p21.3 chr9:23950338-24092705
RP11-1006E22 BES 9p21.2 chr9:27142243-27331367
RP11-976P13 BES 9p21.1 chr9:30838876-31023309
RP11-562M8 AL353717 9p21.1 chr9:32871544-32992078
RP11-58A20 BES 9p13.2 chr9:36392186-36539166
RP11-3J10 AL138752 9p13.2 chr9:37745972-37935175
RP11-168J7 BES 9p13.1 chr9:38261095-38421467

CATARRHINE Anc break
RP11-788E5 BES 9p13.1 chr9:38558002-38723846

PTR INV BREAK
 CEN   

PTR-HSA Anc BREAK
RP11-203L2 BES 9q21.11 chr9:68487654-68682336
RP11-876N18 BES 9q21.11 chr9:68871474-69076493
RP11-63P12 AL135924 9q21.12 chr9:72087924-72250908
RP11-522I20 AL354920 9q21.32 chr9:83415169-83583972
RP11-30C23 AL451131 9q21.33 chr9:85353758-85507917
RP11-507D14 AL137849 9q21.33 chr9:86028571-86160254 PTR INV BREAK (split)
RP11-155P1 BES 9q21.33 chr9:86713314-86885377
RP11-107G16 BES 9q21.33 chr9:87355141-87532244
RP11-164I22 BES 9q22.1 chr9:88021300-88200039
RP11-875O18 ends 9q22.2 chr9:90558381-90755068
RP11-714A6 ends 9q22.31 chr9:92144994-92306425
RP11-240L7 ends 9q22.32 chr9:96060260-96229890
RP11-330M2 AL158827 9q22.32 chr9:96770147-96784127  

CATARRHINE Anc break
RP11-106N7 BES 9q22.33 chr9:97924516-98093688
RP11-208F1 BES 9q31.1 chr9:100050224-100197858
RP11-354J3 BES 9q31.1 chr9:103961728-104133141
RP11-714K8 BES 9q31.2 chr9:106422824-106617358
RP11-18A3 AL359963 9q31.3 chr9:109125383-109260361
RP11-243H16 BES 9q31.3 chr9:109143664-109322426
RP11-16A3 BES 9q32 chr9:114488437-114649807
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RP11-336A17 AL160272 9q33.1 chr9:117533250-117680227
RP11-100H1 BES 9q33.1 chr9:119435057-119584665
RP11-160J24 BES 9q33.2 chr9:122130516-122304459
RP11-542K23 AL359636 9q33.2 chr9:122229518-122423453
RP11-64P14 AL162254 9q33.2 chr9:122344545-122532865
RP11-465F21 AC006313 9q33.2 chr9:122661778-122670394
RP11-85O21 AC006450 9q33.3 chr9:123697046-123874600
RP11-30A13 BES 9q34.11 chr9:129667942-129838694
RP11-469E24 AL353636 9q34.3 chr9:135951430-136022967

RP11-387K19  10p15.3 chr10:149098-312071  
RP11-10D13  10p15.3 chr10:214415-366376
RP11-15D19  10p15.3 chr10:835011-1011342
RP11-363N22  10p15.3 chr10:854871-1039159
RP11-61P15  10p13 chr10:13747461-13911792
RP11-142F1 AL391334  10p12.3 chr10:17555784-17653214
RP11-109I13 AL390783  10p12.3 chr10:18510777-18688434
RP11-383B4 AL450384  10p12.4 chr10:18842308-18966878
RP11-110M17  10p12.1 chr10:24276209-24449403
 RP11-378M14    10p12.1 chr10:26965000-27144365

GGO INV BREAK
RP11-774G16  10p11.3 chr10:28304146-28502830
RP11-39E10  10p11.3 chr10:31183319-31363437
RP11-92J19  10p11.2 chr10:36759042-36945342
RP11-56L6  10p11.3 chr10:38038398-38212095
RP11-162G10 AL135791 10p11 chr10:38123110-38190084
CEN CATHARR. FUS
RP11-351D16 AC010864 10q11.21 chr10:42817197-43022992
RP11-285G1 AL353801 chr10:44640088-44862577
RP11-90N8 10q11.23 chr10:51442402-51622394

 HSAdup chr10:45Mb/51Mb
chr10:52,027,866-
chr10:89,301,957

RP11-1001A13 10q11.23 chr10:52032752-52229644
RP11-6J8 10q21.1 chr10:57715995-57887658
RP11-749A7 chr10:63201531-63375079
RP11-615M13 10q22.3 chr10:78282179-78448176
RP11-598H8 10q22.3 chr10:80609011-80791349

chr10:80916595-81089979 GGO INV BREAK
RP11-715A21 10q22.3 chr10:84795601-84982857
RP11-717O2 chr10:88357707-88550596
RP11-830J13 10q23.2 chr10:88,357,707-88,550,596

chr10:89,301,957/chr10:52,027,
866
 HSAdup chr10:45Mb/89Mb

RP11-659F22 10q23.3 chr10:89246763-89428545
RP11-829M16 chr10:92526680-92680990
RP11-166O7 10q25.1 chr10:110714067-110884778
RP11-296H2 AL135793 10q26.13 chr10:123907460-124121322
RP11-92A10 chr10:132010830-132165851
RP11-1022E21 10q26.3 chr10:134742675-134945494
RP11-1022E21 10q26.3 chr10:134742675-134945494

RP11-401C19 AC083984 11p15.5 chr11:896316-1008135
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10 CH259-264E10 BES

CH259-264E10 BES
HSA INV

HSA INV



RP11-650F7 BES 11p15.4 chr11:3297781-3455204
RP11-749O23 BES 11p15.4 chr11:3501436-3690087

GGO PTR HSA BREAK
RP11-645I8 AC021935 11p15.4 chr11:6072745-6229122
 PPY NEOCEN
RP11-56J22 BES 11p15.1 chr11:20180424-20332556
RP11-103P20 BES 11p13 chr11:36021057-36180792
RP11-150D18 BES 11p12 chr11:41858282-42020207
RP11-29O22 BES 11p11.2 chr11:46582988-46583429
RP11-318O24 BES 11p11.12 chr11:50545853-50719949
CEN GGO PTR HSA NEOCEN
RP11-217G11 BES 11q12.1 chr11:56609801-56610186
RP11-75H24 BES 11q12.1 chr11:58632233-58632565
RP11-160L9 BES 11q13.2 chr11:67190649-67191077
RP11-955G14 BES 11q13.4 chr11:71190153-71377632

GGO PTR HSA BREAK
RP11-757C15 AP000719 11q13.4 chr11:71236122-71432551
RP11-807H22 AP000812 11q13.4 chr11:71481809-71602336
RP11-7H7 BES 11q14 chr11:78034240-78206818
RP11-119M23 BES 11q14.2 chr11:85346396-85346523
RP11-732A21 AP001527 11q22.1 chr11:101397613-101564917
RP11-864G5 AP000942 11q22.1 chr11:101600598-101786581
RP11-1044B1 BES 11q22.3 chr11:105109962-105322691
RP11-276O11 BES 11q22.3 chr11:105262409-105262775
RP11-100J10 BES 11q23.1 chr11:112570375-112735819
RP11-90A13 BES 11q25 chr11:130889654-131037422
RP11-265F9 BES 11q25 chr11:134272267-134441179

RP11-254E3 BES 12q13.11 chr12:46507219-46672845
RP11-30N17 chr12:46672928-46875216
RP11-159H4 chr12:46744342-46895584
RP11-204C20 chr12:46894555-47075616
RP11-94F1 BES 12q13.13 chr12:50496385-50663940
RP11-699F3 BES 12q13.13 chr12:50919590-51102247
RP11-4K11 chr12:52417124-52574796
RP11-631N16 chr12:61280212-61458292
RP11-680F18  BES chr12:63441896-63614208
RP11-766N7 BES 12q14.3 chr12:63500649-63684874 GGO INV BREAK (split)
RP11-356H4 BES 12q15 chr12:66590630-66780404 PTR INV BREAK (split)
RP11-63J20 chr12:80402921-80561033
RP11-900F13 chr12:87352898-87525143
RP11-205I24 chr12:102468679-102626031

ANTHROP. BREAK
RP11-1G17 chr12:110371908-110574723
RP11-344G11 chr12:125022264-125168914
RP11-394D10 chr12:132134366-132308436

RP11-10O23 AC013618 13q21.1 chr13:55430704-55602978
RP11-1043D14 BES 13q21.31 chr13:61282357-61458258
RP11-187E23 AL136999 13q21.32 chr13:66092979-66264337
RP11-51P14 AL356006 13q21.32 chr13:67146127-67174887
RP11-138N13 FISH 13q22.2 chr13:74311795-74458502
RP11-188A23 AL354831 13q22.3 chr13:77153157-77297742
RP11-115N13 BES 13q31.1 chr13:82035688-82200947
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RP11-120L14 BES 13q31.1 chr13:83766483-83924544
RP11-351H1 BES 13q31.1 chr13:84396772-84582561
RP11-780G3 BES 13q31.1 chr13:85161451-85333456
RP11-30L8 BES 13q31.1 chr13:85529117-85655956
RP11-29P20 BES 13q31.2 chr13:86954636-87112529
RP11-143O10 BES 13q31.2 chr13:88496254-88673921
RP11-210E23 FISH 13q32.1 chr13:93776946-93877017
RP11-721F14 BES 13q32.1 chr13:96392847-96575482
RP11-46I10 BES 13q33.1 chr13:101854484-102028829
RP11-261F2 AL445226 13q33.1 chr13:103364122-103420360
RP11-245B11 AL161774 13q34 chr13:113770458-113932864
RP11-569D9 FISH 13q34 chr13:113930807-114103243

INV CATHARR.
APES FISSION
GGO INV BREAK

CEN
RP11-246M13  cen 14q11.2  chr14:19547383-19702125
RP11-68M15 BES 14q11.2 chr14:22546692-22722266
RP11-3K11 BES 14q12 chr14:25676157-25851493
RP11-96N22 BES 14q12 chr14:30522558-30688098
RP11-642G19 BES 14q13.1 chr14:32380196-32540929
RP11-918D6 BES 14q13.3 chr14:36404852-36569960
RP11-94J22 BES 14q21.1 chr14:41623645-41782055
RP11-453F20 BES 14q21.3 chr14:44679792-44872979

GGO INV BREAK
 RP11-760N14 BES 14q21.3 chr14:45092484-45232201
RP11-631K15 BES 14q22.1 chr14:48752711-48915809
RP11-316E4 BES 14q22.1 chr14:50001799-50183814
RP11-841O20 BES 14q22.1 chr14:52073343-52285417
RP11-312M17 BES 14q22.2-.3 chr14:54251694-54407050
RP11-81D11 BES 14q23.3 chr14:64128328-64294463
RP11-886F16 BES 14q24.1 chr14:67619469-67780148
RP11-204P19 BES 14q24.2 chr14:71001855-71164272
RP11-606A3 BES 14q24.2 chr14:73138310-73312477
RP11-92H20 BES 14q24.2 chr14:74381660-74551240
RP11-89I23 BES 14q31.1 chr14:79486870-79652196
RP11-4E24 BES 14q31.3 chr14:85025843-85182785
RP11-91C7 BES 14q32.12 chr14:90549220-90692115
RP11-45E1 BES 14q32.2 chr14:96885041-97054197
RP11-90G22 BES 14q32.2 chr14:100210924-100389009
RP11-417P24 AL122127 14q32.33 chr14:105267349-105437150
RP11-51P11 BES 14q32.33 chr14:106049593-106211962  

PTR INV BREAK
CEN APES NEO CEN
RP11-441B20 AC080077 15q11.2 chr15:22905050-23073407  
RP11-570N16 AC019229 15q12 chr15:24960279-25129482
RP11-360J18 chr15:27830650-28024358

PTR INV BREAK
RP11-11J16 BES 15q13.3 chr15:29518297-29691905

INV CATHARR.
RP11-106G20 BES 15q13.3 chr15:30609233-30773871  
RP11-50O2 BES 15q13.3 chr15:31571307-31737827
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RP11-747K21 BES 15q14 chr15:33683242-33871801
RP11-720L8 AC068875 15q14 chr15:35362749-35529454
RP11-133K1 AC020658 15q15.1 chr15:38241120-38400125
RP11-729O24 BES 15q15.1 chr15:40156888-40332058
RP11-753P14 BES 15q15.1 chr15:40820559-40988584
RP11-594K13 BES 15q21.1 chr15:44037250-44241054
RP11-846K6 BES 15q21.2 chr15:48810360-48983766
RP11-316P21 AC025041 15q21.2 chr15:50971951-51145337
RP11-126E3 BES 15q21.3 chr15:52895739-53061863
RP11-450G20 BES 15q21.3 chr15:53782464-53963923
RP11-294K12 BES 15q21.1 chr15:54112385-54286277
RP11-844G16 BES 15q213 chr15:54271610-54460838
RP11-829F13 BES 15q21.3 chr15:54481897-54676988
RP11-323F24 BES 15q21.3 chr15:54901235-55123208
RP11-44G18 ends 15q21.3 chr15:55902848-56062565
RP11-93I17 BES 15q21.3 chr15:56226257-56226689
RP11-236P11 AC087632 15q22.31 chr15:62366899-62510409
RP11-282M16 AC022254 15q22.33 chr15:65872233-66060841
RP11-1107A19 ends 15q24.1 chr15:72073586-72217438
RP11-20M10 AC016276 15q24.2 chr15:75965634-76127696
RP11-1001M11 BES 15q25.1 chr15:76752817-76966382
RP11-16K12 BES 14q25.1 chr15:76939472-77105720
RP11-635O8 BES 15q25.2 chr15:80103012-80257524
RP11-127F21 AC044907 15q25.2 chr15:81186929-81348689
RP11-182J1 AC048382 15q25.2 chr15:82,621,707-82,793,192
RP11-90E5 AC022710 15q26.3 chr15:98163252-98349768 APES 15qTEL.

INV  ANC CATHARR.
APES FISSION

RP11-292B10 BES 16p13.3 chr16:3538446-3764066
RP11-291J20 BES 16p13 chr16:8711397-8883765
RP11-467M13 chr16:16387504-16551331
RP11-637A19 chr16:18939613-19136119
RP11-25P14 BES chr16:19080994-19252111
RP11-1087H3 BES chr16:20492980-20671676
RP11-450G5 BES 16p12.1 chr16:24093288-24281424
RP11-360L15 BES 16p11.2 chr16:28873631-28873841
CEN FUSION CATHARR
RP11-158K5 chr16:45248732-45401381
RP11-303G21 BES 16q12.1 chr16:46996157-47145251
RP11-826O12 chr16:50945022-51121631
RP11-497D8 BES 16q12.2 chr16:53477902-53664784
RP11-406F21 chr16:56002567-56156737
RP11-341K23 AC009080 chr16:59233438-59411536
RP11-370P15 AC018846 chr16:62221465-62396983
RP11-107K21 chr16:65753968-65928256
RP11-564F10 BES 16q22.2 chr16:71388475-71388672
RP11-457K7 BES 16q23.3 chr16:82645203-82699735

RP11-411G7 BES chr17:427025-572435
RP11-22G12 BES 17p13.3 chr17:888150-1071516
RP11-153B24 BES 17p13.3 chr17:3144935-3308157
RP11-27E24 BES 17p13.2 chr17:5562567-5717150
RP11-165N10 chr17:5896434-6065364
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RP11-270I9 BES chr17:9745074-9904704
RP11-714I2 BES chr17:12569043-12771094

PTR INV BREAK
RP11-385D13 AC005838 17p12 chr17:15367740-15435530 GGO TRANSL. BREAK (split)
RP11-367G9 BES chr17:16853117-17016543
RP11-958E14 17p11.2 chr17:17586396-17798015
RP11-116I3 BES chr17:19953341-20109745
RP11-765A10 BES chr17:20860217-21035617
RP11-8H17 chr17:22580388-22743100
CEN
RP11-915B21 BES chr17:23775934-23916688
RP11-241P14 BES chr17:27081374-27261539
RP11-164M10 BES chr17:27245835-27416284
RP11-28A22 BES chr17:29842554-29999275
RP11-294G4 BES chr17:30351168-30521910
RP11-27K22 BES chr17:33129195-33301261

GGO PTR HSA INV1
RP11-923C2 AC124789 chr17:33713298-33818972

GGO PTR HSA INV2
RP11-102M17 BES chr17:37708717-37864838
RP11-100E5 BES chr17:38762513-38932040
RP11-52N13 BES chr17:40074207-40258757
RP11-671B19 BES chr17:42706022-42866560
RP11-123I23 BES chr17:42803474-42969698

GGO PTR HSA INV2
RP11-771D19 BES chr17:42866563-43038163
RP11-456D7 AC027152 chr17:43587728-43720471
RP11-501C14 BES chr17:44304515-44473127
RP5-1029K10 AC006487 17q21.33 chr17:44918039-45104642 PTR INV BREAK (split)
RP11-54M1 BES chr17:45153707-45323975
RP11-135M22 BES chr17:47033788-47188143
RP11-709N3 BES chr17:50352417-50541223
RP11-421B20 BES chr17:52919716-53110374
RP11-619I22 AC040904 chr17:55074551-55248202
RP11-42F20 BES chr17:57449285-57597393

GGO PTR HSA INV1
RP11-1065F2 BES chr17:57815280-57984499
RP11-1122L1 BES chr17:58102921-58244753
RP11-282E10 BES chr17:58167578-58351860
RP11-89H15 BES chr17:59472574-59627204
RP11-37G16 BES chr17:60464046-60660147
RP11-449L23 BES chr17:68904963-69107883
RP11-647F2 BES chr17:69679276-69878103
RP11-666A8 BES chr17:71921323-72127076
RP11-1033I8 BES chr17:77586262-77802609

HSA INV
RP11-78H1 BES 18p11.32 chr18:2136811-2307213
RP11-96I11 BES 18p11.21 chr18:12904782-12904961
CEN

HSA INV
RP11-10G8 BES 18q11.2 chr18:17274438-17431001
RP11-104N11 BES 18q12.2 chr18:33436610-33608704
RP11-61D1 AC090897 18q21.1 chr18:50155761-50313129
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RP11-153B11 BES 18q21.2 chr18:52818203-52977905
RP11-53N15 BES 18q22.3 chr18:70195436-70195693
RP11-87C15 BES 18q23 chr18:75965206-75965502

RP11-75H6  BES  19p13.3  chr19:902642-1095485
RP11-333F10 BES 19p13.3 chr19:2122389-2289219
RP11-1012B20 BES 19p13.3 chr19:5172600-5348911
RP11-52O9 BES 19p13.2 chr19:6726912-6917544
RP11-259A20 BES 19p13.2 chr19:8134492-8321254
RP11-207I16 BES 19p13.12 chr19:15264051-15447364
RP11-786H22 BES 19p13.11 chr19:19676066-19868046
RP11-22G10 BES 19p13.11 chr19:22970886-23120505
CEN 
RP11-375D11 BES 19q11 chr19:33013111-33173516
RP11-345J21 BES 19q12 chr19:34827676-35023872
RP11-316I4 BES 19q13.11 chr19:39793595-39970226
RP11-808P14 BES 19q13.12 chr19:40862533-41062471
RP11-707C1 BES 19q13.12 chr19:41670693-41887535
RP11-484L11 BES 19q13.12 chr19:42014153-42180358
RP11-266A18 BES 19q13.2 chr19:43776563-43945405
RP11-108I20 BES 19q13.2 chr19:47150333-47334180
RP11-122H2 BES 19q13.32 chr19:52297871-52462613
RP11-50I11 BES 19q13.33 chr19:54368180-54539329
RP11-701P22 BES 19q13.3 chr19:57249576-57421605
RP11-642O13 BES 19q13.43 chr19:62399357-62591638

PPY ANC INV BREAK
GGO PTR HSA BREAK

RP11-371L19 AL118502 20p13 chr20:659205-785463   
RP5-1187M17 AL121891 20p13 chr20:3013541-3139396
RP11-684P7 BES 20p13.3 chr20:5343692-5528006 PPY ANC INV BREAK (split)
RP5-1068F16 AL023913 20p12.2 chr20:10155017-10295322
RP4-813H11 AL079337 20p12.2 chr20:11379732-11417054
RP5-1069O1 AL049633 20p12.1 chr20:15126843-15219199
RP11-922G6 BES 20p11.21 chr20:22887406-23046035
RP11-661H1 BES 20p11.21 chr20:23454246-23627064
RP5-966J20 AL121925 20p11.21 chr20:24698120-24737379
CEN

GGO PTR HSA BREAK
RP11-1036L7 BES 20q11.1 chr20:28048230-28206006   
RP5-836N17 AL049539 20q11.21 chr20:30126905-30238598
RP5-954P9 AL359828 20q11.23 chr20:34046335-34084879
RP11-888D20 BES 20q11.23 chr20:34932840-35111176
RP11-1152L20 BES 20q11.23 chr20:35084554-35209548
RP11-192N1 BES 20q11.23 chr20:35209599-35358886
RP11-826B14 BES 20q11.23 chr20:35332463-35548961
RP11-138A15 BES 20q11.23 chr20:35595079-35595342
RP5-906C1 AL133342 20q13.13 chr20:46828731-46939544
RP5-1059L7 AL121913 20q13.32 chr20:55665561-55815784
RP11-476I15 AL137028 20q13.33 chr20:62376540-62435964

CATHARR. BREAK
CEN
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RP11-105N1 BES q21.1 chr21:21603698-21743689
RP11-833P5 BES q21.3 chr21:27424442-27609257
RP11-690G6 BES q21.3 chr21:27903060-28060296
RP11-369E2 BES q22.11 chr21:33442004-33607926
RP11-468N22 BES q22.11-22.12 chr21:34660357-34848382
RP11-670C3 BES q22.12 chr21:35381029-35544156
RP11-662O10 BES q22.12 chr21:35707237-35869983
RP11-105O24 BES q22.2 chr21:37717328-37872927
RP11-367P1 BES q22.2 chr21:39438410-39627442
RP11-729O4 BES q22.2 chr21:39766451-39951156
RP11-162F19 BES q22.3 chr21:45356460-45516200
RP11-54M11 BES q22.3 chr21:46022148-46190109
RP11-71A7 BES q22.3 chr21:46607929-46756333
RP11-135B17 BES q22.3 chr21:46756339-46932616

CEN  
RP11-1037C4 BES 22q11.1 chr22:16097098-16285194
CTA-115F6 BES 22q11.1 chr22:16153881-16340333
RP11-586I18 BES 22q11.21 chr22:18,859,173-18,981,805
RP11-47L18 BES 22q11.21 chr22:20256350-20442898
RP11-9F11 BES 22q11.23 chr22:23645559-23691454
CTA-221G9 BES 22q11.23 chr22:23874382-23991511
rp11-799F16 BES 22q11.23 chr22:24982641-25187169  
CTA-57G9 BES 22q12.1-q12.2 chr22:27837089-27950960

ANTHROP. BREAK
RP11-639B9 BES 22q12.3 chr22:33583384-33740362  
CTA-150C2 BES 22q13.1 chr22:37604732-37805826
CTA-250D10 BES 22q13.2 chr22:40577265-40798159
RP1-102D24 AL021391 22q13.31 chr22:44083494-44221622
RP11-1109B4 BES 22q13.32 chr22:47009437-47183098
CTA-299D3 Z84468 22q13.32 chr22:47190090-47280772
CTA-799F10 BES 22q13.33 chr22:49369061-49464733
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Supplementary Note Table 2. Structural rearrangements in gorilla genome detected by BEM
b35chrname Beg+- End Span Index Discordant BAC clones Dup_Bp_span
chr1 113529246 120264822 6735577 B:--:CH277-132C2: 641552
chr5 34561287 37212944 2651658 B:--:CH277-135K20: 8712
chr16 15040095 28424288 13384194 B:--:CH277-145B18: 14033679
chr14 40080312 40483462 403151 B:--:CH277-209E12: 0
chr15 19390726 20373634 982909 B:--:CH277-225H23: 3282207
chr9 87683449 88028063 344615 B:--:CH277-22K3: 519953
chr12 21311325 63614243 42302919 B:--:CH277-242I19: 4883220
chr15 20407563 21044824 637262 B:--:CH277-282J23: 2633280
chr7 56462930 64711122 8248193 B:--:CH277-317K5: 14055652
chr7 39268615 43864968 4596354 B:--:CH277-31E9: 1652781
chr1 212305230 224482206 12176977 B:--:CH277-334K11: 4031344
chr2 86940110 106699618 19759509 B:--:CH277-349E24: 20147334
chr10 47022056 51241519 4219464 B:--:CH277-356C21: 7721051
chr10 27814300 80791045 52976746 B:--:CH277-363O12: 27425861
chr8 31287889 86049917 54762029 B:--:CH277-401D2: 1078719
chr1 239319870 244810856 5490987 B:--:CH277-409A9: 2605015
chr5 98980403 99810566 830164 B:--:CH277-432L13: 766959
chr1 109665340 113394238 3728899 B:--:CH277-457M20: 76273
chr4 133176009 133519889 343881 B:--:CH277-458L2: 374352
chr1 144115084 144628480 513397 B:--:CH277-45M3: 11660
chr18 287777 16800762 16512986 B:--:CH277-492F3: 8415444
chr7 76558315 102048010 25489696 B:--:CH277-505P1: 5982391
chr1 16593523 16954978 361456 B:--:CH277-518L20: 1560884
chr16 12108384 15781937 3673554 B:--:CH277-545J3: 4908727
chr16 34096685 45065758 10969074 B:--:CH277-73J6: 997723
chr15 18873653 25980082 7106430 B:--:CH277-91B8: 11663122
chr7 53075483 53780438 704956 B:--:CH277-98F11: 4642
chr16 16096965 28171891 12074927 B:++:CH277-101F19: 10579772
chr10 27675315 80631965 52956651 B:++:CH277-125A6: 27446395
chr7 66254007 70459677 4205671 B:++:CH277-136O9: 156429
chr1 224482233 227064434 2582202 B:++:CH277-157H16: 137740
chr4 132991569 133438820 447252 B:++:CH277-15D22: 1260683
chr12 21148494 63445556 42297063 B:++:CH277-205P14: 4883220
chr1 224551421 236383903 11832483 B:++:CH277-209E14: 357033
chrX 2968237 3551765 583529 B:++:CH277-209G23: 356097
chr1 109637551 113268794 3631244 B:++:CH277-22O16: 76273
chr1 239108347 244567440 5459094 B:++:CH277-289K8: 2586291
chr6 58135605 62059281 3923677 B:++:CH277-315G13: 1773360
chr5 98825550 99374420 548871 B:++:CH277-328B3: 472184
chr13 18079178 18950528 871351 B:++:CH277-32N2: 2394683
chr2 89141721 89801042 659322 B:++:CH277-332K17: 1150601
chr16 15039051 28817641 13778591 B:++:CH277-345D17: 15665701
chr8 31148078 85914766 54766689 B:++:CH277-402K23: 1095415
chr1 212116911 224552188 12435278 B:++:CH277-404N12: 4033138
chr11 48345228 51047771 2702544 B:++:CH277-40K21: 4575043
chr2 215083205 217163146 2079942 B:++:CH277-41A21: 1610
chr14 39845843 40344261 498419 B:++:CH277-424F11: 0
chr8 31148163 85832627 54684465 B:++:CH277-481C13: 1095415
chr16 11944740 28097180 16152441 B:++:CH277-519G16: 15572088
chr5 175535483 176890526 1355044 B:++:CH277-534P6: 198777
chr7 39435851 43711605 4275755 B:++:CH277-538L13: 1082850
chr4 145052717 145340113 287397 B:+-:CH277-101J9: 812517
chr19 46608471 46802748 194278 B:+-:CH277-106C8: 16166



chr16 24922926 25147840 224915 B:+-:CH277-114E2: 0
chr19 55999222 56146204 146983 B:+-:CH277-118E7: 0
chr16 15012587 73047693 58035107 B:+-:CH277-130O4: 40636132
chr22 15672305 15911112 238808 B:+-:CH277-135F20: 551340
chr14 21441827 22165524 723698 B:+-:CH277-146F7: 0
chr5 29397410 37158201 7760792 B:+-:CH277-187B9: 1823780
chr15 73158720 73280935 122216 B:+-:CH277-197P23: 0
chr2 131741608 132004665 263058 B:+-:CH277-211C23: 1408137
chr1 151383185 151643906 260722 B:+-:CH277-224J13: 0
chr4 120756335 129444902 8688568 B:+-:CH277-225D20: 12904
chr7 71839060 72201381 362322 B:+-:CH277-238M14: 1751334
chr19 2587224 2840995 253772 B:+-:CH277-253M7: 0
chr19 19024192 19105796 81605 B:+-:CH277-256P8: 0
chr9 87597601 87827404 229804 B:+-:CH277-275I24: 319625
chr9 133901614 134285305 383692 B:+-:CH277-282F21: 8823
chr8 43450928 43818611 367684 B:+-:CH277-282M9: 1513
chr6 31475890 31662287 186398 B:+-:CH277-308J7: 41348
chr1 143984971 144162033 177063 B:+-:CH277-314F1: 0
chr7 143281873 143570217 288345 B:+-:CH277-322G19: 474439
chr2 106439902 106628408 188507 B:+-:CH277-326H7: 835694
chr9 114778141 115037465 259325 B:+-:CH277-326K22: 0
chr17 18840290 19088986 248697 B:+-:CH277-326N21: 508294
chr1 16594124 16954945 360822 B:+-:CH277-328I18: 1557047
chr4 132995915 133415220 419306 B:+-:CH277-336D22: 1230261
chr4 2364245 2653614 289370 B:+-:CH277-338E16: 13220
chr17 37574098 37659170 85073 B:+-:CH277-342K18: 3546
chr15 80361049 83348451 2987403 B:+-:CH277-344O21: 9556130
chr10 58146952 58359959 213008 B:+-:CH277-363C3: 0
chr4 71577068 71893207 316140 B:+-:CH277-372M3: 18548
chr4 119668920 119983561 314642 B:+-:CH277-373I14: 2222571
chr19 32722649 33160203 437555 B:+-:CH277-385B7: 2370
chr11 51056192 51334632 278441 B:+-:CH277-387F10: 239297
chr5 28891651 29155215 263565 B:+-:CH277-38O4: 18718
chr1 143231359 144043222 811864 B:+-:CH277-400L22: 2052505
chr16 11732370 16033923 4301554 B:+-:CH277-455J4: 5458603
chr9 32262107 66452062 34189956 B:+-:CH277-463D9: 48651784
chr1 109637433 109941043 303611 B:+-:CH277-480H16: 12901
chr9 96686818 96941281 254464 B:+-:CH277-496F3: 413005
chr19 22320633 22512194 191562 B:+-:CH277-516F4: 120028
chr7 56486447 57130864 644418 B:+-:CH277-528D14: 1912524
chr4 69303597 69806891 503295 B:+-:CH277-539G22: 461304
chr4 31375752 31647677 271926 B:+-:CH277-545J13: 0
chr12 9314357 9643252 328896 B:+-:CH277-54L15: 467612
chr6 9084855 9423501 338647 B:+-:CH277-551E22: 226297
chrX 70644478 70861381 216904 B:+-:CH277-551G10: 319452
chr17 41643824 41984784 340961 B:+-:CH277-562B19: 1288831
chr1 221641600 221921800 280201 B:+-:CH277-56M10: 0
chr1 220241955 220566558 324604 B:+-:CH277-58K22: 2158296
chr8 39329140 39538686 209547 B:+-:CH277-86J2: 2922
chr1 113905623 142556478 28650856 B:+-:CH277-96H5: 4679597
chrX 134507809 134738542 230734 N:--:CH277-10P20: 437259
chr1 245098111 245104334 6224 N:--:CH277-153D23: 0
chr8 2276917 2367559 90643 N:--:CH277-158J20: 37336
chrX 134071139 134190786 119648 N:--:CH277-171M3: 110196
chr7 26797488 26915544 118057 N:--:CH277-181C21: 18525



chr11 108758306 108941495 183190 N:--:CH277-302H17: 0
chr11 50129979 50362014 232036 N:--:CH277-335H23: 342282
chr5 8208242 8285834 77593 N:--:CH277-358C14: 0
chrX 152010303 152043097 32795 N:--:CH277-367D8: 32795
chr12 46168543 46303563 135021 N:--:CH277-391P8: 0
chr12 17888375 17972613 84239 N:--:CH277-412A11: 0
chrX 119048450 119182510 134061 N:--:CH277-41E1: 111576
chr15 43030428 43193253 162826 N:--:CH277-441M19: 175411
chr1 108585125 108732203 147079 N:--:CH277-510M15: 284094
chr6 65911932 66116595 204664 N:--:CH277-550F8: 78851
chr10 132112852 132357998 245147 N:--:CH277-571G17: 0
chr20 45942357 46081314 138958 N:--:CH277-90N24: 127895
chr17 41006322 41075519 69198 N:--:CH277-93M17: 137178
chr19 42511794 42581862 70069 N:--:CH277-97C12: 7151
chr10 45412829 45569215 156387 N:++:CH277-107H2: 561866
chr9 87652842 87752572 99731 N:++:CH277-123C22: 110265
chr1 108412243 108577145 164903 N:++:CH277-142A12: 232219
chrX 134360454 134515795 155342 N:++:CH277-188N6: 74794
chrX 53859460 54016379 156920 N:++:CH277-193G3: 0
chr10 131980011 132166775 186765 N:++:CH277-1A10: 0
chr19 44658099 44818290 160192 N:++:CH277-29J6: 7497
chrX 102924659 103071274 146616 N:++:CH277-303O5: 84224
chr7 61085951 61299692 213742 N:++:CH277-349E12: 1633477
chr19 42445400 42564461 119062 N:++:CH277-366B15: 267295
chr15 42902237 42927082 24846 N:++:CH277-382M9: 50306
chr12 4687345 4863622 176278 N:++:CH277-397M14: 0
chr6 167490088 167626483 136396 N:++:CH277-417I4: 100479
chr1 21350511 21531790 181280 N:++:CH277-438N24: 438527
chr11 89162807 89296479 133673 N:++:CH277-476P4: 635055
chr12 17677477 17882965 205489 N:++:CH277-49D2: 0
chr6 104330347 104462804 132458 N:++:CH277-502B7: 0
chrX 151881606 151942387 60782 N:++:CH277-515C10: 15302
chr2 181305615 181465624 160010 N:++:CH277-516M16: 0
chr20 45823511 45907386 83876 N:++:CH277-64M1: 122736
chr16 16096967 16184011 87045 N:++:CH277-72E14: 0
chrX 118950271 118969857 19587 N:++:CH277-84L14: 31664
chr2 219084324 219143789 59466 S:+-:CH277-101H7: 0
chr9 112921705 112945451 23747 S:+-:CH277-106I23: 21099
chr5 45007912 45067551 59640 S:+-:CH277-109G15: 0
chr13 83037018 83048484 11467 S:+-:CH277-126M15: 0
chr4 48796660 48818799 22140 S:+-:CH277-134J11: 0
chr22 28997940 29032076 34137 S:+-:CH277-140N23: 0
chr8 3891781 3899621 7841 S:+-:CH277-142A21: 0
chr13 50296556 50347545 50990 S:+-:CH277-142G9: 0
chr12 56803871 56808826 4956 S:+-:CH277-143D11: 0
chr8 58276531 58295422 18892 S:+-:CH277-143D5: 15000
chr13 110180378 110204916 24539 S:+-:CH277-143P6: 0
chr13 31473997 31531598 57602 S:+-:CH277-144I20: 0
chrX 73102694 73117045 14352 S:+-:CH277-149C15: 999
chr13 74687995 74719232 31238 S:+-:CH277-149N14: 29752
chr13 110117865 110174411 56547 S:+-:CH277-152H6: 0
chr1 113380527 113394163 13637 S:+-:CH277-153B23: 0
chr17 8603030 8618749 15720 S:+-:CH277-155F10: 0
chr1 224484075 224502024 17950 S:+-:CH277-184N21: 0
chr15 77866902 77874032 7131 S:+-:CH277-184O11: 0



chr14 66392931 66425626 32696 S:+-:CH277-189J8: 0
chrX 10210254 10228473 18220 S:+-:CH277-195F21: 1053
chr16 62339852 62356230 16379 S:+-:CH277-196F1: 0
chr2 41548596 41574409 25814 S:+-:CH277-196F21: 0
chr7 145901792 145926827 25036 S:+-:CH277-198D14: 0
chr15 23637394 23651437 14044 S:+-:CH277-198H7: 0
chrX 129024954 129054266 29313 S:+-:CH277-198J13: 0
chr3 117001313 117019300 17988 S:+-:CH277-198L13: 0
chr6 160831027 160882451 51425 S:+-:CH277-199F5: 23800
chrX 22290683 22320496 29814 S:+-:CH277-1N11: 0
chr6 63901723 63942079 40357 S:+-:CH277-203N23: 0
chr14 97320698 97371073 50376 S:+-:CH277-205J13: 0
chr6 25898555 25912400 13846 S:+-:CH277-205J6: 0
chr10 19570097 19573195 3099 S:+-:CH277-208A10: 0
chr5 41894445 41918719 24275 S:+-:CH277-208L17: 0
chr13 56620147 56671157 51011 S:+-:CH277-208M1: 54451
chr7 55066039 55133878 67840 S:+-:CH277-212J20: 1347
chr4 70048518 70073759 25242 S:+-:CH277-216A3: 131115
chr10 72516277 72584467 68191 S:+-:CH277-219A11: 0
chr18 66823929 66882257 58329 S:+-:CH277-219B10: 0
chr11 12952403 13021329 68927 S:+-:CH277-224C16: 0
chr5 173317547 173340376 22830 S:+-:CH277-225J8: 0
chr2 205520671 205591125 70455 S:+-:CH277-228A20: 0
chr16 49509555 49522458 12904 S:+-:CH277-235E20: 0
chrX 67851903 67882960 31058 S:+-:CH277-236P15: 0
chr10 98141343 98211030 69688 S:+-:CH277-238B20: 0
chr20 53850755 53917364 66610 S:+-:CH277-241B13: 0
chr15 20450664 20490314 39651 S:+-:CH277-241L21: 0
chrX 41487847 41529981 42135 S:+-:CH277-241O9: 0
chr16 17481966 17525958 43993 S:+-:CH277-247D2: 0
chr8 6314408 6345134 30727 S:+-:CH277-250J9: 0
chr3 20389624 20424472 34849 S:+-:CH277-250K24: 0
chr19 46806162 46846054 39893 S:+-:CH277-263M4: 0
chr6 120266896 120278890 11995 S:+-:CH277-266E8: 0
chr6 68223764 68288878 65115 S:+-:CH277-270I17: 0
chr10 2296777 2312080 15304 S:+-:CH277-275F9: 0
chr8 34076416 34084774 8359 S:+-:CH277-291D4: 0
chr14 47352704 47362339 9636 S:+-:CH277-291K10: 0
chr11 68166328 68229331 63004 S:+-:CH277-293C11: 0
chr12 125472530 125527153 54624 S:+-:CH277-293H19: 1206
chr2 46412554 46432168 19615 S:+-:CH277-299J6: 0
chr7 88200181 88253601 53421 S:+-:CH277-2J3: 0
chr18 863652 871306 7655 S:+-:CH277-310E16: 0
chr8 36468127 36513671 45545 S:+-:CH277-316J4: 0
chr2 105708314 105732881 24568 S:+-:CH277-320J24: 0
chr9 113265133 113291240 26108 S:+-:CH277-323J14: 0
chr5 122551991 122620131 68141 S:+-:CH277-331G15: 0
chr14 72506789 72526741 19953 S:+-:CH277-333A15: 2586
chr14 37582102 37592386 10285 S:+-:CH277-334I7: 0
chr15 39888830 39915053 26224 S:+-:CH277-334N1: 0
chr10 19555581 19559060 3480 S:+-:CH277-355B5: 0
chr3 132282887 132328141 45255 S:+-:CH277-358A2: 0
chr7 110091225 110146255 55031 S:+-:CH277-362J10: 0
chr9 11372155 11388948 16794 S:+-:CH277-363J20: 0
chr14 56398114 56431950 33837 S:+-:CH277-369B20: 0



chr3 71628872 71655636 26765 S:+-:CH277-369I15: 0
chr21 35382348 35418035 35688 S:+-:CH277-370P13: 0
chr12 19306777 19344942 38166 S:+-:CH277-373E11: 0
chr10 117731860 117739099 7240 S:+-:CH277-375I17: 0
chr6 7497186 7535090 37905 S:+-:CH277-377J21: 0
chr15 77801323 77834679 33357 S:+-:CH277-379B18: 27936
chr13 48903918 48942465 38548 S:+-:CH277-380C22: 0
chr10 19550363 19552322 1960 S:+-:CH277-384E22: 0
chr14 51346715 51409884 63170 S:+-:CH277-38L7: 0
chr4 45047666 45068774 21109 S:+-:CH277-406K17: 0
chr20 20301546 20340857 39312 S:+-:CH277-406L7: 0
chr4 47348886 47368006 19121 S:+-:CH277-416I16: 0
chr6 75163153 75199354 36202 S:+-:CH277-417J7: 0
chr12 74146946 74186651 39706 S:+-:CH277-419D9: 0
chr11 58536425 58546880 10456 S:+-:CH277-41O11: 10456
chr15 33210764 33263482 52719 S:+-:CH277-421A1: 0
chr14 28449869 28504716 54848 S:+-:CH277-425C2: 0
chrX 109999120 110027945 28826 S:+-:CH277-426L22: 0
chr10 19541066 19547389 6324 S:+-:CH277-429B8: 0
chr11 38281099 38295268 14170 S:+-:CH277-436C4: 0
chr11 14007985 14056976 48992 S:+-:CH277-436D1: 0
chr12 97064447 97091692 27246 S:+-:CH277-437N4: 0
chr1 7245544 7247084 1541 S:+-:CH277-441F23: 0
chr20 8000901 8028476 27576 S:+-:CH277-444K13: 0
chr2 241611376 241677661 66286 S:+-:CH277-44M9: 17120
chr1 152457137 152511521 54385 S:+-:CH277-463F8: 24684
chr9 102115708 102183928 68221 S:+-:CH277-463J11: 0
chr16 71064618 71084771 20154 S:+-:CH277-476C14: 0
chr10 37441928 37466392 24465 S:+-:CH277-489G16: 98807
chr1 186861683 186890896 29214 S:+-:CH277-4E11: 0
chr2 229042599 229068115 25517 S:+-:CH277-511L20: 0
chr2 185906598 185935228 28631 S:+-:CH277-512K10: 0
chr11 58172127 58236863 64737 S:+-:CH277-517G17: 0
chr16 53517084 53582058 64975 S:+-:CH277-517K21: 0
chr1 37401972 37448978 47007 S:+-:CH277-518B21: 0
chr10 19563283 19569192 5910 S:+-:CH277-520F13: 0
chr10 19559344 19560634 1291 S:+-:CH277-520K16: 0
chrX 56436689 56444237 7549 S:+-:CH277-522J10: 0
chr10 19554310 19555491 1182 S:+-:CH277-524E14: 0
chr2 208001217 208066182 64966 S:+-:CH277-52H22: 1072
chr4 73174706 73198836 24131 S:+-:CH277-53P12: 0
chr12 19909058 19974167 65110 S:+-:CH277-540F8: 0
chr1 105252275 105280859 28585 S:+-:CH277-540H4: 0
chr10 19561007 19563288 2282 S:+-:CH277-556B13: 0
chr11 49489120 49508381 19262 S:+-:CH277-557D12: 31143
chr3 75746969 75786519 39551 S:+-:CH277-59F24: 220552
chr22 33456880 33465160 8281 S:+-:CH277-62M13: 0
chr11 57642535 57666555 24021 S:+-:CH277-64E15: 0
chr7 123786742 123803343 16602 S:+-:CH277-65H22: 0
chr19 37323709 37335537 11829 S:+-:CH277-6N2: 0
chr2 162910241 162961830 51590 S:+-:CH277-70A24: 0
chr1 2612541 2615589 3049 S:+-:CH277-71C6: 3049
chr15 82135346 82196319 60974 S:+-:CH277-72D11: 0
chr10 19547400 19549960 2561 S:+-:CH277-75J22: 0
chr13 111923003 111948103 25101 S:+-:CH277-78I10: 0



chr2 28175126 28190012 14887 S:+-:CH277-94L18: 0
chr14 70045940 70068100 22161 S:+-:CH277-98B14: 0
chr8 56824333 56862225 37893 S:+-:CH277-9M5: 0
chr4 191149332 191217938 68607 Trans:-:CH277-123H21:chr9 180955
chr15 19534169 19545206 11038 Trans:-:CH277-126D17:chr2 22076
chr16 65603016 65623710 20695 Trans:-:CH277-132P14:chr4 0
chr8 3890221 3947426 57206 Trans:-:CH277-134D20:chr1 0
chr9 68520790 68528952 8163 Trans:-:CH277-135D4:chr17 0
chr1_random 569953 573965 4013 Trans:-:CH277-150C22:chr1 16052
chrX 19297811 19333978 36168 Trans:-:CH277-161D5:chr8 0
chr6 36719330 36719330 1 Trans:-:CH277-173B8:chr17 0
chr3 81158507 81158507 1 Trans:-:CH277-186N16:chr9 0
chr2 114115521 114116465 945 Trans:-:CH277-206B20:chr9 1890
chr8 16424175 16528728 104554 Trans:-:CH277-208L11:chr2 0
chr7 6768210 6783434 15225 Trans:-:CH277-213L16:chr4 197339
chr13 18198285 18362065 163781 Trans:-:CH277-216N8:chr14 1018715
chr4 8768511 8848739 80229 Trans:-:CH277-223A4:chr4_random 1739
chr4 190922176 190968592 46417 Trans:-:CH277-22O21:chr16 46417
chr2 114152923 114209738 56816 Trans:-:CH277-247D16:chr9 0
chr15 39883444 39949615 66172 Trans:-:CH277-249K22:chr1 0
chr1 212281355 212281458 104 Trans:-:CH277-249K22:chr15 0
chr16 88627511 88643472 15962 Trans:-:CH277-252I24:chr13 0
chr21 10057957 10086972 29016 Trans:-:CH277-269G3:chr13_random 58032
chr3 199366524 199403115 36592 Trans:-:CH277-287J15:chr10 355334
chr10 19513493 19573363 59871 Trans:-:CH277-28D19:chr2 0
chr7 75842874 75955672 112799 Trans:-:CH277-302I22:chr5 258685
chr14 44675530 44806470 130941 Trans:-:CH277-318G16:chr10 0
chrX 19325663 19325685 23 Trans:-:CH277-322F1:chr2 0
chr2 94767154 94793672 26519 Trans:-:CH277-338O17:chr15 132595
chr17 26551916 26559836 7921 Trans:-:CH277-341E11:chr9 2804
chr5 49900530 49900939 410 Trans:-:CH277-342B7:chr1 0
chr2 242705782 242722804 17023 Trans:-:CH277-344A20:chr16 1804
chr18 14817611 14835346 17736 Trans:-:CH277-358A21:chr13 64003
chr3 612350 617846 5497 Trans:-:CH277-359E12:chr15 5497
chr15 18436292 18442447 6156 Trans:-:CH277-359E12:chr3 16577
chr15 19125485 19138478 12994 Trans:-:CH277-364J22:chr18 25988
chr4_random 840494 916696 76203 Trans:-:CH277-372C9:chr16 151200
chr2 114174039 114205507 31469 Trans:-:CH277-379N10:chr17 0
chr4 3491088 3559198 68111 Trans:-:CH277-406D8:chr2 0
chr5 77447232 77447232 1 Trans:-:CH277-407J5:chr7 0
chr2 95485279 95485284 6 Trans:-:CH277-413I14:chr9 0
chr20 10632 17706 7075 Trans:-:CH277-418D4:chr8 0
chr1 5156418 5232546 76129 Trans:-:CH277-428D12:chr8 0
chr2 104256960 104362102 105143 Trans:-:CH277-440B8:chr4 0
chr13 18410969 18442267 31299 Trans:-:CH277-447K1:chr9 9065
chr7 43821019 43865600 44582 Trans:-:CH277-461O8:chr13 230860
chr13 69303920 69310707 6788 Trans:-:CH277-461O8:chr7 0
chr1 83263772 83297765 33994 Trans:-:CH277-471G15:chr7 0
chr22 47902191 47903219 1029 Trans:-:CH277-471O15:chrX 0
chr9 121979036 122002403 23368 Trans:-:CH277-47O16:chr3 0
chr5 77445870 77513795 67926 Trans:-:CH277-488L13:chr7 0
chr20 9944 13692 3749 Trans:-:CH277-498H11:chr9 0
chr18 14627691 14760025 132335 Trans:-:CH277-500C2:chr13 396122
chr16 15981309 16096871 115563 Trans:-:CH277-504M5:chr11 0
chr4 3610709 3610725 17 Trans:-:CH277-507E17:chr16 17



chr8 3946137 3954370 8234 Trans:-:CH277-514P2:chr17_random 0
chr22 49311555 49396590 85036 Trans:-:CH277-522D10:chr10 0
chr21 9947549 9971798 24250 Trans:-:CH277-524B16:chr2 112216
chr9 656096 659373 3278 Trans:-:CH277-533L7:chr2 0
chr7 156190058 156261263 71206 Trans:-:CH277-53C7:chr1 0
chr3 196558797 196604700 45904 Trans:-:CH277-53J4:chr3_random 0
chr3 199365932 199366189 258 Trans:-:CH277-554F18:chr9 1032
chr2 242743762 242753330 9569 Trans:-:CH277-555D5:chr2_random 13808
chr21 13868508 13927985 59478 Trans:-:CH277-564A21:chr15 411410
chr2_random 15909 16174 266 Trans:-:CH277-564M13:chr2 0
chr1 120833842 120925967 92126 Trans:-:CH277-58D20:chr5 105528
chr15 39885191 39907658 22468 Trans:-:CH277-58N7:chr1 0
chr1 224482208 224484092 1885 Trans:-:CH277-72N23:chr15 1793
chr2 114150376 114204807 54432 Trans:-:CH277-76C2:chr10 0
chr3 199290029 199403105 113077 Trans:-:CH277-77M9:chr8 636980
chr16 73823 102705 28883 Trans:-:CH277-78A14:chr2 0
chr15 39775279 39862758 87480 Trans:-:CH277-7I11:chr1 0
chr1 5164184 5233668 69485 Trans:-:CH277-92F4:chr3_random 0
chr18 76056036 76076877 20842 Trans:-:CH277-94D3:chr8 0
chr14 106194410 106257852 63443 Trans:-:CH277-98N23:chr8 18835
chr1 805703 823794 18092 Trans:+:CH277-109G9:chr14 36184
chr9 121905280 122013791 108512 Trans:+:CH277-123H21:chr4 0
chr17 22179 22190 12 Trans:+:CH277-135K2:chr8 12
chr17 116009 130512 14504 Trans:+:CH277-136M19:chr2 0
chr9 67167967 67171450 3484 Trans:+:CH277-138P19:chr20 10452
chr1 233004473 233022147 17675 Trans:+:CH277-139L24:chr15 0
chr2 242744897 242756816 11920 Trans:+:CH277-143K4:chr8 15024
chr8 3890735 3936986 46252 Trans:+:CH277-144A10:chr3 0
chr17 16517994 16524015 6022 Trans:+:CH277-159N16:chr5 3841
chr9 64150546 64178354 27809 Trans:+:CH277-15F10:chr15 80452
chr15 18838141 18872871 34731 Trans:+:CH277-15F10:chr9 70890
chr8 16500004 16519755 19752 Trans:+:CH277-161D5:chrX 0
chr9 66564664 66668629 103966 Trans:+:CH277-170K24:chr7 417850
chr14 65710425 65994920 284496 Trans:+:CH277-172K8:chr13 0
chr17 66309837 66309841 5 Trans:+:CH277-173B8:chr6 0
chr9 8123371 8125142 1772 Trans:+:CH277-186N16:chr3 0
chr4 119773432 119862320 88889 Trans:+:CH277-188P4:chr1 168823
chr1 245294660 245330797 36138 Trans:+:CH277-204E16:chr8 0
chr2 114116613 114204803 88191 Trans:+:CH277-208N7:chr8 54918
chr9 122003060 122010171 7112 Trans:+:CH277-210B13:chr8 0
chr4_random 840501 910951 70451 Trans:+:CH277-215I4:chr17 139697
chr18 14588212 14625121 36910 Trans:+:CH277-21P20:chr15 112627
chrX_random 434211 435613 1403 Trans:+:CH277-220D14:chrX 2029
chr19 63710927 63771761 60835 Trans:+:CH277-223A5:chr9 6273
chr1 212001432 212107073 105642 Trans:+:CH277-223D9:chr4 3696
chr14 106260707 106262783 2077 Trans:+:CH277-223L7:chr1 0
chr16 65598213 65621840 23628 Trans:+:CH277-22O21:chr4 0
chr3 199366587 199375931 9345 Trans:+:CH277-251I24:chr8 39240
chr13 110560571 110616056 55486 Trans:+:CH277-252I24:chr16 0
chr1 109602722 109670652 67931 Trans:+:CH277-256O13:chr13 0
chr13_random 46052 130162 84111 Trans:+:CH277-269G3:chr21 510086
chr8 3890290 3895611 5322 Trans:+:CH277-275I14:chr1 0
chr10 19546696 19549368 2673 Trans:+:CH277-287J15:chr3 0
chr8 146236793 146248629 11837 Trans:+:CH277-287L6:chr2 0
chr2 114188750 114188830 81 Trans:+:CH277-287L6:chr8 0



chr3_random 546882 562546 15665 Trans:+:CH277-316D19:chr3 0
chr10 19455935 19525635 69701 Trans:+:CH277-318G16:chr14 0
chr2 114152305 114173302 20998 Trans:+:CH277-322F1:chrX 0
chr8 3891783 3947426 55644 Trans:+:CH277-326L24:chr17 0
chr8 16528728 16528728 1 Trans:+:CH277-331I3:chr2 0
chrX 19324963 19325041 79 Trans:+:CH277-334A13:chr1 0
chr1 245346081 245368299 22219 Trans:+:CH277-334A13:chrX 0
chr22 47938700 47973229 34530 Trans:+:CH277-336C21:chr3 0
chr1 109625504 109650581 25078 Trans:+:CH277-338D21:chr1_random 0
chr6 167628332 167711650 83319 Trans:+:CH277-340H22:chr6_random 13576
chr16 65603046 65625244 22199 Trans:+:CH277-340L6:chr4 0
chr15 19138378 19170367 31990 Trans:+:CH277-349D16:chr2 96184
chr9 121882624 122013795 131172 Trans:+:CH277-349O21:chr2 0
chr7 145805 147355 1551 Trans:+:CH277-356A3:chr3 0
chr8 16407336 16437483 30148 Trans:+:CH277-359O4:chr1 0
chr19 14789891 14856491 66601 Trans:+:CH277-362F1:chr11 0
chr11 120875807 120955893 80087 Trans:+:CH277-362F1:chr19 0
chr16 65576477 65625046 48570 Trans:+:CH277-372C9:chr4_random 0
chr15 39883444 39949379 65936 Trans:+:CH277-38D4:chr1 0
chr6 1995667 2008568 12902 Trans:+:CH277-391A13:chr16 0
chr8 16442140 16477645 35506 Trans:+:CH277-391K22:chr3 0
chr7 151699415 151749294 49880 Trans:+:CH277-399B7:chr9 0
chr1 5050072 5099821 49750 Trans:+:CH277-401P22:chr8 0
chr9 40542242 40542573 332 Trans:+:CH277-413I14:chr2 1328
chr17 16007343 16007343 1 Trans:+:CH277-419F4:chr4_random 6
chr7 74835273 74949517 114245 Trans:+:CH277-41A1:chr5 0
chr13 53440035 53458487 18453 Trans:+:CH277-41H22:chr1 0
chr17 54052426 54052448 23 Trans:+:CH277-436M9:chr16 0
chr16 65623519 65624301 783 Trans:+:CH277-436M9:chr17 0
chr16 32087298 32144285 56988 Trans:+:CH277-437O2:chr6 450587
chr9 45474097 45474306 210 Trans:+:CH277-446L16:chr13 840
chr4 4298300 4335031 36732 Trans:+:CH277-452I11:chr7 193222
chr5 79817957 80044726 226770 Trans:+:CH277-458M13:chr17 13258
chr7 76112452 76148054 35603 Trans:+:CH277-471G15:chr1 71206
chr2 114151267 114209732 58466 Trans:+:CH277-483B5:chr13 0
chr13 114013165 114103238 90074 Trans:+:CH277-483B5:chr2 12230
chr18 14757852 14769150 11299 Trans:+:CH277-487P1:chr13 32066
chr13 18536716 18949066 412351 Trans:+:CH277-491G20:chr18 629769
chr8 3890221 3896847 6627 Trans:+:CH277-498F11:chr3 0
chrX 135969582 135978270 8689 Trans:+:CH277-502D3:chr22 0
chr11 120888641 120962765 74125 Trans:+:CH277-504L3:chr16 0
chr5 77447232 77485562 38331 Trans:+:CH277-50J17:chr7 0
chr10 19549348 19562606 13259 Trans:+:CH277-522D10:chr22 0
chr1 238877078 238944497 67420 Trans:+:CH277-53C7:chr7 0
chr5 79808182 79865966 57785 Trans:+:CH277-53F7:chr17 0
chr17 15560309 15560647 339 Trans:+:CH277-53F7:chr5 678
chr13 18410967 18442269 31303 Trans:+:CH277-55F13:chr14 9067
chr16 88471202 88471202 1 Trans:+:CH277-55H2:chr10 0
chr10 62231 69912 7682 Trans:+:CH277-55H2:chr16 53717
chr8 16442745 16474223 31479 Trans:+:CH277-576C17:chr20 0
chr21 10023038 10023038 1 Trans:+:CH277-58C8:chr13_random 2
chr1 224481416 224536883 55468 Trans:+:CH277-58N7:chr15 2585
chr4_random 724043 745912 21870 Trans:+:CH277-63A21:chr4 0
chr4 2361200 2362323 1124 Trans:+:CH277-63A21:chr4_random 0
chr2 104350968 104362839 11872 Trans:+:CH277-63K22:chr7 0



chrX 3628654 3659130 30477 Trans:+:CH277-66B4:chrX_random 7069
chr3 619232 635370 16139 Trans:+:CH277-68M19:chr22 16139
chr13 64214768 64238433 23666 Trans:+:CH277-69A18:chr18 0
chr2 91354025 91384468 30444 Trans:+:CH277-69H14:chr21 101454
chr8 3897582 3954381 56800 Trans:+:CH277-70O1:chr9 0
chr3 199221418 199238735 17318 Trans:+:CH277-72E13:chr7 6326
chr21 10086970 10106540 19571 Trans:+:CH277-78A6:chr2 39145
chr7 151537242 151537255 14 Trans:+:CH277-86M17:chr2 14
chr3_random 587371 588440 1070 Trans:+:CH277-8B5:chr1 3210
chr4_random 26366 82668 56303 Trans:+:CH277-90C15:chr4 0
chr17_random 198700 198706 7 Trans:+:CH277-91C24:chr8 0
chr15 39888831 39888939 109 Trans:+:CH277-93D10:chr1 0
chr1 227034074 227117536 83463 Trans:+:CH277-93D10:chr15 0
chr8 211267 223465 12199 Trans:+:CH277-94D3:chr18 0
chr3 198701788 198729561 27774 Trans:+:CH277-94P21:chr8 0
chr8 223321 268164 44844 Trans:+:CH277-98N23:chr14 74838
chr9 121888070 122013795 125726 Trans:+:CH277-99M17:chr19 0

Notes. B, Big; S, Small, N, Normal and Trans, Translocation, + aligned in direct orientation, - aligned in inverted 
orientation. In some cases both the breakpoints of the translocation are detected; in this case the rearrangment is 
count as one. 



Hypothetical Rearrangement Clone Accession Size (bp) Position Human Chimpanzee Gorilla Orangutan # Blocks Average block size (bp) Human FISH results Gorilla FISH results
inv 9 CH277-123C22 AC239379.3 195582 chr9:87502031-87799268 6.9% 6.9% 100.0% 6.9% 2 84457 9p (duplicated on nuclei) IXq (multiple signals) 
inv 16 CH277-145B18 AC239356.2 221240 chr16:14967613-28515587 45.0% 59.0% 34.1% 31.9% 2 22815 16p (multiple signals) XVIp; XVIq (multiple signals)
inv 16 CH277-15K23 AC239357.3 203072 chr16:15039052-28817685 25.0% 22.5% 23.2% 34.2% 1 39286 16p (multiple signals) XVIq
inv 16 CH277-174I23 AC239280.2 193277 chr16:15040096-28424288 64.6% 68.4% 50.0% 34.9% 3 31137 16p (multiple signals) XVIp; XVIq (multiple signals)
inv 1 CH277-1A9 AC239360.3 156456 chr1:239319871-244835491 61.8% 0.0% 56.6% 20.4% 3 30653 1q43 (double signals) Iq; XVIq (multiple signals)
inv 16 CH277-206A9 AC239282.3 189677 chr16:14593994-30008631 48.0% 43.3% 46.0% 46.4% 3 27054 16p (multiple signals) XVIp; XVIq (multiple signals)
inv 7 CH277-217K13 AC239362.3 187895 chr7:66254006-70459677 0.0% 0.0% 17.7% 0.0% 2 18991 7q11.22; 7q11.23 VIIq11
inv 16 CH277-235C21 AC239380.3 155855 chr16:11992041-15901997 22.6% 8.2% 100.0% 0.0% 2 67662 16p13.13; 16p13.12 XVIq (multiple signals)
inv 5 CH277-262D18 AC239639.1 52487 chr5:28946465-37597421 27.8% 35.4% 39.2% 0.0% 1 11029 5p14; 5p13; 5q35 Vq
inv 1 CH277-263C13 AC239363.3 166549 chr1:212142800-224499900 22.5% 73.8% 91.1% 8.8% 4 33646 1p36; 1p35; 1q41; 1q42; 15q15; 7p12 Subcap 34/80
inv 1 CH277-2K12 AC239796.3 173501 chr1:212142566-224510200 27.2% 69.7% 88.3% 13.5% 5 30514 1p36; 1q41; 1q42; 15q15; 7p12 Subcap 34/80
inv 7 CH277-31E9 AC239381.3 144895 chr7:39235007-43888544 37.9% 45.2% 83.2% 15.8% 2 54740 7p13; 7q11; 7q22 VIIp, VIIq
inv 5 CH277-50D8 AC239444.4 161215 chr5:34561047-37218584 10.8% 16.2% 41.1% 7.8% 4 17139 5p13 (double signals); 5q13 Vq (multiple signals)
inv 16 CH277-72E14 AC239382.3 152136 chr16:16083079-16308031 75.4% 42.2% 94.9% 61.1% 7 14719 16p multiple signals XVIp; XVIq (multiple signals)
t(11;16) CH277-191K12 AC239359.3 173161 chr11:120918525-120919232 25.0% 20.9% 83.3% 49.3% 4 34987 chr11q23; chr16p (multiple signals) XIq; XVIp; VIq (multiple signals); XIXp

chr16:15981310-15981916
t(13;14) CH277-172K8 AC239358.3 145728 chr13:18442270-18443159 0.0% 0.0% 29.9% 29.6% 2 18598 chr13q11, chr14q24 XIIIq; XIVq

chr14:65970364-65971042
t(2;9) CH277-203D14 AC239361.3 143247 chr2:114188749-114189403 41.9% 41.8% 100.0% 26.3% 5 21028 1pter; 9qter; 9q34; 11pter; 11p11; 16pter; 16qter Subcap 58/80

chr9:121900883-121901676
t(1;8) CH277-204E16 AC239281.3 193906 chr1:245294661-245295076 19.6% 23.7% 31.5% 23.2% 2 23408 1qter; 8p22 Telomeric signals (Cap 80/80)

chr8:16437484-16437991
t(10;3) CH277-287J15 AC239393.3 166382 chr10:19546697-19547391 27.9% 65.3% 100.0% 16.6% 4 24296 2q14; 7p11; 7q11; 10pter Telomeric signals 

chr3:199366525-199367327
t(2;10) CH277-28D19 AC239640.2 56289 chr2:114187119-114187748 0.0% 42.5% 87.4% 0.0% 2 20674 chr2q; chr10p Telomeric signals (Cap 80/80)

chr10:19573345-19573822

Duplication Content Duplication Architecture
Table S3. Sequenced Gorilla BACs Carrying Transposed Segmental Duplications



Table S4. Validated Genomic Deletions in the Gorilla Genome

Chr Start End Length Detection Dup Human Fosmid Probe Fosmid Coordinates #N complete genes #NGenes Completed (exons) Description NGenes Completed #N partial genes #NGenes PARTIAL (exons incl) (exons total) (%) Description NGenes Partial bps overlap in coding regions Gorilla SDs (%) Human SDs (%)
chr1 236421606 236500908 79302 CGH_Array No_Dup Yes Yes Deleted Single WIBR2-2967K23_G248P800700F12 chr1:236,448,171-236,484,996 #N/A #N/A #N/A #N/A #N/A #N/A #N/A 0.0 0.0
chr14 44843923 45349846 505923 CGH_Array H Yes Yes Deleted Single WIBR2-0888M16_G248P8722G8 chr14:45,297,146-45,340,259 #N/A #N/A #N/A #N/A #N/A #N/A #N/A 0.0 1.4

chr6 31491922 31585622 93700 CGH_Array/BEM H/G Yes Yes Deleted Single ABC8_41131000_K18 chr6:31,493,062-31,529,164 1 |NM_006674 (2) NM_006674-NP_006665-HCP5-HLA complex P5| 1 |NM_005931 (6)(6)(100.00) |1225|2432 1.7 11.4
chr19 46721441 46773305 51864 CGH_Array/BEM No_Dup Yes Yes Deleted (het)Single WIBR2-3315M17_G248P800144G9 chr19:46,736,099-46,777,742 #N/A #N/A #N/A #N/A #N/A #N/A #N/A 0.0 0.0
chr8 39363578 39476978 113400 CGH_Array/BEM No_Dup Yes Yes Deleted Single WIBR2-3497H22_G248P801775D11 chr8:39,404,250-39,448,316 #N/A #N/A #N/A #N/A #N/A #N/A #N/A 0.0 0.0
chr10 58288004 58355005 67001 CGH_Array/BEM No_Dup Yes Yes Deleted Single WIBR2-3276D04_G248P802255B2 chr10:58,316,416-58,354,459 #N/A #N/A #N/A #N/A #N/A #N/A #N/A 0.0 0.0
chr1 221645959 221863662 217703 CGH_Array/BEM No_Dup Yes Yes Deleted Single WIBR2-1436D13_G248P84097B7 chr1:221,746,502-221,786,730 #N/A #N/A #N/A #N/A #N/A #N/A #N/A 0.0 0.0
chr5 99447783 99664490 216707 CGH_Array H Yes Yes Deleted Single WIBR2-1470N02_G248P84095G1 chr5:99,563,857-99,600,608 #N/A #N/A #N/A #N/A #N/A #N/A #N/A 0.0 11.2
chr21 24659874 24711669 51795 CGH_Array No_Dup Yes Yes Deleted Single ABC8_42079000_O13 chr21:24,678,101-24,709,457 #N/A #N/A #N/A #N/A #N/A #N/A #N/A 0.0 0.0
chr22 15770894 15817197 46303 CGH_Array/BEM G Yes Yes Deleted Single WIBR2-1725M01_G248P87944G1 chr22:15,778,188-15,821,464 #N/A #N/A #N/A #N/A #N/A #N/A #N/A 2.6 0.3
chr3 193004953 193053531 48578 CGH_Array No_Dup Yes Yes Deleted Single WIBR2-2647J03_G248P82909E2 chr3:192,998,125-193,039,610 #N/A #N/A #N/A #N/A #N/A #N/A #N/A 0.0 0.0
chr1 221558891 221617159 58268 CGH_Array No_Dup Yes Yes Deleted (het)Single ABC7_42488500_C15 chr1:221,559,049-221,596,689 #N/A #N/A #N/A #N/A #N/A #N/A #N/A 0.0 0.0
chr19 32722649 33160203 437554 BEM No_Dup No Yes Deleted Single WIBR2-2753B10_G248P8287A5 chr19:32,994,837-33,037,724 #N/A #N/A #N/A #N/A #N/A #N/A #N/A 0.0 0.0
chr2 89320984 89362784 41800 CGH_Array H Yes No Single Single WIBR2-1227J02_G248P83283E1 chr2:89,321,204-89,356,270 #N/A #N/A #N/A #N/A #N/A #N/A #N/A 0.0 100.0

chr4 166186520 166244931 58411 CGH_Array H Yes Yes Deleted Single WIBR2-3166O16_G248P8046H8 chr4:166,203,510-166,242,658 1 |NM_153027 (1) 1 |NM_001012414 (2)(5)(40.00) |444|2174 0.0 18.0

chr11 60043638 60093200 49562 CGH_Array No_Dup Yes No Single Single WIBR2-1460H14_G248P84311D7 chr11:60,043,866-60,083,953 0 #N/A #N/A 1 |NM_001100909 (3)(6)(50.00) |353 0.0 0.0
chr16 31481082 31569078 87996 CGH_Array H Yes Yes Deleted Single WIBR2-2444P05_G248P80657H3 chr16:31,525,576-31,566,502 #N/A #N/A #N/A #N/A #N/A #N/A #N/A 0.0 8.3

chr16 12529072 12628250 99178 CGH_Array H Yes No Single Single WIBR2-1699C14_G248P87910B7 chr16:12,552,362-12,591,987 0 #N/A #N/A 1 |NM_001080530 (1)(14)(7.14) |5784 0.0 10.8
chr18 14888543 14971093 82550 CGH_Array H/G Yes No Single Single WIBR2-3704I20_G248P801318E10 chr18:14,910,721-14,948,175 #N/A #N/A #N/A #N/A #N/A #N/A #N/A 3.7 56.9
chr12 9329258 9425973 96715 CGH_Array/BEM H Yes Yes Deleted Single WIBR2-0895G11_G248P8388D6 chr12:9,384,028-9,426,123 #N/A #N/A #N/A #N/A #N/A #N/A #N/A 0.0 41.7
chr7 62429716 62570617 140901 CGH_Array H Yes No Single Single WIBR2-3665G07_G248P801088D4 chr7:62,486,021-62,526,247 #N/A #N/A #N/A #N/A #N/A #N/A #N/A 0.1 92.7

chr19 22320633 22512194 191561 BEM H No Yes Deleted Single WIBR2-2767H11_G248P82837D6 chr19:22,435,758-22,474,493 2 |NM_001098626 (4)|NM_001111266 (1) 0 #N/A #N/A |2260|415 0.0 22.0
chr4 31375752 31647677 271925 BEM No_Dup No No Single Single WIBR2-2022F18_G248P86467C9 chr4:31,442,569-31,486,489 #N/A #N/A #N/A #N/A #N/A #N/A #N/A 0.0 0.0
chr2 95749595 95874811 125216 CGH_Array H/G Yes No Single Single WIBR2-0544A12_G248P8090A6 chr2:95,796,647-95,841,150 #N/A #N/A #N/A #N/A #N/A #N/A #N/A 1.4 98.6
chr6 9084855 9423501 338646 BEM H No No Single Single WIBR2-0560E02_G248P80314C1 chr6:9,344,145-9,385,603 #N/A #N/A #N/A #N/A #N/A #N/A #N/A 0.0 4.8

chr19 2587224 2840995 253771 BEM H No Yes Deleted Single WIBR2-3793D19_G248P802005B10 chr19:2,689,442-2,731,520 7 1 |NM_052847 (2)(5)(40.00) |1632|2059|3698|2541|2315|1423|3377|160 0.0 3.8

chr9 133901614 134285305 383691 BEM H No No Single Single WIBR2-2392G04_G248P82722D2 chr9:134,000,002-134,045,032 2 |NM_017588 (14)|NM_007371 (12) 0 #N/A #N/A |3154|3069 0.0 2.7

chr14 21441827 22165524 723697 BEM H No No Single Single WIBR2-3405I11_G248P800240E6 chr14:21,602,533-21,644,091 2 |NM_022060 (7)|NM_001344 (3) 0 #N/A #N/A |2501|697 0.0 0.1

chr19 19024192 19105796 81604 BEM No_Dup No No Single Single WIBR2-3742H24_G248P802135D12 chr19:19,038,608-19,080,364 1 |NM_178526 (8) 2 |NM_017814 (10)(12)(83.33)|NM_033415 (4)(8)(50.00) |1641|3120|1194 0.0 0.0

chr7 143382110 143433720 51610 CGH_Array/BEM H Yes No Single Single WIBR2-0676J07_G248P80233E4 chr7:143,386,520-143,424,488 1 |NM_001005328 (1) 0 #N/A #N/A |932 0.0 100.0
chr5 175263034 175311434 48400 CGH_Array H Yes No Single Single WIBR2-2997D08_G248P800871B4 chr5:175,266,288-175,308,488 #N/A #N/A #N/A #N/A #N/A #N/A #N/A 0.0 100.0

chr9 114778141 115037465 259324 BEM H No No Single Single WIBR2-1822P23_G248P86641H12 chr9:114,857,505-114,898,476 1 |NM_002160 (28) NM_002160-NP_002151-TNC-tenascin C precursor| 1 |NM_017418 (1)(8)(12.50) |51|7599 0.0 4.8

chr4 2364245 2653614 289369 BEM H No No Single Single WIBR2-1956I21_G248P85764E11 chr4:2,375,596-2,417,573 1 |NM_002938 (8) NM_002938-NP_002929-RNF4-ring finger protein 4| 1 |NM_020972 (1)(13)(7.69) |2946|358 0.0 1.8

chr1 151383185 151643906 260721 BEM H No No Single Single WIBR2-0894C12_G248P8386B6 chr1:151,503,441-151,541,150 0 #N/A #N/A 2 |NM_170782 (7)(8)(87.50)|NM_015841 (4)(15)(26.67) |1798|2134 0.0 6.4

chr8 7713429 7804579 91150 CGH_Array H/G Yes No Single Single WIBR2-2832D03_G248P88513B2 chr8:7,715,368-7,755,664 6 0 #N/A #N/A |335|437|756|280|303|236 13.3 88.4
chrX 70686706 70806544 119838 CGH_Array/BEM H/G Yes No Single Single WIBR2-1097K22_G248P84994F11 chrX:70,717,225-70,755,217 #N/A #N/A #N/A #N/A #N/A #N/A #N/A 17.8 100.0

chr4 71577068 71893207 316139 BEM No_Dup No No Single Single WIBR2-2852P24_G248P88491H12 chr4:71,614,189-71,655,754 2 |NM_031889 (9)|NM_016519 (13) 2 |NM_144646 (3)(4)(75.00)|NM_212557 (2)(9)(22.22) |778|5674|1974|550 0.0 0.0
chr15 73158720 73280935 122215 BEM H No Yes Deleted Single WIBR2-0489I15_G248P8848E8 chr15:73,216,204-73,257,397 #N/A #N/A #N/A #N/A #N/A #N/A #N/A 0.0 7.7

chr7 142889414 143001429 112015 CGH_Array H Yes No Single Single ABC7_477422_K6 chr7:142,920,925-142,953,066 1 |NM_178561 (1) 1 |NM_014719 (7)(9)(77.78) |3323|2662 0.0 98.2
chr17 31460064 31505273 45209 CGH_Array H/G Yes No Single Single WIBR2-2247B19_G248P88105A10 chr17:31,460,756-31,502,663 #N/A #N/A #N/A #N/A #N/A #N/A #N/A 28.1 26.1

chr4 9758418 9885918 127500 CGH_Array H Yes No Single Single WIBR2-0741D18_G248P81139B9 chr4:9,773,636-9,811,645 0 #N/A #N/A 1 |NM_005112 (8)(12)(66.67) |1147 0.0 3.9

chr5 69409036 69514518 105482 CGH_Array H Yes No Single Single WIBR2-2821M05_G248P88604G3 chr5:69,418,340-69,457,353 0 #N/A #N/A 1 |NM_022875 (1)(8)(12.50) |136 0.0 100.0

chr9 96686818 96941281 254463 BEM H/G No Yes Deleted (het)Single WIBR2-2349J17_G248P82765E9 chr9:96,848,380-96,884,646 2 |NM_001333 (8)|NM_001045477 (7) 1 |NM_001001662 (4)(6)(66.67) |1496|4888|331 29.5 63.8
chr1 47034921 47091121 56200 CGH_Array H Yes No Single Single WIBR2-2462E20_G248P80690C10 chr1:47,039,725-47,078,417 #N/A #N/A #N/A #N/A #N/A #N/A #N/A 0.0 77.4
chr7 56530479 56587829 57350 CGH_Array/BEM H Yes NR NR NR WIBR2-3366F20_G248P800091C10 chr7:56,544,049-56,584,418 #N/A #N/A #N/A #N/A #N/A #N/A #N/A 0.0 13.2

chr9 116824 203582 86758 CGH_Array H/G Yes Yes Single DuplicatedWIBR2-2949F08_G248P88307C4 chr9:155,146-198,796 0 #N/A #N/A 2 |NM_152569 (1)(1)(100.00)|NM_018491 (11)(15)(73.33) |121|922 5.8 94.0
chr7 56812234 56935285 123051 CGH_Array/BEM H/G Yes Yes Single DuplicatedWIBR2-2444I21_G248P80656E11 chr7:56,868,195-56,910,563 #N/A #N/A #N/A #N/A #N/A #N/A #N/A 5.9 100.0
chr3 75857190 76001402 144212 CGH_Array H Yes Yes Single DuplicatedWIBR2-1749L21_G248P87957F11 chr3:75,905,832-75,947,734 #N/A #N/A #N/A #N/A #N/A #N/A #N/A 0.4 99.3

chr9 68065773 68136182 70409 CGH_Array H Yes Yes Single DuplicatedWIBR2-3600P14_G248P801171H7 chr9:68,069,709-68,110,700 0 #N/A #N/A 1 |NM_001085457 (11)(15)(73.33) |922 0.3 100.0
chr2 112022741 112087714 64973 CGH_Array H Yes Yes Single DuplicatedWIBR2-3493C05_G248P801260B3 chr2:112,029,332-112,069,845 #N/A #N/A #N/A #N/A #N/A #N/A #N/A 0.0 100.0

chr2 113885066 113964194 79128 CGH_Array H Yes Yes Single DuplicatedWIBR2-3435I12_G248P802606E6 chr2:113,897,793-113,936,229 0 #N/A #N/A 1 |NM_172003 (11)(15)(73.33) |879 0.0 100.0

chr8 7228188 7325141 96953 CGH_Array H/G Yes Yes Single DuplicatedWIBR2-0588K19_G248P80424F10 chr8:7,286,320-7,324,309 4 0 #N/A #N/A |280|520|755|324 12.4 90.0

chr2 112198814 112261424 62610 CGH_Array H Yes Yes Single DuplicatedWIBR2-2911H13_G248P88701D7 chr2:112,206,577-112,247,296 0 #N/A #N/A 1 |NM_022662 (9)(48)(18.75) |1262 0.0 100.0
chr7 149404532 149446562 42030 CGH_Array H Yes Yes Single DuplicatedABC7_42507200_I22 chr7:149,407,264-149,439,086 #N/A #N/A #N/A #N/A #N/A #N/A #N/A 0.0 89.1

chr1 202926446 202970183 43737 CGH_Array H Yes Yes Single DuplicatedWIBR2-2588N20_G248P83447G10 chr1:202,927,041-202,967,287 0 #N/A #N/A 1 |NM_001042758 (6)(17)(35.29) |935 0.0 100.0
chr16 29235902 29282203 46301 CGH_Array H/G Yes Yes Single DuplicatedWIBR2-3550H03_G248P801969D2 chr16:29,220,120-29,260,269 #N/A #N/A #N/A #N/A #N/A #N/A #N/A 4.8 100.0
chr1 16828304 16870004 41700 CGH_Array/BEM H/G Yes Yes Single DuplicatedABC7_43069300_C5 chr1:16,838,197-16,870,034 #N/A #N/A #N/A #N/A #N/A #N/A #N/A 10.2 100.0
chr2 87304890 87478524 173634 CGH_Array H/G Yes Yes Single DuplicatedWIBR2-2811O20_G248P88690H10 chr2:87,329,937-87,367,515 #N/A #N/A #N/A #N/A #N/A #N/A #N/A 4.3 100.0

Array 
Validation

FISH 
Validation

Gorilla 
FISH 
Results

Human 
FISH 
Results

NM_005931-NP_005922-MICB-MHC class I 
polypeptide-related sequence B|

NM_153027-NP_694572-C4orf39-hypothetical protein 
LOC152756|

NM_001012414-NP_001012414-TRIM61-
tripartite motif-containing 61|
NM_001100909-NP_001094379-MS4A13-
membrane-spanning 4-domains, subfamily A, 
member|

NM_001080530-NP_001073999-SNX29-
sorting nexin 29|

NM_001098626-NP_001092096-ZNF98-zinc finger 
protein 98|#N/A|

|NM_024967 (4)|NM_152791 (4)|
NM_001102651 (5)|NM_003249 (13)|
NM_003021 (12)|NM_144564 (3)|
NM_145173 (2)

NM_024967-NP_079243-ZNF556-zinc finger protein 
556|NM_152791-NP_690004-ZNF555-zinc finger protein 
555|NM_001102651-NP_001096121-ZNF554-zinc finger 
protein 554|NM_003249-NP_003240-THOP1-thimet 
oligopeptidase 1|NM_003021-NP_003012-SGTA-small 
glutamine-rich tetratricopeptide|NM_144564-NP_653165-
SLC39A3-solute carrier family 39 (zinc transporter),|
NM_145173-NP_660156-DIRAS1-DIRAS family, GTP-
binding RAS-like 1|

NM_052847-NP_443079-GNG7-guanine 
nucleotide binding protein (G protein),|

NM_017588-NP_060058-WDR5-WD repeat domain 5|
NM_007371-NP_031397-BRD3-bromodomain 
containing protein 3|

NM_022060-NP_071343-ABHD4-abhydrolase domain 
containing 4|NM_001344-NP_001335-DAD1-defender 
against cell death 1|

NM_178526-NP_848621-SLC25A42-solute carrier 
family 25, member 42|

NM_017814-NP_060284-TMEM161A-
transmembrane protein 161A|NM_033415-
NP_219483-ARMC6-armadillo repeat 
containing 6|

NM_001005328-NP_001005328-OR2A7-olfactory 
receptor, family 2, subfamily A,|

NM_017418-NP_059114-DEC1-Deleted in 
esophageal cancer 1|
NM_020972-NP_066023-ZFYVE28-zinc 
finger, FYVE domain containing 28|

NM_170782-NP_740752-KCNN3-small 
conductance calcium-activated potassium|
NM_015841-NP_056656-ADAR-adeNosine 
deaminase, RNA-specific isoform c|

|NM_004942 (2)|NM_001081551 (2)|
NM_001081552 (4)|NM_080389 (2)|
NM_001040704 (2)|NM_001040703 (3)

NM_004942-NP_004933-DEFB4-defensin, beta 4 
precursor|NM_001081551-NP_001075020-DEFB103B-
beta-defensin 103B precursor|NM_001081552-
NP_001075021-SPAG11A-sperm associated antigen 11A|
NM_080389-NP_525128-DEFB104A-defensin, beta 
104A precursor|NM_001040704-NP_001035794-
DEFB106B-defensin, beta 106B precursor|
NM_001040703-NP_001035793-DEFB105B-defensin, 
beta 105B precursor|

NM_031889-NP_114095-ENAM-enamelin|NM_016519-
NP_057603-AMBN-ameloblastin precursor|

NM_144646-NP_653247-IGJ-immuNoglobulin 
J chain|NM_212557-NP_997722-AMTN-
amelotin|

NM_178561-NP_848656-CTAGE6-CTAGE family, 
member 6|

NM_014719-NP_055534-FAM115A-
hypothetical protein LOC9747|

NM_005112-NP_005103-WDR1-WD repeat-
containing protein 1 isoform 2|
NM_022875-NP_075013-SMN2-survival of 
motor neuron 2, centromeric isoform|

NM_001333-NP_001324-CTSL2-cathepsin L2 
preproprotein|NM_001045477-NP_001038942-FAM22G-
hypothetical protein LOC441457|

NM_001001662-NP_001001662-ZNF782-zinc 
finger protein 782|

NM_152569-NP_689782-C9orf66-hypothetical 
protein LOC157983|NM_018491-NP_060961-
CBWD1-COBW domain containing 1 isoform 
1|

NM_001085457-NP_001078926-CBWD6-
COBW domain containing 6|

NM_172003-NP_742000-CBWD2-COBW 
domain-containing protein 2|

|NM_080389 (2)|NM_058206 (3)|NM_058200 
(4)|NM_018661 (2)

NM_080389-NP_525128-DEFB104A-defensin, beta 
104A precursor|NM_058206-NP_478113-SPAG11B-
sperm associated antigen 11B isoform B|NM_058200-
NP_478107-SPAG11B-sperm associated antigen 11B 
isoform G|NM_018661-NP_061131-DEFB103A-
defensin, beta 103A precursor|

NM_022662-NP_073153-ANAPC1-anaphase 
promoting complex subunit 1|

NM_001042758-NP_001036223-SRGAP2-
SLIT-ROBO Rho GTPase activating protein 2|



chr5 70298816 70362801 63985 CGH_Array H Yes Yes Single DuplicatedWIBR2-1395K11_G248P84136F6 chr5:70,305,759-70,343,369 1 |NM_022892 (15) 0 #N/A #N/A |5880 0.0 100.0
chr2 111728100 111983140 255040 CGH_Array H Yes Yes Single DuplicatedWIBR2-2913J04_G248P89163E2 chr2:111,775,828-111,816,033 #N/A #N/A #N/A #N/A #N/A #N/A #N/A 0.0 99.3

chr10 46041838 46101188 59350 CGH_Array H Yes Yes Single DuplicatedWIBR2-0648F09_G248P80113C5 chr10:46,051,900-46,090,268 1 |NM_001042524 (8) 1 |NM_001042363 (1)(10)(10.00) |1882|64 0.0 100.0

chr6 211431 328952 117521 CGH_Array H Yes No Duplicated DuplicatedWIBR2-1441P13_G248P85509H7 chr6:276,542-314,105 1 |NM_020185 (8) 0 #N/A #N/A |1479 0.0 88.2
chr16 33323579 33393946 70367 CGH_Array H/G Yes Yes Single DuplicatedABC7_479922_G8 chr16:33,355,415-33,393,093 #N/A #N/A #N/A #N/A #N/A #N/A #N/A 24.7 94.3
chr15 18635326 18696775 61449 CGH_Array H/G Yes Yes Single DuplicatedWIBR2-0924J16_G248P8683E8 chr15:18,641,665-18,682,661 #N/A #N/A #N/A #N/A #N/A #N/A #N/A 42.0 96.7

chr17 37574098 37659170 85072 BEM H No Yes Single DuplicatedWIBR2-2226N21_G248P88065G11 chr17:37,583,384-37,626,434 2 |NM_032484 (9)|NM_001524 (2) 2 |NM_012448 (18)(19)(94.74)|NM_012285 (9)(17)(52.94) |4934|2650|577|1923 0.0 12.5

chr16 24922926 25147840 224914 BEM H No Yes Single DuplicatedWIBR2-3606G11_G248P801180D6 chr16:25,026,740-25,067,787 2 |NM_001169 (6)|NM_001032391 (9) 1 |NM_001006634 (1)(20)(5.00) |1307|1205|146 0.0 7.0
chr1 146144535 146272065 127530 CGH_Array H Yes Yes Deleted (het)DuplicatedWIBR2-1803P18_G248P86015H9 chr1:146,188,274-146,226,086 #N/A #N/A #N/A #N/A #N/A #N/A #N/A 0.0 100.0

chr11 49899407 49940057 40650 CGH_Array H Yes No Duplicated DuplicatedABC8_2136340_O1/ABC8_772922_N12 chr11:49,899,689-49,936,041 1 |NM_001001955 (1) 0 #N/A #N/A |928 0.0 44.4
chr16 22497310 22617212 119902 CGH_Array H Yes Yes Single DuplicatedWIBR2-3032O21_G248P89752H11 chr16:22,540,743-22,585,186 #N/A #N/A #N/A #N/A #N/A #N/A #N/A 0.0 100.0
chr1 231219103 231261953 42850 CGH_Array H Yes Yes Single DuplicatedABC8_788122_N7 chr1:231,220,041-231,256,614 #N/A #N/A #N/A #N/A #N/A #N/A #N/A 0.0 100.0
chr2 87578630 87883249 304619 CGH_Array H/G Yes Yes Single DuplicatedWIBR2-0416D12_G248P81539B6 chr2:87,678,407-87,717,547 #N/A #N/A #N/A #N/A #N/A #N/A #N/A 2.1 99.8
chr1 120699388 120744467 45079 CGH_Array H/G Yes Yes Single DuplicatedABC7_43057300_P14 chr1:120,704,560-120,739,212 #N/A #N/A #N/A #N/A #N/A #N/A #N/A 12.1 100.0
chr2 89635749 89682952 47203 CGH_Array H Yes Yes Single DuplicatedABC7_43039300_M23 chr2:89,638,044-89,675,978 #N/A #N/A #N/A #N/A #N/A #N/A #N/A 0.0 100.0

chr7 73597057 73838047 240990 CGH_Array H/G Yes Yes Single DuplicatedWIBR2-0898E09_G248P8568C5 chr7:73,628,862-73,665,392 4 1 |NM_033000 (17)(34)(50.00) |737|1124|3551|1397|2520 21.9 97.2
chr15 21904440 21999143 94703 CGH_Array H/G Yes Yes Single DuplicatedWIBR2-0523D02_G248P8223B1 chr15:21,918,821-21,959,460 #N/A #N/A #N/A #N/A #N/A #N/A #N/A 4.3 98.4

chr1 120459699 120647684 187985 CGH_Array H/G Yes Yes Single DuplicatedWIBR2-3447K05_G248P802520F3 chr1:120,577,992-120,616,761 1 |NM_001100910 (4) 1 |NM_001017986 (4)(5)(80.00) |815|2374 8.9 100.0
chr1 141388422 141551302 162880 CGH_Array H/G Yes Yes Single DuplicatedWIBR2-3097H14_G248P800743D7 chr1:141,466,616-141,505,208 #N/A #N/A #N/A #N/A #N/A #N/A #N/A 10.1 100.0

chr1 143984971 144162033 177062 BEM G No Yes Single DuplicatedWIBR2-1846K19_G248P85872F10 chr1:144,076,881-144,120,218 0 #N/A #N/A 1 |NM_004284 (4)(23)(17.39) |627 6.2 0.0

chr1 142439335 142554395 115060 CGH_Array H/G Yes Yes Single DuplicatedWIBR2-0492E22_G248P8774C11 chr1:142,455,521-142,495,279 0 #N/A #N/A 1 |NM_014644 (4)(44)(9.09) |809 3.8 100.0
70/79

NM_022892-NP_075043-NAIP-NLR family, apoptosis 
inhibitory protein isoform|

NM_001042524-NP_001035989-FRMPD2L1-FERM and 
PDZ domain containing 2 like 1 isoform|

NM_001042363-NP_001035822-PTPN20B-
protein tyrosine phosphatase, Non-receptor type|

NM_020185-NP_064570-DUSP22-dual specificity 
phosphatase 22|

NM_032484-NP_115873-GHDC-LGP1 homolog isoform 
1|NM_001524-NP_001515-HCRT-orexin precursor|

NM_012448-NP_036580-STAT5B-signal 
transducer and activator of transcription|
NM_012285-NP_036417-KCNH4-potassium 
voltage-gated channel, subfamily H,|

NM_001169-NP_001160-AQP8-aquaporin 8|
NM_001032391-NP_001027563-LCMT1-leucine 
carboxyl methyltransferase 1 isoform b|

NM_001006634-NP_001006635-ARHGAP17-
nadrin isoform 1|

NM_001001955-NP_001001955-OR4C13-olfactory 
receptor, family 4, subfamily C,|

|NM_174930 (6)|NM_001025202 (8)|
NM_173537 (16)|NM_000265 (11)

NM_174930-NP_777590-PMS2L5-postmeiotic 
segregation increased 2-like 5|NM_001025202-
NP_001020373-STAG3L2-STAG3-like|NM_173537-
NP_775808-GTF2IRD2-GTF2I repeat domain containing 
2|NM_000265-NP_000256-NCF1-neutrophil cytosolic 
factor 1|

NM_033000-NP_127493-GTF2I-general 
transcription factor II, i isoform 2|

NM_001100910-NP_001094380-FAM72B-hypothetical 
protein LOC653820|

NM_001017986-NP_001017986-FCGR1B-Fc 
fragment of IgG, high affinity Ib, receptor|

NM_004284-NP_004275-CHD1L-
chromodomain helicase DNA binding protein|
NM_014644-NP_055459-PDE4DIP-
phosphodiesterase 4D interacting protein 
isoform|

Note: H, Human; G, gorilla; No_Dup, no duplications detected in human or gorilla; BEM, BAC end mapping; het, heterozygous; SD, segmental duplication; NR, no results. Yellow = reported deletions validated by CGH_Array and FISH; Orange = 
deletions validated by CGH_Array; Green = deletions validated by FISH.



Chr Start End Chr Start End Name Overlap_bp Number of Deleted Exons (>50%) Gene Deletion
chr1 1,942,609 1,943,513 chr1 1,916,913 1,967,438 KIAA1751 904 0 Partial
chr1 2,145,934 2,147,719 chr1 2,014,070 2,148,994 PRKCZ 1,785 0 Partial
chr1 3,633,405 3,634,708 chr1 3,592,285 3,673,624 TP73 1,303 0 Partial
chr1 8,559,766 8,560,915 chr1 8,346,731 8,811,965 RERE 1,149 0 Partial
chr1 9,049,574 9,051,369 chr1 9,031,272 9,082,776 SLC2A5 1,795 0 Partial
chr1 9,106,134 9,107,419 chr1 9,098,741 9,123,495 GPR157 1,285 0 Partial
chr1 10,062,793 10,064,163 chr1 10,027,281 10,175,562 UBE4B 1,370 0 Partial
chr1 12,565,255 12,566,769 chr1 12,562,205 12,612,086 DHRS3 1,514 0 Partial
chr1 14,874,927 14,875,954 chr1 14,670,518 15,189,850 KAZ 1,027 0 Partial
chr1 16,508,290 16,509,797 chr1 16,470,443 16,509,225 SPATA21 935 1 Partial
chr1 22,147,306 22,149,838 chr1 22,124,425 22,164,741 CDC42 2,532 0 Partial
chr1 25,854,169 25,858,669 chr1 25,844,642 25,869,991 C1orf135 4,500 0 Partial
chr1 26,573,470 26,577,193 chr1 26,540,390 26,585,662 RPS6KA1 3,723 0 Partial
chr1 34,274,867 34,276,305 chr1 33,648,701 34,300,536 CSMD2 1,438 0 Partial
chr1 39,032,223 39,034,691 chr1 39,020,571 39,076,549 RHBDL2 2,468 0 Partial
chr1 43,450,761 43,451,886 chr1 43,435,756 43,457,871 TIE1 1,125 0 Partial
chr1 48,613,315 48,615,691 chr1 48,476,297 48,649,865 SPATA6 2,376 0 Partial
chr1 49,663,558 49,665,376 chr1 48,710,546 50,201,646 AGBL4 1,818 0 Partial
chr1 50,898,751 50,909,014 chr1 50,618,955 51,137,957 FAF1 10,263 0 Partial
chr1 52,248,167 52,254,311 chr1 52,233,877 52,266,111 BTF3L4 6,144 0 Partial
chr1 53,197,595 53,199,282 chr1 53,104,968 53,229,303 SCP2 1,687 0 Partial
chr1 62,200,716 62,205,405 chr1 61,920,169 62,341,610 INADL 4,689 0 Partial
chr1 62,232,504 62,234,460 chr1 61,920,169 62,341,610 INADL 1,956 0 Partial
chr1 72,405,617 72,407,718 chr1 71,580,646 72,460,298 NEGR1 2,101 0 Partial
chr1 87,223,409 87,224,345 chr1 87,092,355 87,287,701 HS2ST1 936 0 Partial
chr1 89,035,779 89,036,870 chr1 89,030,341 89,069,322 GTF2B 1,091 0 Partial
chr1 89,880,025 89,883,139 chr1 89,810,664 89,897,114 LRRC8C 3,114 0 Partial
chr1 91,576,368 91,578,200 chr1 91,438,343 91,582,447 HFM1 1,832 0 Partial
chr1 96,970,496 96,972,576 chr1 96,899,195 96,992,620 PTBP2 2,080 0 Partial
chr1 108,063,871 108,067,935 chr1 107,825,823 108,219,587 VAV3 4,064 0 Partial
chr1 152,182,936 152,184,253 chr1 152,118,125 152,345,397 ASH1L 1,317 0 Partial
chr1 155,244,745 155,250,421 chr1 155,248,424 155,249,364 OR10K1 940 1 Complete
chr1 164,428,778 164,430,364 chr1 164,422,844 164,492,813 MPZL1 1,586 0 Partial
chr1 164,760,616 164,761,631 chr1 164,637,565 164,776,737 DCAF6 1,015 0 Partial
chr1 165,009,808 165,010,806 chr1 164,981,935 165,015,322 TBX19 998 0 Partial
chr1 171,519,515 171,521,634 chr1 170,860,290 171,658,983 RABGAP1L 2,119 0 Partial
chr1 175,500,835 175,502,563 chr1 175,425,956 175,620,892 RALGPS2 1,728 0 Partial
chr1 181,223,530 181,225,571 chr1 181,087,806 181,329,812 C1orf21 2,041 0 Partial
chr1 207,298,821 207,300,961 chr1 207,240,051 207,695,852 KCNH1 2,140 0 Partial
chr1 208,349,544 208,352,958 chr1 208,305,194 208,392,509 LPGAT1 3,414 0 Partial
chr1 216,815,185 216,816,951 chr1 216,710,004 216,834,238 RAB3GAP2 1,766 0 Partial
chr1 219,500,432 219,502,588 chr1 219,490,177 219,567,730 DISP1 2,156 0 Partial
chr1 221,645,893 221,864,227 chr1 221,424,090 221,893,731 DNAH14 218,334 45 Partial
chr1 222,331,766 222,332,752 chr1 222,304,531 222,339,995 EPHX1 986 0 Partial
chr1 224,106,271 224,135,743 chr1 224,057,954 224,156,898 ZNF678 29,472 0 Partial
chr1 225,915,671 225,916,674 chr1 225,883,778 225,950,823 NUP133 1,003 0 Partial
chr1 230,474,116 230,474,960 chr1 230,347,413 230,766,997 SLC35F3 844 0 Partial
chr1 233,234,509 233,235,843 chr1 233,175,810 233,253,599 ACTN2 1,334 0 Partial
chr1 237,437,020 237,439,731 chr1 237,264,857 237,846,519 RGS7 2,711 0 Partial
chr1 240,975,617 240,976,636 chr1 240,950,713 241,129,701 C1orf101 1,019 0 Partial
chr1 242,973,381 242,974,713 chr1 242,238,682 242,996,685 SMYD3 1,332 0 Partial
chr10 381,247 382,045 chr10 310,131 725,608 DIP2C 798 0 Partial
chr10 491,137 492,313 chr10 310,131 725,608 DIP2C 1,176 0 Partial
chr10 629,381 633,759 chr10 310,131 725,608 DIP2C 4,378 0 Partial
chr10 1,082,469 1,083,593 chr10 1,075,965 1,085,061 IDI1 1,124 0 Partial
chr10 1,271,491 1,272,417 chr10 1,218,072 1,769,718 ADARB2 926 0 Partial
chr10 1,372,277 1,373,442 chr10 1,218,072 1,769,718 ADARB2 1,165 0 Partial
chr10 1,624,454 1,625,556 chr10 1,218,072 1,769,718 ADARB2 1,102 0 Partial
chr10 1,648,770 1,649,997 chr10 1,218,072 1,769,718 ADARB2 1,227 0 Partial
chr10 1,733,423 1,734,308 chr10 1,218,072 1,769,718 ADARB2 885 0 Partial
chr10 4,874,885 4,876,185 chr10 4,858,401 4,880,249 AKR1E2 1,300 0 Partial
chr10 4,915,039 4,923,980 chr10 4,903,860 4,948,465 tAKR 8,941 4 Partial
chr10 6,236,794 6,237,935 chr10 6,226,848 6,317,511 PFKFB3 1,141 0 Partial
chr10 13,555,002 13,556,142 chr10 13,520,489 13,584,982 BEND7 1,140 0 Partial

Table S5. Validated Gorilla Genic Deletions (Introns and Exons)
Predicted Deletion Gene



chr10 13,880,603 13,882,605 chr10 13,725,712 14,412,872 FRMD4A 2,002 0 Partial
chr10 14,756,189 14,758,133 chr10 14,600,564 14,856,902 FAM107B 1,944 0 Partial
chr10 15,116,861 15,148,911 chr10 15,125,900 15,155,857 OLAH 23,011 8 Partial
chr10 17,516,840 17,519,077 chr10 17,402,682 17,536,260 ST8SIA6 2,237 0 Partial
chr10 34,873,915 34,875,244 chr10 34,440,103 35,143,929 PARD3 1,329 0 Partial
chr10 61,609,128 61,610,137 chr10 61,458,165 61,819,494 ANK3 1,009 0 Partial
chr10 67,403,225 67,407,237 chr10 67,349,730 69,095,422 CTNNA3 4,012 0 Partial
chr10 68,521,008 68,525,227 chr10 67,349,730 69,095,422 CTNNA3 4,219 0 Partial
chr10 68,536,989 68,540,237 chr10 67,349,730 69,095,422 CTNNA3 3,248 0 Partial
chr10 68,702,771 68,711,240 chr10 67,349,730 69,095,422 CTNNA3 8,469 0 Partial
chr10 67,403,225 67,407,237 chr10 67,349,730 69,125,955 CTNNA3 4,012 0 Partial
chr10 68,521,008 68,525,227 chr10 67,349,730 69,125,955 CTNNA3 4,219 0 Partial
chr10 68,536,989 68,540,237 chr10 67,349,730 69,125,955 CTNNA3 3,248 0 Partial
chr10 68,702,771 68,711,240 chr10 67,349,730 69,125,955 CTNNA3 8,469 0 Partial
chr10 68,521,008 68,525,227 chr10 68,355,797 68,530,873 LRRTM3 4,219 0 Partial
chr10 71,685,762 71,686,898 chr10 71,684,719 71,696,154 NPFFR1 1,136 0 Partial
chr10 74,217,034 74,222,724 chr10 74,121,894 74,317,456 CCDC109A 5,690 0 Partial
chr10 95,821,045 95,823,201 chr10 95,743,735 96,078,136 PLCE1 2,156 0 Partial
chr10 99,668,238 99,669,326 chr10 99,614,747 99,780,575 CRTAC1 1,088 0 Partial
chr10 103,626,902 103,628,318 chr10 103,595,345 103,805,922 C10orf76 1,416 0 Partial
chr10 117,483,045 117,490,104 chr10 116,843,113 117,698,484 ATRNL1 7,059 0 Partial
chr10 123,506,224 123,515,994 chr10 123,492,615 123,677,536 ATE1 9,770 0 Partial
chr10 124,383,441 124,385,445 chr10 124,310,170 124,393,242 DMBT1 2,004 0 Partial
chr10 126,485,946 126,491,674 chr10 126,480,343 126,515,229 FAM175B 5,728 0 Partial
chr10 133,615,715 133,617,289 chr10 133,597,949 133,620,041 PPP2R2D 1,574 0 Partial
chr10 134,236,393 134,237,977 chr10 134,201,342 134,446,973 INPP5A 1,584 0 Partial
chr10 134,435,107 134,436,344 chr10 134,201,342 134,446,973 INPP5A 1,237 0 Partial
chr10 134,924,333 134,926,428 chr10 134,862,851 134,928,797 KNDC1 2,095 0 Partial
chr11 1,395,302 1,396,488 chr11 1,367,704 1,439,902 BRSK2 1,186 0 Partial
chr11 3,631,589 3,632,669 chr11 3,622,936 3,642,222 ART1 1,080 0 Partial
chr11 3,718,032 3,721,684 chr11 3,652,816 3,775,468 NUP98 3,652 0 Partial
chr11 10,114,271 10,118,153 chr11 9,756,789 10,272,330 SBF2 3,882 0 Partial
chr11 10,256,160 10,257,795 chr11 9,756,789 10,272,330 SBF2 1,635 0 Partial
chr11 11,329,858 11,331,426 chr11 11,248,996 11,600,137 GALNTL4 1,568 0 Partial
chr11 11,329,858 11,331,426 chr11 11,329,896 11,331,480 CSNK2A1P 1,530 1 Partial
chr11 24,885,164 24,886,534 chr11 24,475,131 25,060,758 LUZP2 1,370 0 Partial
chr11 26,357,950 26,359,373 chr11 26,310,253 26,641,412 ANO3 1,423 0 Partial
chr11 30,443,592 30,444,879 chr11 30,362,615 30,564,506 MPPED2 1,287 0 Partial
chr11 43,765,632 43,768,049 chr11 43,658,718 43,834,745 HSD17B12 2,417 0 Partial
chr11 47,274,552 47,277,246 chr11 47,247,502 47,308,158 MADD 2,694 0 Partial
chr11 55,348,895 55,368,589 chr11 55,351,270 55,352,206 OR5L2 936 1 Complete
chr11 55,348,895 55,368,589 chr11 55,362,803 55,363,788 OR5D16 985 1 Complete
chr11 56,071,337 56,072,631 chr11 55,899,675 56,265,136 OR8U8 1,294 0 Partial
chr11 57,667,957 57,669,260 chr11 57,547,928 57,705,612 OR9Q1 1,303 0 Partial
chr11 62,037,733 62,039,773 chr11 61,957,591 62,070,908 AHNAK 2,040 0 Partial
chr11 63,081,174 63,082,321 chr11 63,076,817 63,087,431 HRASLS2 1,147 0 Partial
chr11 73,083,458 73,085,132 chr11 73,064,337 73,149,849 RAB6A 1,674 0 Partial
chr11 77,238,137 77,240,367 chr11 77,209,855 77,261,045 C11orf67 2,230 0 Partial
chr11 83,442,922 83,444,090 chr11 82,843,705 85,015,962 DLG2 1,168 0 Partial
chr11 84,402,069 84,404,610 chr11 82,843,705 85,015,962 DLG2 2,541 0 Partial
chr11 88,057,546 88,061,716 chr11 87,877,392 88,436,464 GRM5 4,170 0 Partial
chr11 106,199,670 106,203,966 chr11 106,063,119 106,394,381 GUCY1A2 4,296 0 Partial
chr11 108,312,280 108,313,608 chr11 108,041,025 108,316,856 DDX10 1,328 0 Partial
chr11 117,004,176 117,005,960 chr11 116,803,698 117,173,186 DSCAML1 1,784 0 Partial
chr11 130,888,964 130,890,953 chr11 130,745,580 131,711,925 NTM 1,989 0 Partial
chr11 131,444,158 131,446,501 chr11 130,745,580 131,711,925 NTM 2,343 0 Partial
chr11 133,512,687 133,513,629 chr11 133,444,029 133,526,859 JAM3 942 0 Partial
chr11 133,540,440 133,543,068 chr11 133,527,546 133,599,636 NCAPD3 2,628 0 Partial
chr12 11,910,856 11,913,026 chr12 11,694,054 11,939,592 ETV6 2,170 0 Partial
chr12 13,037,443 13,038,412 chr12 13,019,067 13,044,488 HEBP1 969 0 Partial
chr12 15,478,872 15,489,602 chr12 15,366,753 15,641,602 PTPRO 10,730 0 Partial
chr12 15,533,862 15,537,494 chr12 15,366,753 15,641,602 PTPRO 3,632 0 Partial
chr12 15,636,632 15,638,671 chr12 15,366,753 15,641,602 PTPRO 2,039 0 Partial
chr12 16,021,112 16,022,457 chr12 15,955,452 16,081,581 DERA 1,345 0 Partial
chr12 33,434,434 33,435,790 chr12 33,419,614 33,484,021 SYT10 1,356 0 Partial
chr12 42,875,725 42,878,907 chr12 42,516,228 43,069,807 TMEM117 3,182 0 Partial
chr12 45,898,633 45,900,595 chr12 45,896,318 45,916,708 FAM113B 1,962 0 Partial



chr12 49,801,572 49,804,281 chr12 49,773,807 49,853,193 TFCP2 2,709 0 Partial
chr12 63,343,468 63,344,602 chr12 63,290,559 63,375,457 RASSF3 1,134 0 Partial
chr12 86,908,844 86,911,115 chr12 86,876,283 86,925,644 C12orf50 2,271 0 Partial
chr12 98,023,958 98,025,201 chr12 97,631,538 98,880,900 ANKS1B 1,243 0 Partial
chr12 105,696,324 105,701,875 chr12 105,670,865 105,785,559 RIC8B 5,551 0 Partial
chr12 107,068,485 107,069,860 chr12 107,025,977 107,146,778 WSCD2 1,375 0 Partial
chr12 110,125,607 110,126,625 chr12 109,934,547 110,251,076 CUX2 1,018 0 Partial
chr12 110,472,277 110,476,903 chr12 110,352,737 110,500,200 ATXN2 4,626 0 Partial
chr12 112,147,810 112,150,563 chr12 112,121,979 112,199,107 TPCN1 2,753 0 Partial
chr12 119,778,044 119,781,409 chr12 119,663,755 119,804,871 SPPL3 3,365 0 Partial
chr12 119,928,365 119,929,544 chr12 119,920,814 119,939,500 OASL 1,179 0 Partial
chr12 128,190,838 128,191,899 chr12 128,081,150 128,913,092 TMEM132D 1,061 0 Partial
chr12 128,226,225 128,227,327 chr12 128,081,150 128,913,092 TMEM132D 1,102 0 Partial
chr13 20,626,000 20,626,833 chr13 20,625,734 20,648,741 SKA3 833 1 Partial
chr13 41,759,437 41,763,517 chr13 41,744,288 41,795,402 AKAP11 4,080 0 Partial
chr13 46,083,292 46,086,308 chr13 46,025,296 46,217,035 LRCH1 3,016 0 Partial
chr13 72,183,903 72,187,359 chr13 72,180,495 72,199,939 C13orf37 3,456 0 Partial
chr13 83,575,786 83,579,305 chr13 83,421,116 83,836,270 MIR548F1 3,519 0 Partial
chr13 98,278,011 98,279,150 chr13 98,243,741 98,536,661 DOCK9 1,139 0 Partial
chr13 99,678,893 99,680,700 chr13 99,539,337 99,980,689 PCCA 1,807 0 Partial
chr13 101,563,232 101,564,970 chr13 101,171,205 101,852,125 FGF14 1,738 0 Partial
chr13 109,225,038 109,226,060 chr13 109,204,184 109,236,915 IRS2 1,022 0 Partial
chr13 112,491,566 112,492,940 chr13 112,392,643 112,589,483 ATP11A 1,374 0 Partial
chr13 112,565,267 112,567,395 chr13 112,392,643 112,589,483 ATP11A 2,128 0 Partial
chr13 112,809,552 112,811,523 chr13 112,808,105 112,822,995 F7 1,971 0 Partial
chr14 22,568,792 22,571,924 chr14 22,564,900 22,574,269 PSMB5 3,132 0 Partial
chr14 24,527,928 24,530,125 chr14 24,351,143 24,588,935 STXBP6 2,197 0 Partial
chr14 32,170,053 32,172,237 chr14 31,868,229 32,372,019 AKAP6 2,184 0 Partial
chr14 34,845,265 34,846,602 chr14 34,831,324 34,856,424 PSMA6 1,337 0 Partial
chr14 46,802,298 46,805,885 chr14 46,378,577 47,213,738 MDGA2 3,587 0 Partial
chr14 50,192,049 50,193,212 chr14 50,170,109 50,204,773 SAV1 1,163 0 Partial
chr14 52,121,802 52,124,209 chr14 52,089,615 52,174,181 GPR137C 2,407 0 Partial
chr14 62,409,036 62,412,631 chr14 62,243,699 62,581,708 KCNH5 3,595 0 Partial
chr14 62,417,493 62,418,773 chr14 62,243,699 62,581,708 KCNH5 1,280 0 Partial
chr14 67,348,003 67,349,740 chr14 67,282,989 67,353,059 ZFYVE26 1,737 0 Partial
chr14 80,863,088 80,865,587 chr14 80,806,663 80,934,680 STON2 2,499 0 Partial
chr14 89,380,570 89,381,935 chr14 89,333,223 89,490,842 C14orf143 1,365 0 Partial
chr14 90,412,832 90,415,674 chr14 90,406,924 90,596,746 RPS6KA5 2,842 0 Partial
chr14 90,854,804 90,856,135 chr14 90,807,419 90,953,886 CCDC88C 1,331 0 Partial
chr14 91,387,928 91,389,601 chr14 91,316,019 91,403,633 TC2N 1,673 0 Partial
chr14 101,915,350 101,916,336 chr14 101,899,052 102,038,570 TECPR2 986 0 Partial
chr14 103,011,749 103,012,825 chr14 102,921,453 103,039,919 MARK3 1,076 0 Partial
chr15 24,896,752 24,897,790 chr15 24,799,174 25,451,967 GABRG3 1,038 0 Partial
chr15 25,341,368 25,343,598 chr15 24,799,174 25,451,967 GABRG3 2,230 0 Partial
chr15 26,068,220 26,069,216 chr15 26,029,782 26,240,890 HERC2 996 0 Partial
chr15 27,635,856 27,637,564 chr15 27,199,746 27,650,219 FAM189A1 1,708 0 Partial
chr15 40,826,559 40,828,210 chr15 40,823,837 41,000,299 TTBK2 1,651 0 Partial
chr15 53,809,169 53,814,240 chr15 53,691,041 53,822,469 PRTG 5,071 0 Partial
chr15 55,083,446 55,085,141 chr15 54,998,124 55,368,004 TCF12 1,695 0 Partial
chr15 55,550,218 55,551,444 chr15 55,455,996 55,630,212 CGNL1 1,226 0 Partial
chr15 62,311,336 62,314,168 chr15 62,244,770 62,435,495 CSNK1G1 2,832 0 Partial
chr15 79,443,808 79,445,114 chr15 79,411,814 79,453,473 TMC3 1,306 0 Partial
chr16 2,368,494 2,369,803 chr16 2,330,923 2,416,701 ABCA17P 1,309 1 Partial
chr16 4,421,253 4,423,167 chr16 4,415,858 4,446,774 DNAJA3 1,914 0 Partial
chr16 7,561,879 7,563,696 chr16 6,009,132 7,703,341 A2BP1 1,817 0 Partial
chr16 10,691,969 10,693,942 chr16 10,628,861 10,696,303 TEKT5 1,973 0 Partial
chr16 12,686,536 12,687,846 chr16 12,661,156 12,805,245 CPPED1 1,310 0 Partial
chr16 12,768,086 12,769,292 chr16 12,661,156 12,805,245 CPPED1 1,206 0 Partial
chr16 16,110,799 16,111,869 chr16 15,950,934 16,144,431 ABCC1 1,070 0 Partial
chr16 23,507,528 23,508,568 chr16 23,499,838 23,515,140 NDUFAB1 1,040 0 Partial
chr16 27,852,965 27,855,651 chr16 27,706,350 27,982,331 GSG1L 2,686 0 Partial
chr16 31,185,363 31,187,502 chr16 31,178,788 31,251,712 ITGAM 2,139 0 Partial
chr16 31,482,232 31,603,745 chr16 31,486,588 31,488,346 CSDAP1 1,758 1 Complete
chr16 55,362,926 55,364,098 chr16 55,321,517 55,436,177 NUP93 1,172 0 Partial
chr16 69,959,157 69,963,086 chr16 69,950,126 69,981,843 CALB2 3,929 0 Partial
chr16 79,713,269 79,715,614 chr16 79,691,984 79,811,476 PKD1L2 2,345 1 Partial
chr16 82,248,963 82,250,232 chr16 81,218,078 82,387,698 CDH13 1,269 0 Partial



chr16 82,718,402 82,719,933 chr16 82,713,244 82,736,301 HSDL1 1,531 0 Partial
chr17 66,764 68,294 chr17 62,293 202,576 RPH3AL 1,530 0 Partial
chr17 145,063 146,276 chr17 62,293 202,576 RPH3AL 1,213 0 Partial
chr17 149,765 150,742 chr17 62,293 202,576 RPH3AL 977 0 Partial
chr17 679,320 683,203 chr17 649,335 829,760 NXN 3,883 0 Partial
chr17 1,640,891 1,642,535 chr17 1,629,578 1,679,925 SMYD4 1,644 0 Partial
chr17 1,707,317 1,708,618 chr17 1,680,022 1,749,598 RPA1 1,301 0 Partial
chr17 2,205,456 2,207,117 chr17 2,187,555 2,231,098 SGSM2 1,661 0 Partial
chr17 2,850,436 2,851,698 chr17 2,646,481 2,887,785 RAP1GAP2 1,262 0 Partial
chr17 3,466,887 3,470,901 chr17 3,458,304 3,486,365 SHPK 4,014 0 Partial
chr17 3,621,733 3,622,790 chr17 3,564,667 3,651,286 ITGAE 1,057 0 Partial
chr17 9,724,893 9,726,025 chr17 9,670,105 9,733,747 GLP2R 1,132 0 Partial
chr17 16,934,371 16,938,913 chr17 16,886,831 17,029,598 MPRIP 4,542 0 Partial
chr17 24,854,272 24,855,589 chr17 24,742,068 24,895,628 TAOK1 1,317 0 Partial
chr17 29,265,110 29,270,806 chr17 28,364,220 29,507,938 ACCN1 5,696 0 Partial
chr17 32,744,742 32,747,681 chr17 32,516,040 32,841,015 ACACA 2,939 0 Partial
chr17 42,728,873 42,731,066 chr17 42,686,206 42,745,075 ITGB3 2,193 0 Partial
chr17 44,244,407 44,245,852 chr17 44,194,592 44,249,468 TTLL6 1,445 0 Partial
chr17 47,357,396 47,358,700 chr17 47,062,672 47,592,376 CA10 1,304 0 Partial
chr17 54,097,848 54,101,748 chr17 53,989,038 54,124,415 TEX14 3,900 0 Partial
chr17 59,082,276 59,083,638 chr17 59,053,532 59,127,401 MAP3K3 1,362 0 Partial
chr17 62,018,698 62,020,662 chr17 61,729,387 62,237,324 PRKCA 1,964 0 Partial
chr17 62,180,161 62,181,399 chr17 61,729,387 62,237,324 PRKCA 1,238 0 Partial
chr17 68,861,823 68,863,470 chr17 68,842,118 69,151,822 SDK2 1,647 0 Partial
chr17 70,239,022 70,242,974 chr17 70,178,850 70,255,068 RAB37 3,952 0 Partial
chr17 71,963,676 71,965,652 chr17 71,961,027 71,977,793 AANAT 1,976 0 Partial
chr17 73,663,745 73,665,480 chr17 73,654,028 73,673,958 C17orf99 1,735 0 Partial
chr17 77,911,126 77,912,231 chr17 77,910,412 77,914,908 TEX19 1,105 0 Partial
chr18 3,625,790 3,629,461 chr18 3,488,836 3,870,135 DLGAP1 3,671 0 Partial
chr18 13,488,100 13,489,167 chr18 13,208,785 13,642,753 C18orf1 1,067 0 Partial
chr18 18,248,714 18,252,446 chr18 18,247,561 18,251,876 CTAGE1 3,162 1 Partial
chr18 32,595,931 32,599,599 chr18 32,131,699 32,614,016 FHOD3 3,668 0 Partial
chr18 32,797,508 32,814,363 chr18 32,663,077 33,059,285 KIAA1328 16,855 0 Partial
chr18 35,293,302 35,297,381 chr18 35,040,885 35,585,957 LOC647946 4,079 0 Partial
chr18 38,783,629 38,788,295 chr18 38,577,189 38,949,655 RIT2 4,666 0 Partial
chr18 45,046,784 45,048,239 chr18 44,824,169 45,241,077 DYM 1,455 0 Partial
chr18 50,685,779 50,687,223 chr18 50,646,837 50,708,205 RAB27B 1,444 0 Partial
chr18 53,979,459 53,982,988 chr18 53,862,616 54,219,752 NEDD4L 3,529 0 Partial
chr18 53,988,515 53,989,702 chr18 53,862,616 54,219,752 NEDD4L 1,187 0 Partial
chr18 54,337,141 54,339,624 chr18 54,299,461 54,447,169 ALPK2 2,483 0 Partial
chr18 58,185,130 58,186,297 chr18 58,143,527 58,204,482 TNFRSF11A 1,167 0 Partial
chr18 58,952,304 58,954,012 chr18 58,941,558 59,137,593 BCL2 1,708 0 Partial
chr18 61,596,737 61,599,072 chr18 61,568,467 61,699,154 CDH7 2,335 0 Partial
chr18 65,362,225 65,368,298 chr18 65,219,263 65,667,300 DOK6 6,073 0 Partial
chr18 70,512,780 70,514,484 chr18 70,471,906 70,906,616 ZNF407 1,704 0 Partial
chr18 75,217,773 75,219,925 chr18 74,930,384 75,239,268 ATP9B 2,152 0 Partial
chr18 75,365,774 75,366,927 chr18 75,256,759 75,390,310 NFATC1 1,153 0 Partial
chr18 75,725,757 75,727,475 chr18 75,724,655 75,760,803 KCNG2 1,718 0 Partial
chr19 382,086 385,172 chr19 367,582 411,996 SHC2 3,086 0 Partial
chr19 2,471,997 2,473,575 chr19 2,462,217 2,653,746 GNG7 1,578 0 Partial
chr19 4,431,466 4,436,559 chr19 4,423,254 4,453,213 HDGFRP2 5,093 0 Partial
chr19 7,191,326 7,192,462 chr19 7,063,265 7,245,011 INSR 1,136 0 Partial
chr19 9,055,085 9,085,045 chr19 9,064,920 9,065,861 OR1M1 941 1 Complete
chr19 9,055,085 9,085,045 chr19 9,073,944 9,074,982 OR7G2 1,038 1 Complete
chr19 13,912,094 13,914,558 chr19 13,902,999 13,925,204 PODNL1 2,464 0 Partial
chr19 14,593,326 14,595,345 chr19 14,591,050 14,646,730 EMR3 2,019 0 Partial
chr19 15,662,064 15,664,003 chr19 15,644,885 15,668,984 CYP4F12 1,939 0 Partial
chr19 40,853,609 40,855,163 chr19 40,849,554 40,861,205 UPK1A 1,554 0 Partial
chr19 42,371,661 42,372,740 chr19 42,364,321 42,393,291 ZNF585B 1,079 1 Partial
chr19 44,547,452 44,550,483 chr19 44,524,947 44,567,375 SAMD4B 3,031 0 Partial
chr19 44,693,128 44,709,397 chr19 44,697,592 44,703,166 SELV 5,574 6 Complete
chr19 46,123,276 46,140,458 chr19 46,122,009 46,148,405 CYP2B7P1 17,182 5 Partial
chr19 53,200,725 53,215,789 chr19 53,189,742 53,220,215 ELSPBP1 15,064 4 Partial
chr19 53,361,815 53,362,952 chr19 53,310,514 53,365,372 LIG1 1,137 0 Partial
chr19 57,258,526 57,259,967 chr19 57,259,530 57,290,830 ZNF841 437 0 Partial
chr19 57,403,357 57,405,838 chr19 57,385,002 57,421,482 PPP2R1A 2,481 0 Partial
chr19 57,810,566 57,812,825 chr19 57,807,429 57,833,456 ZNF83 2,259 2 Partial



chr19 57,834,233 57,836,700 chr19 57,807,429 57,885,698 ZNF83 2,467 0 Partial
chr19 60,176,096 60,177,470 chr19 60,168,463 60,204,320 NLRP2 1,374 0 Partial
chr19 61,053,029 61,054,942 chr19 61,039,755 61,085,032 NLRP4 1,913 0 Partial
chr2 1,176,691 1,188,519 chr2 936,553 1,350,389 SNTG2 11,828 0 Partial
chr2 1,299,473 1,300,598 chr2 936,553 1,350,389 SNTG2 1,125 0 Partial
chr2 1,344,467 1,345,746 chr2 936,553 1,350,389 SNTG2 1,279 0 Partial
chr2 1,425,961 1,428,584 chr2 1,396,239 1,525,505 TPO 2,623 0 Partial
chr2 24,081,664 24,089,638 chr2 24,075,026 24,135,342 UBXN2A 7,974 0 Partial
chr2 32,529,028 32,530,949 chr2 32,493,746 32,755,616 BIRC6 1,921 0 Partial
chr2 39,522,099 39,523,356 chr2 39,388,073 39,575,870 MAP4K3 1,257 0 Partial
chr2 48,028,851 48,029,849 chr2 47,945,711 48,044,465 FBXO11 998 0 Partial
chr2 54,427,658 54,428,662 chr2 54,254,060 54,444,086 ACYP2 1,004 0 Partial
chr2 62,229,648 62,230,792 chr2 62,044,453 62,274,855 COMMD1 1,144 0 Partial
chr2 63,123,171 63,124,469 chr2 62,812,636 63,185,270 EHBP1 1,298 0 Partial
chr2 68,916,279 68,917,570 chr2 68,873,563 68,965,599 ARHGAP25 1,291 0 Partial
chr2 70,949,818 70,950,437 chr2 70,947,433 70,959,387 CLEC4F 619 0 Partial
chr2 74,452,355 74,452,862 chr2 74,355,023 74,482,189 SLC4A5 507 0 Partial
chr2 77,179,436 77,184,829 chr2 76,886,512 77,661,157 LRRTM4 5,393 0 Partial
chr2 80,156,500 80,157,953 chr2 79,651,714 80,787,644 CTNNA2 1,453 0 Partial
chr2 85,431,627 85,434,270 chr2 85,272,391 85,449,162 TCF7L1 2,643 0 Partial
chr2 88,314,383 88,315,685 chr2 88,309,096 88,325,408 THNSL2 1,302 0 Partial
chr2 96,343,777 96,345,002 chr2 96,338,187 96,353,606 TMEM127 1,225 0 Partial
chr2 98,018,806 98,027,176 chr2 97,831,318 98,070,872 TMEM131 8,370 0 Partial
chr2 105,133,596 105,135,095 chr2 105,113,000 105,174,936 MRPS9 1,499 0 Partial
chr2 112,587,232 112,589,310 chr2 112,529,030 112,593,126 TMEM87B 2,078 0 Partial
chr2 113,740,517 113,742,143 chr2 113,689,805 113,752,728 PAX8 1,626 0 Partial
chr2 113,740,517 113,742,143 chr2 113,710,076 113,740,810 LOC654433 293 0 Partial
chr2 118,438,951 118,441,742 chr2 118,389,378 118,487,927 CCDC93 2,791 0 Partial
chr2 118,482,591 118,484,404 chr2 118,389,378 118,487,927 CCDC93 1,813 0 Partial
chr2 133,212,652 133,213,607 chr2 133,007,878 133,237,901 GPR39 955 0 Partial
chr2 134,987,287 134,989,952 chr2 134,845,561 135,040,200 MGAT5 2,665 0 Partial
chr2 141,305,641 141,307,120 chr2 140,822,727 142,723,002 LRP1B 1,479 0 Partial
chr2 141,379,424 141,380,590 chr2 140,822,727 142,723,002 LRP1B 1,166 0 Partial
chr2 144,904,639 144,906,507 chr2 144,537,312 144,923,815 GTDC1 1,868 0 Partial
chr2 153,201,920 153,203,030 chr2 153,017,258 153,331,854 FMNL2 1,110 0 Partial
chr2 159,696,521 159,706,150 chr2 159,650,652 159,914,675 TANC1 9,629 0 Partial
chr2 167,020,611 167,022,674 chr2 166,877,210 167,058,004 SCN9A 2,063 0 Partial
chr2 167,054,463 167,055,709 chr2 166,877,210 167,058,004 SCN9A 1,246 0 Partial
chr2 191,143,920 191,146,301 chr2 191,098,586 191,192,547 MFSD6 2,381 0 Partial
chr2 198,824,360 198,825,383 chr2 198,494,931 198,840,112 PLCL1 1,023 0 Partial
chr2 216,833,739 216,836,953 chr2 216,799,525 216,896,520 XRCC5 3,214 0 Partial
chr2 230,122,070 230,123,734 chr2 230,047,850 230,404,791 DNER 1,664 0 Partial
chr2 230,230,738 230,231,850 chr2 230,047,850 230,404,791 DNER 1,112 0 Partial
chr2 232,457,664 232,459,262 chr2 232,422,651 232,471,479 PDE6D 1,598 0 Partial
chr2 232,936,378 232,937,869 chr2 232,651,797 233,027,413 DIS3L2 1,491 0 Partial
chr20 3,445,389 3,447,673 chr20 3,399,664 3,579,769 ATRN 2,284 0 Partial
chr20 5,231,838 5,241,026 chr20 5,230,686 5,243,015 PROKR2 9,188 0 Partial
chr20 15,947,290 15,949,399 chr20 13,924,145 15,981,839 MACROD2 2,109 0 Partial
chr20 31,580,381 31,582,346 chr20 31,541,588 31,701,498 CBFA2T2 1,965 0 Partial
chr20 33,065,727 33,066,755 chr20 33,053,875 33,144,279 TRPC4AP 1,028 0 Partial
chr20 35,069,639 35,072,922 chr20 35,059,592 35,157,824 RBL1 3,283 0 Partial
chr20 42,326,782 42,327,910 chr20 42,309,321 42,342,425 GDAP1L1 1,128 0 Partial
chr20 49,731,377 49,732,762 chr20 49,646,720 49,818,315 ATP9A 1,385 0 Partial
chr20 54,492,731 54,493,580 chr20 54,477,053 54,527,349 C20orf43 849 0 Partial
chr20 54,513,079 54,514,508 chr20 54,477,053 54,527,349 C20orf43 1,429 0 Partial
chr20 54,513,079 54,514,508 chr20 54,499,954 54,534,388 GCNT7 1,429 0 Partial
chr20 55,199,766 55,200,991 chr20 55,177,215 55,275,114 BMP7 1,225 0 Partial
chr20 59,838,399 59,843,023 chr20 59,260,953 59,945,694 CDH4 4,624 0 Partial
chr20 62,066,608 62,067,936 chr20 62,058,498 62,071,662 ZNF512B 1,328 0 Partial
chr20 62,336,410 62,338,125 chr20 62,266,270 62,344,048 MYT1 1,715 0 Partial
chr21 21,366,818 21,368,960 chr21 21,292,503 21,833,085 NCAM2 2,142 0 Partial
chr21 21,410,352 21,412,237 chr21 21,292,503 21,833,085 NCAM2 1,885 0 Partial
chr21 30,702,971 30,727,397 chr21 30,719,581 30,720,101 KRTAP13-3 520 1 Complete
chr21 30,702,971 30,727,397 chr21 30,724,464 30,724,945 KRTAP13-4 481 1 Complete
chr21 31,674,452 31,675,650 chr21 31,412,606 31,853,161 TIAM1 1,198 0 Partial
chr21 33,583,235 33,586,388 chr21 33,560,541 33,591,390 IL10RB 3,153 0 Partial
chr21 36,466,526 36,471,286 chr21 36,458,708 36,588,441 DOPEY2 4,760 0 Partial



chr21 40,852,034 40,853,258 chr21 40,306,212 41,140,909 DSCAM 1,224 0 Partial
chr21 42,679,551 42,680,716 chr21 42,665,064 42,689,269 TMPRSS3 1,165 0 Partial
chr21 43,807,943 43,811,054 chr21 43,773,500 43,903,802 HSF2BP 3,111 0 Partial
chr21 44,609,886 44,611,035 chr21 44,597,911 44,687,392 TRPM2 1,149 0 Partial
chr21 46,168,121 46,169,513 chr21 46,094,302 46,186,796 PCBP3 1,392 0 Partial
chr22 15,816,930 15,818,019 chr22 15,817,382 15,863,666 GAB4 637 1 Partial
chr22 20,444,395 20,446,231 chr22 20,438,502 20,546,524 MAPK1 1,836 0 Partial
chr22 45,714,971 45,718,805 chr22 45,479,067 45,890,241 TBC1D22A 3,834 0 Partial
chr3 2,372,316 2,374,288 chr3 2,117,246 3,074,644 CNTN4 1,972 0 Partial
chr3 2,893,525 2,895,548 chr3 2,117,246 3,074,644 CNTN4 2,023 0 Partial
chr3 7,160,085 7,162,564 chr3 6,877,801 7,758,218 GRM7 2,479 0 Partial
chr3 7,216,246 7,220,029 chr3 6,877,801 7,758,218 GRM7 3,783 0 Partial
chr3 10,100,721 10,102,279 chr3 10,043,112 10,116,343 FANCD2 1,558 0 Partial
chr3 10,100,721 10,102,279 chr3 10,098,004 10,124,915 C3orf24 1,558 0 Partial
chr3 12,042,239 12,043,600 chr3 12,020,861 12,202,226 SYN2 1,361 0 Partial
chr3 20,175,869 20,181,957 chr3 20,177,088 20,202,687 SGOL1 4,869 1 Partial
chr3 21,753,472 21,754,859 chr3 21,437,495 21,767,820 ZNF385D 1,387 0 Partial
chr3 23,434,972 23,436,646 chr3 23,219,787 23,607,300 UBE2E2 1,674 0 Partial
chr3 30,803,706 30,805,031 chr3 30,742,695 30,911,157 GADL1 1,325 0 Partial
chr3 30,832,083 30,835,685 chr3 30,742,695 30,911,157 GADL1 3,602 0 Partial
chr3 33,220,164 33,222,469 chr3 33,166,540 33,235,711 SUSD5 2,305 0 Partial
chr3 37,292,010 37,294,660 chr3 37,259,685 37,383,374 GOLGA4 2,650 0 Partial
chr3 39,935,010 39,936,960 chr3 39,826,306 40,276,808 MYRIP 1,950 0 Partial
chr3 47,229,457 47,238,675 chr3 47,180,863 47,260,609 FLJ39534 9,218 0 Partial
chr3 48,042,714 48,045,263 chr3 47,867,183 48,105,773 MAP4 2,549 0 Partial
chr3 48,177,324 48,179,863 chr3 48,173,671 48,204,805 CDC25A 2,539 0 Partial
chr3 48,267,735 48,277,376 chr3 48,257,599 48,287,483 ZNF589 9,641 0 Partial
chr3 51,384,295 51,385,309 chr3 50,687,675 51,396,668 DOCK3 1,014 0 Partial
chr3 53,562,892 53,563,942 chr3 53,504,070 53,821,532 CACNA1D 1,050 0 Partial
chr3 57,882,490 57,883,490 chr3 57,718,213 57,889,934 SLMAP 1,000 0 Partial
chr3 61,597,758 61,598,964 chr3 61,522,282 62,255,613 PTPRG 1,206 0 Partial
chr3 65,648,985 65,654,415 chr3 65,314,946 65,999,549 MAGI1 5,430 0 Partial
chr3 65,952,430 65,953,430 chr3 65,314,946 65,999,549 MAGI1 1,000 0 Partial
chr3 69,409,519 69,412,283 chr3 69,301,835 69,518,120 FRMD4B 2,764 0 Partial
chr3 72,884,379 72,887,899 chr3 72,881,119 72,980,288 SHQ1 3,520 0 Partial
chr3 77,423,559 77,428,275 chr3 77,171,983 77,779,353 ROBO2 4,716 0 Partial
chr3 79,213,405 79,214,462 chr3 78,729,077 79,899,749 ROBO1 1,057 0 Partial
chr3 98,697,889 98,715,445 chr3 98,016,114 98,950,476 EPHA6 17,556 0 Partial
chr3 110,152,635 110,153,735 chr3 110,109,331 110,155,367 GUCA1C 1,100 0 Partial
chr3 125,377,891 125,378,967 chr3 125,296,247 125,721,388 KALRN 1,076 0 Partial
chr3 127,976,561 127,981,787 chr3 127,905,815 128,161,942 CHCHD6 5,226 0 Partial
chr3 130,873,795 130,875,639 chr3 130,849,334 131,095,117 TMCC1 1,844 0 Partial
chr3 130,991,045 130,992,764 chr3 130,849,334 131,095,117 TMCC1 1,719 0 Partial
chr3 134,996,922 135,001,885 chr3 134,985,574 135,023,033 SRPRB 4,963 0 Partial
chr3 139,811,505 139,816,774 chr3 139,810,239 139,834,909 FAIM 5,269 1 Partial
chr3 141,509,872 141,511,253 chr3 141,136,724 141,769,615 CLSTN2 1,381 0 Partial
chr3 142,324,308 142,326,342 chr3 142,253,440 142,350,150 SPSB4 2,034 0 Partial
chr3 150,528,328 150,529,671 chr3 150,521,552 150,534,117 TM4SF18 1,343 0 Partial
chr3 153,511,575 153,513,797 chr3 153,468,526 153,666,266 MBNL1 2,222 0 Partial
chr3 158,666,080 158,670,305 chr3 158,460,235 158,703,838 VEPH1 4,225 0 Partial
chr3 158,692,302 158,693,621 chr3 158,460,235 158,703,838 VEPH1 1,319 0 Partial
chr3 160,720,909 160,721,969 chr3 160,474,245 161,097,841 SCHIP1 1,060 0 Partial
chr3 162,233,360 162,238,193 chr3 161,956,697 162,271,515 PPM1L 4,833 0 Partial
chr3 178,329,117 178,331,421 chr3 178,221,243 178,397,750 TBL1XR1 2,304 0 Partial
chr3 181,867,929 181,873,453 chr3 181,814,497 181,879,985 CCDC39 5,524 0 Partial
chr3 186,704,696 186,708,513 chr3 186,708,272 186,753,071 LIPH 241 0 Partial
chr3 188,179,840 188,181,763 chr3 188,131,217 188,279,041 ST6GAL1 1,923 0 Partial
chr3 193,830,985 193,832,107 chr3 193,342,385 193,928,090 FGF12 1,122 0 Partial
chr3 198,892,977 198,894,278 chr3 198,886,568 198,952,083 KIAA0226 1,301 0 Partial
chr3 198,894,323 198,895,884 chr3 198,886,568 198,952,083 KIAA0226 1,561 0 Partial
chr4 1,078,697 1,080,195 chr4 1,055,098 1,097,412 RNF212 1,498 0 Partial
chr4 5,216,520 5,218,048 chr4 5,171,598 5,620,797 STK32B 1,528 0 Partial
chr4 5,900,791 5,902,152 chr4 5,830,995 5,934,103 EVC 1,361 0 Partial
chr4 7,601,685 7,602,686 chr4 7,312,445 7,862,635 SORCS2 1,001 0 Partial
chr4 8,735,849 8,737,610 chr4 8,712,505 8,739,557 CPZ 1,761 0 Partial
chr4 15,207,505 15,209,321 chr4 15,147,757 15,279,449 CC2D2A 1,816 0 Partial
chr4 22,404,240 22,406,054 chr4 22,370,816 22,497,461 GBA3 1,814 0 Partial



chr4 46,926,238 46,937,761 chr4 46,874,222 47,269,375 GABRB1 11,523 0 Partial
chr4 56,989,811 56,991,835 chr4 56,877,288 57,037,818 KIAA1211 2,024 0 Partial
chr4 79,720,716 79,722,474 chr4 79,335,902 79,822,603 FRAS1 1,758 0 Partial
chr4 88,619,950 88,623,397 chr4 88,614,869 88,669,634 HSD17B11 3,447 0 Partial
chr4 91,641,908 91,643,184 chr4 91,405,861 92,880,547 FAM190A 1,276 0 Partial
chr4 92,834,568 92,840,659 chr4 91,405,861 92,880,547 FAM190A 6,091 0 Partial
chr4 110,388,028 110,389,613 chr4 110,092,575 110,581,403 COL25A1 1,585 0 Partial
chr4 110,806,724 110,808,416 chr4 110,712,574 110,819,218 SEC24B 1,692 0 Partial
chr4 110,873,479 110,877,422 chr4 110,838,958 110,966,476 CCDC109B 3,943 0 Partial
chr4 114,240,430 114,243,624 chr4 114,096,842 114,662,500 ANK2 3,194 0 Partial
chr4 122,172,034 122,175,791 chr4 121,973,534 122,201,618 PRDM5 3,757 0 Partial
chr4 129,040,060 129,042,227 chr4 129,009,159 129,053,051 SLC25A31 2,167 0 Partial
chr4 143,938,645 143,941,626 chr4 143,306,786 144,125,209 INPP4B 2,981 0 Partial
chr4 146,901,690 146,908,498 chr4 146,898,144 146,938,792 MMAA 6,808 0 Partial
chr4 148,000,970 148,012,994 chr4 147,985,783 148,224,639 TTC29 12,024 0 Partial
chr4 149,413,305 149,416,333 chr4 149,357,519 149,721,277 NR3C2 3,028 0 Partial
chr4 159,426,412 159,432,939 chr4 159,403,336 159,451,807 FAM198B 6,527 0 Partial
chr4 162,686,903 162,704,160 chr4 162,662,653 163,442,791 FSTL5 17,257 0 Partial
chr4 166,195,939 166,242,238 chr4 166,233,202 166,256,423 TRIM61 9,036 2 Partial
chr4 166,195,939 166,242,238 chr4 166,235,704 166,237,878 C4orf39 2,174 1 Complete
chr4 168,235,634 168,237,255 chr4 168,029,267 168,530,471 SPOCK3 1,621 0 Partial
chr4 173,618,065 173,619,317 chr4 173,109,304 174,336,288 GALNTL6 1,252 0 Partial
chr4 177,121,587 177,123,065 chr4 176,929,237 177,298,797 GPM6A 1,478 0 Partial
chr4 179,195,118 179,196,941 chr4 179,025,059 179,287,052 LOC285501 1,823 0 Partial
chr5 217,691 219,705 chr5 193,372 243,087 PLEKHG4B 2,014 0 Partial
chr5 263,690 266,777 chr5 257,874 271,297 CCDC127 3,087 0 Partial
chr5 703,234 704,530 chr5 665,404 706,664 CEP72 1,296 0 Partial
chr5 9,544,304 9,545,996 chr5 9,088,137 9,599,233 SEMA5A 1,692 0 Partial
chr5 14,241,072 14,243,207 chr5 14,196,828 14,562,450 TRIO 2,135 0 Partial
chr5 15,895,526 15,896,709 chr5 15,553,304 15,992,900 FBXL7 1,183 0 Partial
chr5 16,836,618 16,839,952 chr5 16,715,015 16,989,385 MYO10 3,334 0 Partial
chr5 19,660,603 19,662,347 chr5 19,508,913 20,024,110 CDH18 1,744 0 Partial
chr5 22,836,786 22,838,780 chr5 21,786,730 22,889,488 CDH12 1,994 0 Partial
chr5 38,334,344 38,335,488 chr5 38,294,289 38,500,405 EGFLAM 1,144 0 Partial
chr5 52,896,360 52,897,903 chr5 52,892,221 53,014,928 NDUFS4 1,543 0 Partial
chr5 53,391,014 53,392,224 chr5 53,216,370 53,642,160 ARL15 1,210 0 Partial
chr5 58,805,159 58,807,258 chr5 58,300,622 59,819,682 PDE4D 2,099 0 Partial
chr5 59,212,093 59,213,768 chr5 58,300,622 59,819,682 PDE4D 1,675 0 Partial
chr5 59,739,509 59,742,521 chr5 58,300,622 59,819,682 PDE4D 3,012 0 Partial
chr5 75,014,342 75,015,556 chr5 75,005,779 75,049,069 POC5 1,214 0 Partial
chr5 75,501,626 75,505,980 chr5 75,415,060 75,657,172 SV2C 4,354 0 Partial
chr5 76,602,883 76,604,048 chr5 76,542,461 76,758,982 PDE8B 1,165 0 Partial
chr5 78,634,864 78,636,076 chr5 78,567,680 78,658,792 JMY 1,212 0 Partial
chr5 80,402,932 80,404,670 chr5 80,292,313 80,557,709 RASGRF2 1,738 0 Partial
chr5 87,897,064 87,898,908 chr5 87,872,352 88,016,376 LOC645323 1,844 0 Partial
chr5 112,261,399 112,265,245 chr5 112,239,979 112,285,930 REEP5 3,846 0 Partial
chr5 112,277,862 112,280,099 chr5 112,239,979 112,285,930 REEP5 2,237 0 Partial
chr5 120,023,898 120,026,758 chr5 119,827,917 120,050,861 PRR16 2,860 0 Partial
chr5 126,159,316 126,160,718 chr5 126,140,731 126,200,608 LMNB1 1,402 0 Partial
chr5 139,782,018 139,783,358 chr5 139,761,612 139,909,347 ANKHD1-EIF4EBP3 1,340 0 Partial
chr5 141,346,200 141,347,405 chr5 141,326,620 141,348,936 RNF14 1,205 0 Partial
chr5 169,183,911 169,187,610 chr5 168,996,828 169,442,962 DOCK2 3,699 0 Partial
chr5 176,230,384 176,232,799 chr5 176,170,165 176,240,503 UNC5A 2,415 0 Partial
chr5 179,976,714 179,977,719 chr5 179,961,111 180,009,230 FLT4 1,005 0 Partial
chr5 180,308,892 180,364,409 chr5 180,258,682 180,310,510 BTNL8 1,618 1 Partial
chr5 180,308,892 180,364,409 chr5 180,348,506 180,366,332 BTNL3 15,903 7 Partial
chr6 2,145,551 2,147,228 chr6 1,569,040 2,190,845 GMDS 1,677 0 Partial
chr6 3,036,015 3,039,340 chr6 3,022,056 3,060,418 RIPK1 3,325 0 Partial
chr6 5,063,709 5,070,952 chr6 5,053,652 5,206,171 LYRM4 7,243 0 Partial
chr6 5,170,218 5,176,380 chr6 5,053,652 5,206,171 LYRM4 6,162 0 Partial
chr6 5,501,310 5,502,918 chr6 5,206,582 5,716,815 FARS2 1,608 0 Partial
chr6 15,468,534 15,470,363 chr6 15,354,505 15,630,231 JARID2 1,829 0 Partial
chr6 15,661,408 15,662,807 chr6 15,631,017 15,771,250 DTNBP1 1,399 0 Partial
chr6 20,751,906 20,756,466 chr6 20,642,666 21,340,611 CDKAL1 4,560 0 Partial
chr6 21,869,609 21,873,321 chr6 21,774,653 22,302,593 FLJ22536 3,712 0 Partial
chr6 28,576,188 28,579,740 chr6 28,579,051 28,591,549 GPX6 689 1 Partial
chr6 31,485,403 31,579,933 chr6 31,479,349 31,491,069 MICA 5,666 5 Partial



chr6 31,485,403 31,579,933 chr6 31,538,935 31,541,563 HCP5 2,628 2 Complete
chr6 31,485,403 31,579,933 chr6 31,546,984 31,548,163 HCG26 1,179 1 Complete
chr6 31,485,403 31,579,933 chr6 31,573,833 31,586,880 MICB 6,100 1 Partial
chr6 36,481,840 36,483,480 chr6 36,466,308 36,518,644 PXT1 1,640 0 Partial
chr6 36,877,664 36,880,094 chr6 36,816,532 36,915,198 CPNE5 2,430 0 Partial
chr6 37,305,060 37,308,269 chr6 37,287,932 37,333,391 TMEM217 3,209 0 Partial
chr6 38,656,780 38,660,056 chr6 38,244,204 38,715,902 BTBD9 3,276 0 Partial
chr6 39,643,168 39,644,677 chr6 39,410,853 39,801,159 KIF6 1,509 0 Partial
chr6 51,777,978 51,782,427 chr6 51,588,103 52,060,382 PKHD1 4,449 0 Partial
chr6 53,914,590 53,915,923 chr6 53,607,243 54,295,848 MIR548D2 1,333 0 Partial
chr6 79,989,017 79,992,206 chr6 79,967,682 80,001,174 HMGN3 3,189 0 Partial
chr6 90,308,359 90,311,862 chr6 90,199,615 90,400,124 ANKRD6 3,503 0 Partial
chr6 100,028,832 100,030,084 chr6 99,986,905 100,069,973 USP45 1,252 0 Partial
chr6 106,750,967 106,753,345 chr6 106,739,046 106,880,388 ATG5 2,378 0 Partial
chr6 110,246,177 110,247,779 chr6 110,119,116 110,253,327 FIG4 1,602 0 Partial
chr6 124,229,439 124,231,086 chr6 124,166,767 125,188,483 NKAIN2 1,647 0 Partial
chr6 139,185,464 139,187,431 chr6 139,176,001 139,266,900 ECT2L 1,967 0 Partial
chr6 142,918,586 142,920,287 chr6 142,889,284 143,000,719 LOC153910 1,701 0 Partial
chr6 144,087,082 144,088,343 chr6 143,971,009 144,194,015 PHACTR2 1,261 0 Partial
chr6 144,527,571 144,533,772 chr6 144,513,346 144,554,769 STX11 6,201 0 Partial
chr6 145,127,236 145,128,255 chr6 144,654,565 145,215,861 UTRN 1,019 0 Partial
chr6 151,359,399 151,360,426 chr6 151,278,804 151,515,134 MTHFD1L 1,027 0 Partial
chr6 151,407,786 151,409,890 chr6 151,278,804 151,515,134 MTHFD1L 2,104 0 Partial
chr6 152,161,521 152,162,768 chr6 152,103,744 152,516,522 ESR1 1,247 0 Partial
chr6 154,699,738 154,702,327 chr6 154,567,730 154,770,013 IPCEF1 2,589 0 Partial
chr6 155,846,274 155,847,793 chr6 155,808,616 155,869,150 PartialX3 1,519 0 Partial
chr6 158,720,760 158,726,047 chr6 158,704,100 158,903,263 TULP4 5,287 0 Partial
chr6 160,516,767 160,518,585 chr6 160,513,273 160,550,159 SLC22A1 1,818 0 Partial
chr6 163,039,806 163,041,448 chr6 161,739,000 163,119,245 PARK2 1,642 0 Partial
chr6 163,227,565 163,228,635 chr6 163,118,574 163,706,935 PACRG 1,070 0 Partial
chr6 168,159,894 168,161,056 chr6 168,046,226 168,191,258 MLLT4 1,162 0 Partial
chr6 168,692,230 168,693,632 chr6 168,660,386 168,886,305 SMOC2 1,402 0 Partial
chr6 168,811,518 168,813,039 chr6 168,660,386 168,886,305 SMOC2 1,521 0 Partial
chr6 170,624,975 170,627,016 chr6 170,533,475 170,631,868 FAM120B 2,041 0 Partial
chr7 1,715,605 1,718,391 chr7 1,628,668 2,045,824 MAD1L1 2,786 0 Partial
chr7 2,096,636 2,099,149 chr7 2,067,878 2,127,340 SNX8 2,513 0 Partial
chr7 12,447,093 12,448,293 chr7 12,383,442 12,466,468 SCIN 1,200 0 Partial
chr7 26,129,695 26,131,026 chr7 26,104,754 26,187,177 SNX10 1,331 0 Partial
chr7 29,709,219 29,714,452 chr7 29,647,580 29,719,031 WIPF3 5,233 0 Partial
chr7 40,122,509 40,124,154 chr7 39,947,814 40,673,597 C7orf10 1,645 0 Partial
chr7 40,352,703 40,355,242 chr7 39,947,814 40,673,597 C7orf10 2,539 0 Partial
chr7 43,362,130 43,363,204 chr7 42,925,437 43,376,178 HECW1 1,074 0 Partial
chr7 44,285,452 44,289,758 chr7 44,195,204 44,303,625 NUDCD3 4,306 0 Partial
chr7 48,077,345 48,079,635 chr7 48,015,103 48,464,352 ABCA13 2,290 0 Partial
chr7 55,652,524 55,655,193 chr7 55,635,445 55,704,691 38973 2,669 0 Partial
chr7 68,602,765 68,603,950 chr7 68,508,555 69,702,126 AUTS2 1,185 0 Partial
chr7 81,689,566 81,691,473 chr7 81,224,068 81,717,682 CACNA2D1 1,907 0 Partial
chr7 81,692,644 81,693,839 chr7 81,224,068 81,717,682 CACNA2D1 1,195 0 Partial
chr7 86,876,729 86,877,961 chr7 86,777,598 86,987,215 ABCB1 1,232 0 Partial
chr7 87,009,496 87,011,629 chr7 86,902,379 87,106,263 RUNDC3B 2,133 0 Partial
chr7 87,052,410 87,065,041 chr7 86,902,379 87,106,263 RUNDC3B 12,631 0 Partial
chr7 99,600,341 99,605,625 chr7 99,578,387 99,610,102 PILRB 5,284 5 Partial
chr7 111,296,401 111,301,849 chr7 110,960,115 111,440,413 DOCK4 5,448 0 Partial
chr7 111,542,172 111,543,421 chr7 111,440,593 111,577,940 ZNF277 1,249 0 Partial
chr7 113,625,079 113,626,495 chr7 113,320,332 113,925,043 FOXP2 1,416 0 Partial
chr7 121,662,850 121,664,435 chr7 121,552,428 122,120,764 CADPS2 1,585 0 Partial
chr7 126,916,511 126,919,775 chr7 126,886,152 127,326,609 SND1 3,264 0 Partial
chr7 129,123,197 129,125,053 chr7 129,066,945 129,186,740 UBE2H 1,856 0 Partial
chr7 134,727,193 134,728,862 chr7 134,699,916 134,790,744 NUP205 1,669 0 Partial
chr7 145,433,656 145,436,896 chr7 145,251,100 147,555,734 CNTNAP2 3,240 0 Partial
chr7 157,621,932 157,626,500 chr7 156,831,225 157,879,958 PTPRN2 4,568 0 Partial
chr7 158,095,824 158,097,009 chr7 158,023,164 158,121,795 ESYT2 1,185 0 Partial
chr8 3,592,560 3,594,863 chr8 2,780,282 4,839,736 CSMD1 2,303 0 Partial
chr8 4,694,603 4,698,185 chr8 2,780,282 4,839,736 CSMD1 3,582 0 Partial
chr8 11,667,782 11,672,836 chr8 11,664,580 11,682,263 NEIL2 5,054 0 Partial
chr8 14,404,558 14,406,641 chr8 13,991,744 15,140,163 SGCZ 2,083 0 Partial
chr8 15,005,948 15,009,647 chr8 13,991,744 15,140,163 SGCZ 3,699 0 Partial



chr8 17,434,170 17,436,493 chr8 17,398,974 17,472,348 SLC7A2 2,323 0 Partial
chr8 18,676,401 18,677,720 chr8 18,429,092 18,915,476 PSD3 1,319 0 Partial
chr8 23,131,930 23,136,157 chr8 23,104,915 23,138,625 TNFRSF10A 4,227 0 Partial
chr8 24,214,634 24,218,120 chr8 24,207,524 24,268,670 ADAM28 3,486 0 Partial
chr8 27,354,387 27,355,449 chr8 27,224,915 27,372,820 PTK2B 1,062 0 Partial
chr8 38,576,854 38,577,961 chr8 38,576,849 38,577,932 RNF5P1 1,078 1 Partial
chr8 39,262,102 39,302,032 chr8 39,291,338 39,379,532 ADAM5P 10,694 7 Partial
chr8 39,925,106 39,926,355 chr8 39,911,630 39,993,067 IDO2 1,249 1 Partial
chr8 42,876,014 42,877,728 chr8 42,871,189 43,004,838 HOOK3 1,714 0 Partial
chr8 65,705,337 65,708,210 chr8 65,671,082 65,873,902 CYP7B1 2,873 0 Partial
chr8 70,868,803 70,870,031 chr8 70,747,123 70,909,853 SLCO5A1 1,228 0 Partial
chr8 71,306,262 71,308,878 chr8 71,186,820 71,478,574 NCOA2 2,616 0 Partial
chr8 97,999,415 98,000,429 chr8 97,726,674 98,224,897 PGCP 1,014 0 Partial
chr8 98,801,723 98,803,182 chr8 98,725,582 98,811,663 MTDH 1,459 0 Partial
chr8 99,079,787 99,081,997 chr8 98,950,486 99,118,120 MATN2 2,210 0 Partial
chr8 100,483,147 100,485,033 chr8 100,094,669 100,958,983 VPS13B 1,886 0 Partial
chr8 113,799,103 113,801,946 chr8 113,304,332 114,518,418 CSMD3 2,843 0 Partial
chr8 113,988,179 113,989,774 chr8 113,304,332 114,518,418 CSMD3 1,595 0 Partial
chr8 128,952,298 128,953,990 chr8 128,875,960 129,182,681 PVT1 1,692 0 Partial
chr8 132,107,270 132,108,476 chr8 131,861,728 132,122,017 ADCY8 1,206 0 Partial
chr8 141,295,131 141,296,140 chr8 140,811,767 141,537,860 TRAPPC9 1,009 0 Partial
chr9 3,418,891 3,423,257 chr9 3,214,648 3,515,983 RFX3 4,366 0 Partial
chr9 5,535,569 5,537,897 chr9 5,500,544 5,561,282 PDCD1LG2 2,328 0 Partial
chr9 9,581,366 9,583,963 chr9 8,304,246 10,602,723 PTPRD 2,597 0 Partial
chr9 33,965,853 33,968,023 chr9 33,911,690 34,038,947 UBAP2 2,170 0 Partial
chr9 34,277,791 34,279,089 chr9 34,242,377 34,319,198 KIF24 1,298 0 Partial
chr9 70,566,099 70,599,141 chr9 70,379,517 70,966,068 TRPM3 33,042 0 Partial
chr9 85,573,657 85,575,060 chr9 85,391,007 85,586,498 AGTPBP1 1,403 0 Partial
chr9 91,160,732 91,163,989 chr9 91,055,651 91,203,761 AUH 3,257 0 Partial
chr9 92,202,172 92,209,223 chr9 92,167,295 92,456,990 CENPP 7,051 0 Partial
chr9 94,103,075 94,104,571 chr9 94,101,132 94,144,846 ZNF169 1,496 0 Partial
chr9 97,256,865 97,258,320 chr9 97,253,856 97,337,958 TDRD7 1,455 0 Partial
chr9 101,473,549 101,474,920 chr9 101,411,188 101,580,417 GRIN3A 1,371 0 Partial
chr9 125,701,022 125,704,042 chr9 125,589,170 125,809,207 PBX3 3,020 0 Partial
chr9 135,747,944 135,749,287 chr9 135,741,446 135,757,331 GLT6D1 1,343 0 Partial
chr9 135,756,656 135,760,162 chr9 135,741,446 135,757,331 GLT6D1 675 2 Partial
chr9 136,001,628 136,003,127 chr9 135,926,277 136,024,950 CAMSAP1 1,499 0 Partial
chr9 136,902,535 136,915,976 chr9 136,908,455 136,913,248 LCN10 4,793 6 Complete
chr9 136,902,535 136,915,976 chr9 136,914,308 136,918,817 LCN6 1,668 4 Partial
chr9 137,499,246 137,500,104 chr9 137,477,184 137,593,551 EXD3 858 0 Partial
chr9 138,091,540 138,092,565 chr9 138,048,077 138,294,912 CACNA1B 1,025 0 Partial
chr1 1,114,361 1,115,992 - - - - - - -
chr1 4,144,599 4,145,727 - - - - - - -
chr1 5,454,205 5,455,440 - - - - - - -
chr1 5,793,429 5,799,124 - - - - - - -
chr1 6,016,065 6,016,839 - - - - - - -
chr1 7,996,045 7,997,220 - - - - - - -
chr1 10,196,870 10,198,000 - - - - - - -
chr1 12,552,092 12,553,871 - - - - - - -
chr1 14,422,407 14,423,652 - - - - - - -
chr1 17,517,004 17,519,300 - - - - - - -
chr1 18,872,153 18,873,799 - - - - - - -
chr1 19,731,994 19,733,243 - - - - - - -
chr1 28,140,240 28,142,536 - - - - - - -
chr1 28,944,556 28,945,898 - - - - - - -
chr1 29,873,716 29,875,294 - - - - - - -
chr1 29,982,499 29,987,120 - - - - - - -
chr1 30,631,890 30,634,490 - - - - - - -
chr1 31,642,276 31,651,486 - - - - - - -
chr1 34,426,321 34,428,175 - - - - - - -
chr1 39,142,849 39,148,157 - - - - - - -
chr1 40,172,309 40,173,552 - - - - - - -
chr1 46,922,422 46,924,278 - - - - - - -
chr1 50,395,929 50,397,824 - - - - - - -
chr1 50,501,639 50,504,321 - - - - - - -
chr1 52,278,148 52,289,895 - - - - - - -
chr1 54,020,772 54,023,786 - - - - - - -



chr1 55,071,488 55,072,628 - - - - - - -
chr1 56,385,550 56,387,065 - - - - - - -
chr1 63,194,166 63,196,282 - - - - - - -
chr1 63,346,904 63,352,417 - - - - - - -
chr1 66,571,423 66,572,519 - - - - - - -
chr1 67,680,322 67,681,795 - - - - - - -
chr1 75,848,453 75,851,197 - - - - - - -
chr1 78,739,555 78,752,578 - - - - - - -
chr1 88,383,452 88,386,561 - - - - - - -
chr1 89,258,598 89,275,821 - - - - - - -
chr1 90,530,351 90,532,479 - - - - - - -
chr1 91,068,731 91,071,586 - - - - - - -
chr1 93,549,679 93,551,234 - - - - - - -
chr1 95,986,408 95,987,771 - - - - - - -
chr1 98,973,480 98,974,891 - - - - - - -
chr1 101,271,131 101,272,525 - - - - - - -
chr1 101,654,407 101,656,699 - - - - - - -
chr1 101,948,131 101,949,642 - - - - - - -
chr1 104,193,932 104,203,057 - - - - - - -
chr1 105,491,902 105,498,233 - - - - - - -
chr1 106,911,454 106,914,696 - - - - - - -
chr1 116,336,123 116,337,336 - - - - - - -
chr1 116,579,311 116,580,705 - - - - - - -
chr1 117,083,902 117,086,168 - - - - - - -
chr1 119,539,504 119,541,885 - - - - - - -
chr1 119,842,126 119,845,696 - - - - - - -
chr1 147,367,953 147,369,922 - - - - - - -
chr1 148,292,147 148,293,414 - - - - - - -
chr1 149,341,440 149,342,903 - - - - - - -
chr1 149,858,386 149,859,014 - - - - - - -
chr1 150,302,527 150,305,846 - - - - - - -
chr1 154,609,119 154,611,919 - - - - - - -
chr1 158,416,054 158,417,615 - - - - - - -
chr1 161,252,402 161,255,137 - - - - - - -
chr1 161,691,510 161,692,971 - - - - - - -
chr1 163,516,757 163,518,790 - - - - - - -
chr1 169,819,931 169,821,789 - - - - - - -
chr1 169,974,354 169,975,467 - - - - - - -
chr1 177,263,364 177,267,105 - - - - - - -
chr1 178,826,514 178,827,558 - - - - - - -
chr1 181,331,402 181,333,231 - - - - - - -
chr1 181,469,704 181,471,275 - - - - - - -
chr1 184,331,889 184,333,375 - - - - - - -
chr1 186,680,186 186,688,590 - - - - - - -
chr1 188,755,520 188,756,663 - - - - - - -
chr1 190,782,840 190,783,956 - - - - - - -
chr1 191,959,658 191,961,787 - - - - - - -
chr1 192,295,607 192,299,116 - - - - - - -
chr1 192,852,637 192,881,502 - - - - - - -
chr1 196,231,355 196,232,762 - - - - - - -
chr1 200,275,652 200,276,766 - - - - - - -
chr1 213,885,165 213,886,175 - - - - - - -
chr1 215,867,524 215,870,170 - - - - - - -
chr1 218,356,605 218,365,277 - - - - - - -
chr1 218,921,336 218,924,962 - - - - - - -
chr1 219,698,603 219,700,595 - - - - - - -
chr1 222,816,046 222,820,642 - - - - - - -
chr1 228,633,216 228,636,587 - - - - - - -
chr1 231,268,591 231,269,953 - - - - - - -
chr1 235,647,553 235,648,774 - - - - - - -
chr1 238,428,680 238,433,286 - - - - - - -
chr1 241,419,288 241,420,671 - - - - - - -
chr1 243,977,433 243,978,410 - - - - - - -
chr1 243,982,547 243,984,294 - - - - - - -
chr1 245,306,747 245,307,799 - - - - - - -
chr10 987,672 989,619 - - - - - - -
chr10 3,553,045 3,555,441 - - - - - - -



chr10 3,886,737 3,887,729 - - - - - - -
chr10 4,286,668 4,288,793 - - - - - - -
chr10 6,816,225 6,817,591 - - - - - - -
chr10 10,336,807 10,340,434 - - - - - - -
chr10 11,447,589 11,448,617 - - - - - - -
chr10 11,738,691 11,742,980 - - - - - - -
chr10 15,821,525 15,823,256 - - - - - - -
chr10 16,366,854 16,369,116 - - - - - - -
chr10 23,821,506 23,824,396 - - - - - - -
chr10 23,911,840 23,913,040 - - - - - - -
chr10 23,948,591 23,950,119 - - - - - - -
chr10 25,101,503 25,103,174 - - - - - - -
chr10 26,115,656 26,119,125 - - - - - - -
chr10 26,150,553 26,151,785 - - - - - - -
chr10 36,850,624 36,853,403 - - - - - - -
chr10 37,075,280 37,077,135 - - - - - - -
chr10 37,262,410 37,289,594 - - - - - - -
chr10 37,590,087 37,606,248 - - - - - - -
chr10 37,906,876 37,916,889 - - - - - - -
chr10 38,070,935 38,080,962 - - - - - - -
chr10 43,196,636 43,197,767 - - - - - - -
chr10 44,880,245 44,881,433 - - - - - - -
chr10 44,894,880 44,896,023 - - - - - - -
chr10 49,179,740 49,181,558 - - - - - - -
chr10 51,183,817 51,184,833 - - - - - - -
chr10 54,294,931 54,295,803 - - - - - - -
chr10 58,167,709 58,195,434 - - - - - - -
chr10 58,429,637 58,430,768 - - - - - - -
chr10 59,248,278 59,250,140 - - - - - - -
chr10 60,275,408 60,280,996 - - - - - - -
chr10 60,415,773 60,417,226 - - - - - - -
chr10 69,211,909 69,213,860 - - - - - - -
chr10 70,507,014 70,509,673 - - - - - - -
chr10 72,238,578 72,239,698 - - - - - - -
chr10 72,394,144 72,395,204 - - - - - - -
chr10 79,513,109 79,516,149 - - - - - - -
chr10 81,773,173 81,789,128 - - - - - - -
chr10 82,406,466 82,407,970 - - - - - - -
chr10 83,279,971 83,281,815 - - - - - - -
chr10 84,966,789 84,967,877 - - - - - - -
chr10 85,330,773 85,347,181 - - - - - - -
chr10 91,892,557 91,893,685 - - - - - - -
chr10 92,906,208 92,907,499 - - - - - - -
chr10 93,622,057 93,625,483 - - - - - - -
chr10 96,376,604 96,378,928 - - - - - - -
chr10 96,934,288 96,936,060 - - - - - - -
chr10 99,471,789 99,472,744 - - - - - - -
chr10 109,738,647 109,744,732 - - - - - - -
chr10 110,983,874 110,986,797 - - - - - - -
chr10 113,946,996 113,948,010 - - - - - - -
chr10 118,318,959 118,320,780 - - - - - - -
chr10 118,616,078 118,619,992 - - - - - - -
chr10 120,032,824 120,035,582 - - - - - - -
chr10 120,935,577 120,936,968 - - - - - - -
chr10 121,730,023 121,731,485 - - - - - - -
chr10 123,402,579 123,404,528 - - - - - - -
chr10 124,486,775 124,491,721 - - - - - - -
chr10 128,339,968 128,343,297 - - - - - - -
chr10 129,442,566 129,445,271 - - - - - - -
chr10 132,368,399 132,371,425 - - - - - - -
chr10 134,857,881 134,858,923 - - - - - - -
chr11 311,370 312,620 - - - - - - -
chr11 725,002 726,499 - - - - - - -
chr11 1,150,190 1,150,756 - - - - - - -
chr11 3,051,694 3,062,727 - - - - - - -
chr11 4,118,359 4,125,004 - - - - - - -
chr11 4,175,023 4,176,933 - - - - - - -



chr11 5,428,206 5,429,266 - - - - - - -
chr11 6,812,319 6,815,804 - - - - - - -
chr11 7,170,853 7,172,211 - - - - - - -
chr11 9,254,109 9,258,339 - - - - - - -
chr11 9,310,079 9,316,877 - - - - - - -
chr11 13,580,972 13,588,556 - - - - - - -
chr11 13,718,602 13,720,087 - - - - - - -
chr11 15,679,908 15,681,154 - - - - - - -
chr11 19,081,296 19,084,586 - - - - - - -
chr11 22,058,196 22,060,470 - - - - - - -
chr11 28,509,385 28,512,463 - - - - - - -
chr11 29,111,462 29,114,737 - - - - - - -
chr11 30,083,050 30,084,675 - - - - - - -
chr11 39,165,420 39,172,199 - - - - - - -
chr11 39,252,143 39,254,111 - - - - - - -
chr11 40,763,442 40,765,596 - - - - - - -
chr11 41,248,601 41,249,602 - - - - - - -
chr11 41,495,366 41,499,224 - - - - - - -
chr11 42,926,013 42,927,069 - - - - - - -
chr11 56,529,979 56,531,911 - - - - - - -
chr11 67,084,079 67,087,576 - - - - - - -
chr11 67,112,702 67,118,207 - - - - - - -
chr11 69,129,081 69,130,786 - - - - - - -
chr11 69,914,079 69,920,184 - - - - - - -
chr11 75,153,502 75,154,516 - - - - - - -
chr11 80,223,583 80,225,716 - - - - - - -
chr11 80,600,987 80,605,312 - - - - - - -
chr11 90,756,653 90,758,592 - - - - - - -
chr11 93,741,210 93,743,366 - - - - - - -
chr11 94,785,395 94,786,589 - - - - - - -
chr11 102,368,820 102,371,140 - - - - - - -
chr11 104,914,041 104,919,721 - - - - - - -
chr11 105,584,677 105,588,040 - - - - - - -
chr11 114,997,055 114,998,337 - - - - - - -
chr11 115,477,099 115,479,073 - - - - - - -
chr11 117,657,698 117,660,190 - - - - - - -
chr11 118,805,513 118,807,932 - - - - - - -
chr11 118,986,470 118,987,489 - - - - - - -
chr11 119,459,206 119,461,666 - - - - - - -
chr11 120,612,467 120,616,142 - - - - - - -
chr11 120,736,143 120,739,325 - - - - - - -
chr11 121,964,872 121,967,098 - - - - - - -
chr11 123,696,988 123,700,988 - - - - - - -
chr11 127,303,045 127,306,054 - - - - - - -
chr11 128,247,235 128,249,559 - - - - - - -
chr11 129,235,576 129,236,795 - - - - - - -
chr11 129,725,323 129,727,451 - - - - - - -
chr11 133,865,912 133,866,928 - - - - - - -
chr11 134,004,110 134,006,644 - - - - - - -
chr11 134,031,028 134,033,988 - - - - - - -
chr11 134,170,275 134,171,827 - - - - - - -
chr11 134,186,064 134,190,175 - - - - - - -
chr11 134,209,476 134,211,998 - - - - - - -
chr11 134,301,609 134,302,714 - - - - - - -
chr12 3,303,974 3,305,634 - - - - - - -
chr12 6,856,257 6,859,286 - - - - - - -
chr12 9,993,597 9,995,586 - - - - - - -
chr12 12,071,054 12,072,744 - - - - - - -
chr12 20,051,919 20,054,236 - - - - - - -
chr12 24,650,773 24,652,407 - - - - - - -
chr12 25,852,811 25,854,955 - - - - - - -
chr12 26,375,500 26,376,624 - - - - - - -
chr12 29,248,955 29,250,138 - - - - - - -
chr12 31,657,375 31,660,818 - - - - - - -
chr12 31,824,458 31,826,360 - - - - - - -
chr12 33,127,494 33,128,769 - - - - - - -
chr12 33,855,709 33,858,524 - - - - - - -



chr12 37,762,833 37,765,780 - - - - - - -
chr12 39,086,143 39,088,347 - - - - - - -
chr12 39,284,123 39,286,822 - - - - - - -
chr12 46,892,716 46,895,656 - - - - - - -
chr12 47,942,200 47,944,117 - - - - - - -
chr12 48,298,126 48,301,285 - - - - - - -
chr12 52,113,998 52,116,126 - - - - - - -
chr12 56,077,973 56,079,503 - - - - - - -
chr12 61,139,356 61,145,112 - - - - - - -
chr12 63,560,848 63,563,043 - - - - - - -
chr12 65,619,429 65,620,259 - - - - - - -
chr12 66,245,727 66,247,168 - - - - - - -
chr12 68,104,144 68,106,203 - - - - - - -
chr12 68,305,612 68,310,042 - - - - - - -
chr12 71,880,682 71,884,183 - - - - - - -
chr12 73,499,546 73,501,528 - - - - - - -
chr12 75,226,606 75,229,709 - - - - - - -
chr12 79,896,315 79,897,351 - - - - - - -
chr12 83,113,695 83,115,675 - - - - - - -
chr12 87,760,775 87,761,790 - - - - - - -
chr12 87,776,896 87,778,567 - - - - - - -
chr12 88,645,112 88,646,757 - - - - - - -
chr12 88,680,640 88,685,516 - - - - - - -
chr12 91,516,844 91,518,606 - - - - - - -
chr12 92,992,312 92,995,103 - - - - - - -
chr12 96,766,272 96,768,306 - - - - - - -
chr12 100,138,096 100,142,796 - - - - - - -
chr12 100,400,081 100,403,218 - - - - - - -
chr12 102,043,693 102,047,306 - - - - - - -
chr12 103,315,655 103,317,656 - - - - - - -
chr12 104,893,893 104,901,342 - - - - - - -
chr12 105,461,505 105,466,337 - - - - - - -
chr12 108,169,537 108,173,274 - - - - - - -
chr12 111,822,743 111,831,530 - - - - - - -
chr12 111,920,999 111,922,026 - - - - - - -
chr12 112,879,040 112,880,596 - - - - - - -
chr12 121,782,074 121,783,653 - - - - - - -
chr12 126,540,534 126,542,481 - - - - - - -
chr12 128,020,478 128,025,137 - - - - - - -
chr12 131,567,868 131,571,958 - - - - - - -
chr13 22,462,626 22,465,244 - - - - - - -
chr13 22,992,836 22,994,321 - - - - - - -
chr13 30,834,042 30,843,077 - - - - - - -
chr13 33,003,649 33,004,876 - - - - - - -
chr13 34,298,038 34,302,477 - - - - - - -
chr13 36,024,111 36,027,231 - - - - - - -
chr13 37,954,127 37,958,891 - - - - - - -
chr13 38,418,673 38,423,782 - - - - - - -
chr13 38,783,242 38,784,206 - - - - - - -
chr13 40,566,233 40,567,774 - - - - - - -
chr13 42,089,968 42,093,506 - - - - - - -
chr13 44,909,807 44,910,608 - - - - - - -
chr13 56,060,107 56,062,087 - - - - - - -
chr13 60,876,801 60,878,369 - - - - - - -
chr13 61,878,349 61,881,046 - - - - - - -
chr13 61,949,583 61,955,565 - - - - - - -
chr13 63,690,872 63,698,434 - - - - - - -
chr13 64,825,913 64,843,590 - - - - - - -
chr13 67,860,580 67,864,107 - - - - - - -
chr13 67,991,998 67,994,821 - - - - - - -
chr13 70,085,706 70,088,202 - - - - - - -
chr13 72,169,404 72,173,074 - - - - - - -
chr13 76,064,500 76,065,894 - - - - - - -
chr13 79,265,715 79,266,939 - - - - - - -
chr13 80,631,176 80,632,593 - - - - - - -
chr13 80,666,780 80,675,789 - - - - - - -
chr13 80,725,193 80,726,653 - - - - - - -



chr13 80,746,061 80,753,608 - - - - - - -
chr13 81,138,493 81,143,351 - - - - - - -
chr13 85,744,836 85,746,751 - - - - - - -
chr13 86,654,260 86,663,270 - - - - - - -
chr13 88,063,676 88,065,585 - - - - - - -
chr13 88,195,772 88,204,931 - - - - - - -
chr13 88,622,584 88,628,445 - - - - - - -
chr13 88,701,538 88,702,965 - - - - - - -
chr13 89,108,532 89,109,800 - - - - - - -
chr13 89,229,513 89,234,797 - - - - - - -
chr13 89,801,553 89,802,718 - - - - - - -
chr13 98,081,764 98,083,244 - - - - - - -
chr13 98,565,877 98,567,179 - - - - - - -
chr13 104,405,677 104,406,796 - - - - - - -
chr13 108,663,575 108,669,565 - - - - - - -
chr13 114,010,698 114,012,307 - - - - - - -
chr14 19,632,224 19,633,229 - - - - - - -
chr14 20,694,098 20,695,464 - - - - - - -
chr14 21,121,323 21,129,769 - - - - - - -
chr14 25,894,433 25,895,706 - - - - - - -
chr14 27,838,536 27,840,105 - - - - - - -
chr14 29,089,249 29,093,458 - - - - - - -
chr14 31,497,574 31,500,369 - - - - - - -
chr14 37,773,805 37,775,963 - - - - - - -
chr14 39,066,941 39,092,947 - - - - - - -
chr14 39,303,334 39,305,019 - - - - - - -
chr14 39,752,319 39,759,422 - - - - - - -
chr14 40,235,210 40,242,659 - - - - - - -
chr14 40,871,433 40,873,270 - - - - - - -
chr14 42,396,652 42,399,689 - - - - - - -
chr14 44,202,106 44,205,689 - - - - - - -
chr14 45,393,677 45,395,478 - - - - - - -
chr14 46,065,126 46,075,052 - - - - - - -
chr14 48,060,361 48,065,775 - - - - - - -
chr14 49,000,227 49,002,640 - - - - - - -
chr14 55,226,480 55,228,168 - - - - - - -
chr14 56,575,372 56,578,257 - - - - - - -
chr14 57,928,425 57,931,413 - - - - - - -
chr14 59,915,632 59,937,154 - - - - - - -
chr14 63,275,559 63,277,399 - - - - - - -
chr14 69,752,937 69,758,632 - - - - - - -
chr14 74,854,331 74,855,667 - - - - - - -
chr14 76,227,671 76,229,257 - - - - - - -
chr14 81,953,950 81,957,234 - - - - - - -
chr14 83,709,020 83,714,964 - - - - - - -
chr14 83,724,879 83,730,523 - - - - - - -
chr14 84,316,360 84,317,916 - - - - - - -
chr14 84,353,433 84,358,074 - - - - - - -
chr14 84,970,330 84,971,628 - - - - - - -
chr14 85,560,190 85,564,484 - - - - - - -
chr14 94,418,953 94,419,990 - - - - - - -
chr14 94,548,500 94,550,403 - - - - - - -
chr14 95,902,952 95,904,693 - - - - - - -
chr14 97,458,315 97,460,238 - - - - - - -
chr14 97,788,392 97,790,805 - - - - - - -
chr14 100,781,435 100,782,755 - - - - - - -
chr14 103,161,559 103,162,813 - - - - - - -
chr14 105,831,873 105,854,989 - - - - - - -
chr14 105,961,574 105,967,931 - - - - - - -
chr14 106,232,454 106,234,907 - - - - - - -
chr15 22,552,613 22,556,049 - - - - - - -
chr15 34,182,885 34,185,374 - - - - - - -
chr15 37,029,468 37,031,391 - - - - - - -
chr15 51,914,432 51,915,878 - - - - - - -
chr15 57,463,800 57,467,208 - - - - - - -
chr15 60,366,240 60,368,288 - - - - - - -
chr15 71,898,320 71,900,338 - - - - - - -



chr15 75,917,097 75,919,742 - - - - - - -
chr15 77,683,327 77,686,889 - - - - - - -
chr15 79,517,870 79,519,734 - - - - - - -
chr15 83,312,593 83,317,798 - - - - - - -
chr15 83,625,042 83,631,150 - - - - - - -
chr15 83,661,518 83,662,956 - - - - - - -
chr15 85,380,543 85,381,863 - - - - - - -
chr15 87,383,271 87,384,787 - - - - - - -
chr15 89,395,917 89,396,921 - - - - - - -
chr15 90,877,028 90,877,994 - - - - - - -
chr15 91,748,818 91,755,127 - - - - - - -
chr15 92,034,339 92,035,978 - - - - - - -
chr15 93,359,628 93,361,216 - - - - - - -
chr15 93,447,547 93,450,803 - - - - - - -
chr15 97,837,006 97,838,718 - - - - - - -
chr16 4,107,640 4,112,664 - - - - - - -
chr16 5,218,468 5,221,642 - - - - - - -
chr16 8,203,253 8,206,608 - - - - - - -
chr16 8,340,789 8,343,423 - - - - - - -
chr16 8,414,655 8,426,861 - - - - - - -
chr16 8,543,829 8,545,058 - - - - - - -
chr16 8,657,630 8,659,535 - - - - - - -
chr16 8,886,197 8,888,187 - - - - - - -
chr16 12,856,673 12,859,197 - - - - - - -
chr16 16,892,370 16,893,301 - - - - - - -
chr16 20,532,344 20,533,328 - - - - - - -
chr16 25,320,015 25,322,152 - - - - - - -
chr16 26,166,363 26,167,564 - - - - - - -
chr16 26,977,452 26,982,751 - - - - - - -
chr16 29,683,084 29,685,773 - - - - - - -
chr16 47,220,471 47,221,599 - - - - - - -
chr16 48,988,216 48,989,333 - - - - - - -
chr16 49,475,076 49,476,105 - - - - - - -
chr16 52,006,936 52,008,606 - - - - - - -
chr16 57,950,864 57,958,870 - - - - - - -
chr16 59,016,349 59,017,895 - - - - - - -
chr16 62,370,699 62,371,825 - - - - - - -
chr16 72,842,763 72,843,902 - - - - - - -
chr16 72,850,846 72,854,237 - - - - - - -
chr16 75,321,646 75,322,746 - - - - - - -
chr16 78,388,724 78,391,431 - - - - - - -
chr16 78,802,033 78,803,709 - - - - - - -
chr16 80,695,483 80,698,572 - - - - - - -
chr16 80,866,715 80,867,746 - - - - - - -
chr16 81,045,505 81,046,901 - - - - - - -
chr16 85,618,839 85,620,305 - - - - - - -
chr16 86,868,724 86,870,764 - - - - - - -
chr16 86,904,818 86,906,135 - - - - - - -
chr16 87,230,343 87,232,148 - - - - - - -
chr16 87,677,263 87,678,349 - - - - - - -
chr17 276,669 278,480 - - - - - - -
chr17 3,129,609 3,132,489 - - - - - - -
chr17 5,476,500 5,480,555 - - - - - - -
chr17 5,779,863 5,782,003 - - - - - - -
chr17 10,833,670 10,836,047 - - - - - - -
chr17 12,059,264 12,060,470 - - - - - - -
chr17 17,292,487 17,293,669 - - - - - - -
chr17 19,368,630 19,371,013 - - - - - - -
chr17 20,793,143 20,794,200 - - - - - - -
chr17 30,213,118 30,215,453 - - - - - - -
chr17 32,284,322 32,285,558 - - - - - - -
chr17 35,582,357 35,584,273 - - - - - - -
chr17 36,960,433 36,963,786 - - - - - - -
chr17 38,858,699 38,860,044 - - - - - - -
chr17 41,156,738 41,159,988 - - - - - - -
chr17 48,657,226 48,662,300 - - - - - - -
chr17 49,096,424 49,098,993 - - - - - - -



chr17 53,134,114 53,135,146 - - - - - - -
chr17 66,505,387 66,508,021 - - - - - - -
chr17 71,631,149 71,633,005 - - - - - - -
chr17 73,138,719 73,139,835 - - - - - - -
chr17 73,751,835 73,752,972 - - - - - - -
chr18 842,151 844,524 - - - - - - -
chr18 2,181,524 2,182,635 - - - - - - -
chr18 2,358,913 2,361,257 - - - - - - -
chr18 4,549,715 4,554,600 - - - - - - -
chr18 8,700,455 8,701,844 - - - - - - -
chr18 11,411,449 11,413,924 - - - - - - -
chr18 13,130,443 13,134,129 - - - - - - -
chr18 18,307,158 18,308,753 - - - - - - -
chr18 19,107,959 19,110,330 - - - - - - -
chr18 23,275,518 23,278,856 - - - - - - -
chr18 25,435,341 25,440,053 - - - - - - -
chr18 26,168,980 26,170,769 - - - - - - -
chr18 26,502,909 26,505,268 - - - - - - -
chr18 26,706,669 26,708,440 - - - - - - -
chr18 28,365,764 28,371,341 - - - - - - -
chr18 31,479,835 31,484,671 - - - - - - -
chr18 32,616,270 32,619,425 - - - - - - -
chr18 38,017,161 38,018,805 - - - - - - -
chr18 39,522,715 39,526,101 - - - - - - -
chr18 39,859,985 39,860,991 - - - - - - -
chr18 41,052,767 41,054,228 - - - - - - -
chr18 43,173,730 43,175,559 - - - - - - -
chr18 49,905,244 49,907,696 - - - - - - -
chr18 50,500,137 50,501,140 - - - - - - -
chr18 50,610,706 50,614,561 - - - - - - -
chr18 52,991,169 52,993,481 - - - - - - -
chr18 53,613,875 53,615,055 - - - - - - -
chr18 56,313,204 56,314,331 - - - - - - -
chr18 60,848,211 60,850,282 - - - - - - -
chr18 61,755,511 61,758,250 - - - - - - -
chr18 61,885,900 61,890,051 - - - - - - -
chr18 62,808,255 62,810,958 - - - - - - -
chr18 63,136,889 63,138,387 - - - - - - -
chr18 63,973,061 63,979,861 - - - - - - -
chr18 66,289,870 66,292,656 - - - - - - -
chr18 69,482,109 69,488,278 - - - - - - -
chr18 71,160,006 71,160,739 - - - - - - -
chr18 72,466,033 72,467,047 - - - - - - -
chr18 72,630,249 72,631,325 - - - - - - -
chr18 73,711,744 73,715,592 - - - - - - -
chr18 74,298,113 74,299,382 - - - - - - -
chr18 74,373,765 74,375,873 - - - - - - -
chr18 74,507,207 74,512,461 - - - - - - -
chr18 74,694,417 74,695,656 - - - - - - -
chr18 74,879,159 74,897,763 - - - - - - -
chr19 311,019 311,674 - - - - - - -
chr19 815,522 818,496 - - - - - - -
chr19 2,870,826 2,871,868 - - - - - - -
chr19 3,291,914 3,293,884 - - - - - - -
chr19 10,453,325 10,457,472 - - - - - - -
chr19 14,321,007 14,323,027 - - - - - - -
chr19 15,003,588 15,006,635 - - - - - - -
chr19 15,012,377 15,013,765 - - - - - - -
chr19 17,837,067 17,838,669 - - - - - - -
chr19 22,855,809 22,886,397 - - - - - - -
chr19 33,567,418 33,569,826 - - - - - - -
chr19 33,848,537 33,849,547 - - - - - - -
chr19 33,849,729 33,851,716 - - - - - - -
chr19 34,030,421 34,031,530 - - - - - - -
chr19 34,091,447 34,094,356 - - - - - - -
chr19 40,051,684 40,054,165 - - - - - - -
chr19 43,476,219 43,477,748 - - - - - - -



chr19 45,140,376 45,141,498 - - - - - - -
chr19 47,143,128 47,144,867 - - - - - - -
chr19 47,651,443 47,655,680 - - - - - - -
chr19 51,611,735 51,613,512 - - - - - - -
chr19 53,223,126 53,224,654 - - - - - - -
chr19 54,411,507 54,416,613 - - - - - - -
chr19 54,919,731 54,921,459 - - - - - - -
chr19 56,637,664 56,641,024 - - - - - - -
chr19 58,409,240 58,410,546 - - - - - - -
chr19 58,422,303 58,425,803 - - - - - - -
chr19 61,699,115 61,703,149 - - - - - - -
chr19 62,217,490 62,219,075 - - - - - - -
chr2 187,395 188,565 - - - - - - -
chr2 285,745 287,695 - - - - - - -
chr2 288,130 290,807 - - - - - - -
chr2 873,147 887,074 - - - - - - -
chr2 5,224,778 5,225,708 - - - - - - -
chr2 6,214,011 6,215,880 - - - - - - -
chr2 6,557,487 6,559,202 - - - - - - -
chr2 6,875,886 6,879,302 - - - - - - -
chr2 12,602,549 12,604,807 - - - - - - -
chr2 20,650,437 20,653,969 - - - - - - -
chr2 23,316,648 23,319,900 - - - - - - -
chr2 25,835,769 25,847,012 - - - - - - -
chr2 28,866,601 28,869,121 - - - - - - -
chr2 30,177,900 30,179,056 - - - - - - -
chr2 31,840,696 31,843,014 - - - - - - -
chr2 33,941,102 33,943,642 - - - - - - -
chr2 41,026,000 41,034,550 - - - - - - -
chr2 47,815,869 47,829,466 - - - - - - -
chr2 48,303,150 48,304,136 - - - - - - -
chr2 48,380,908 48,386,073 - - - - - - -
chr2 54,517,064 54,518,441 - - - - - - -
chr2 56,568,082 56,571,484 - - - - - - -
chr2 60,803,620 60,807,890 - - - - - - -
chr2 62,592,650 62,594,477 - - - - - - -
chr2 66,110,657 66,114,127 - - - - - - -
chr2 67,203,086 67,204,249 - - - - - - -
chr2 67,759,283 67,760,953 - - - - - - -
chr2 73,519,262 73,520,847 - - - - - - -
chr2 74,129,762 74,131,330 - - - - - - -
chr2 74,955,408 74,956,582 - - - - - - -
chr2 75,465,249 75,467,100 - - - - - - -
chr2 79,060,381 79,062,277 - - - - - - -
chr2 79,272,504 79,273,825 - - - - - - -
chr2 81,818,313 81,822,581 - - - - - - -
chr2 82,143,247 82,145,995 - - - - - - -
chr2 82,146,396 82,156,602 - - - - - - -
chr2 82,903,358 82,926,443 - - - - - - -
chr2 85,588,399 85,590,937 - - - - - - -
chr2 89,806,694 89,807,943 - - - - - - -
chr2 100,599,583 100,601,145 - - - - - - -
chr2 106,049,175 106,051,655 - - - - - - -
chr2 106,810,297 106,811,434 - - - - - - -
chr2 114,245,377 114,259,215 - - - - - - -
chr2 114,354,383 114,360,297 - - - - - - -
chr2 114,518,548 114,520,000 - - - - - - -
chr2 114,602,905 114,604,160 - - - - - - -
chr2 114,896,906 114,898,635 - - - - - - -
chr2 118,143,210 118,145,168 - - - - - - -
chr2 118,550,227 118,552,030 - - - - - - -
chr2 119,678,626 119,681,108 - - - - - - -
chr2 122,999,842 123,000,984 - - - - - - -
chr2 123,268,306 123,269,892 - - - - - - -
chr2 123,516,076 123,521,997 - - - - - - -
chr2 123,663,119 123,664,342 - - - - - - -
chr2 123,942,151 123,974,393 - - - - - - -



chr2 126,444,245 126,445,667 - - - - - - -
chr2 126,471,383 126,485,580 - - - - - - -
chr2 130,087,177 130,089,913 - - - - - - -
chr2 130,264,289 130,265,484 - - - - - - -
chr2 132,017,963 132,024,365 - - - - - - -
chr2 134,589,803 134,598,267 - - - - - - -
chr2 136,469,321 136,481,319 - - - - - - -
chr2 136,778,953 136,779,847 - - - - - - -
chr2 137,160,786 137,163,304 - - - - - - -
chr2 140,324,016 140,327,817 - - - - - - -
chr2 143,069,922 143,071,353 - - - - - - -
chr2 147,286,497 147,291,326 - - - - - - -
chr2 147,647,262 147,648,475 - - - - - - -
chr2 152,024,739 152,025,860 - - - - - - -
chr2 171,379,217 171,380,989 - - - - - - -
chr2 172,893,664 172,895,751 - - - - - - -
chr2 175,213,375 175,214,551 - - - - - - -
chr2 175,403,511 175,406,902 - - - - - - -
chr2 179,685,749 179,692,984 - - - - - - -
chr2 179,995,967 180,000,619 - - - - - - -
chr2 181,270,633 181,271,611 - - - - - - -
chr2 181,925,251 181,926,802 - - - - - - -
chr2 185,868,525 185,870,084 - - - - - - -
chr2 188,594,547 188,596,318 - - - - - - -
chr2 191,477,392 191,479,214 - - - - - - -
chr2 193,811,839 193,815,540 - - - - - - -
chr2 194,009,278 194,012,151 - - - - - - -
chr2 194,426,776 194,430,266 - - - - - - -
chr2 195,392,275 195,396,951 - - - - - - -
chr2 196,165,052 196,166,465 - - - - - - -
chr2 199,363,405 199,366,141 - - - - - - -
chr2 199,654,239 199,656,110 - - - - - - -
chr2 204,376,880 204,378,568 - - - - - - -
chr2 207,748,201 207,753,228 - - - - - - -
chr2 208,719,210 208,721,027 - - - - - - -
chr2 215,847,550 215,848,443 - - - - - - -
chr2 217,810,497 217,813,215 - - - - - - -
chr2 220,014,989 220,016,678 - - - - - - -
chr2 220,562,741 220,565,556 - - - - - - -
chr2 222,372,374 222,375,420 - - - - - - -
chr2 222,873,956 222,880,072 - - - - - - -
chr2 223,249,213 223,251,458 - - - - - - -
chr2 225,022,238 225,024,681 - - - - - - -
chr2 228,460,538 228,462,445 - - - - - - -
chr2 229,323,736 229,326,015 - - - - - - -
chr2 234,289,987 234,294,008 - - - - - - -
chr2 235,099,404 235,101,300 - - - - - - -
chr2 235,965,433 235,969,396 - - - - - - -
chr2 240,222,175 240,223,525 - - - - - - -
chr2 240,575,679 240,576,971 - - - - - - -
chr2 240,817,031 240,818,449 - - - - - - -
chr20 1,002,587 1,006,870 - - - - - - -
chr20 1,592,788 1,598,561 - - - - - - -
chr20 5,925,596 5,928,336 - - - - - - -
chr20 6,178,378 6,179,522 - - - - - - -
chr20 12,761,249 12,762,850 - - - - - - -
chr20 17,131,408 17,135,869 - - - - - - -
chr20 19,932,410 19,933,913 - - - - - - -
chr20 21,225,467 21,226,494 - - - - - - -
chr20 21,778,745 21,780,950 - - - - - - -
chr20 21,974,724 21,976,280 - - - - - - -
chr20 23,190,045 23,192,117 - - - - - - -
chr20 24,239,684 24,242,685 - - - - - - -
chr20 31,375,794 31,379,027 - - - - - - -
chr20 42,289,941 42,291,177 - - - - - - -
chr20 44,758,405 44,759,481 - - - - - - -
chr20 44,899,651 44,901,175 - - - - - - -



chr20 53,198,023 53,200,794 - - - - - - -
chr20 53,291,810 53,298,458 - - - - - - -
chr20 54,626,437 54,628,249 - - - - - - -
chr20 58,417,675 58,419,012 - - - - - - -
chr20 61,440,205 61,442,516 - - - - - - -
chr21 15,606,904 15,608,848 - - - - - - -
chr21 15,877,508 15,878,829 - - - - - - -
chr21 20,083,332 20,084,499 - - - - - - -
chr21 22,821,617 22,830,038 - - - - - - -
chr21 23,635,168 23,641,126 - - - - - - -
chr21 23,659,206 23,666,144 - - - - - - -
chr21 25,200,045 25,201,440 - - - - - - -
chr21 26,097,110 26,107,149 - - - - - - -
chr21 27,289,735 27,291,367 - - - - - - -
chr21 28,370,508 28,371,661 - - - - - - -
chr21 29,029,744 29,031,215 - - - - - - -
chr21 30,551,151 30,552,876 - - - - - - -
chr21 30,565,870 30,570,012 - - - - - - -
chr21 31,397,459 31,400,658 - - - - - - -
chr21 32,084,452 32,087,123 - - - - - - -
chr21 36,427,919 36,428,953 - - - - - - -
chr21 39,385,669 39,386,736 - - - - - - -
chr21 41,859,279 41,867,206 - - - - - - -
chr21 42,925,756 42,927,946 - - - - - - -
chr21 43,383,661 43,385,783 - - - - - - -
chr21 43,949,936 43,951,748 - - - - - - -
chr21 44,714,535 44,718,219 - - - - - - -
chr21 45,877,518 45,878,482 - - - - - - -
chr22 15,769,733 15,776,946 - - - - - - -
chr22 20,561,779 20,564,880 - - - - - - -
chr22 36,086,862 36,087,971 - - - - - - -
chr22 42,122,380 42,124,057 - - - - - - -
chr22 46,389,665 46,391,414 - - - - - - -
chr22 46,968,218 46,969,610 - - - - - - -
chr3 4,181,669 4,186,870 - - - - - - -
chr3 10,173,422 10,180,528 - - - - - - -
chr3 11,923,477 11,924,832 - - - - - - -
chr3 12,877,117 12,878,991 - - - - - - -
chr3 18,108,682 18,110,078 - - - - - - -
chr3 20,031,692 20,038,085 - - - - - - -
chr3 20,871,060 20,872,780 - - - - - - -
chr3 24,521,454 24,522,771 - - - - - - -
chr3 27,598,669 27,600,261 - - - - - - -
chr3 27,873,198 27,877,595 - - - - - - -
chr3 28,787,926 28,791,342 - - - - - - -
chr3 32,800,685 32,805,503 - - - - - - -
chr3 34,800,316 34,803,325 - - - - - - -
chr3 35,238,825 35,240,523 - - - - - - -
chr3 35,954,922 35,956,153 - - - - - - -
chr3 39,307,561 39,314,018 - - - - - - -
chr3 45,351,711 45,353,737 - - - - - - -
chr3 46,151,095 46,164,162 - - - - - - -
chr3 49,276,733 49,278,993 - - - - - - -
chr3 61,448,770 61,449,746 - - - - - - -
chr3 66,783,466 66,784,748 - - - - - - -
chr3 69,546,909 69,551,986 - - - - - - -
chr3 72,357,904 72,360,371 - - - - - - -
chr3 72,862,601 72,863,708 - - - - - - -
chr3 76,932,616 76,935,785 - - - - - - -
chr3 78,173,962 78,175,163 - - - - - - -
chr3 78,212,730 78,217,505 - - - - - - -
chr3 79,979,577 79,983,112 - - - - - - -
chr3 80,036,072 80,037,908 - - - - - - -
chr3 82,723,082 82,725,936 - - - - - - -
chr3 86,873,109 86,874,531 - - - - - - -
chr3 90,078,323 90,079,517 - - - - - - -
chr3 110,563,422 110,569,271 - - - - - - -



chr3 112,621,935 112,624,739 - - - - - - -
chr3 117,845,753 117,848,274 - - - - - - -
chr3 121,363,352 121,365,425 - - - - - - -
chr3 124,255,931 124,261,974 - - - - - - -
chr3 128,669,765 128,670,794 - - - - - - -
chr3 129,351,808 129,353,874 - - - - - - -
chr3 138,681,953 138,686,703 - - - - - - -
chr3 140,389,425 140,391,744 - - - - - - -
chr3 145,537,994 145,539,709 - - - - - - -
chr3 145,542,071 145,543,290 - - - - - - -
chr3 145,840,466 145,843,606 - - - - - - -
chr3 146,121,657 146,123,119 - - - - - - -
chr3 149,022,886 149,025,312 - - - - - - -
chr3 149,607,551 149,609,314 - - - - - - -
chr3 155,036,835 155,038,034 - - - - - - -
chr3 155,139,331 155,140,295 - - - - - - -
chr3 163,257,898 163,263,450 - - - - - - -
chr3 163,552,638 163,558,023 - - - - - - -
chr3 164,267,903 164,269,697 - - - - - - -
chr3 164,952,046 164,954,625 - - - - - - -
chr3 165,295,064 165,297,026 - - - - - - -
chr3 165,795,879 165,798,373 - - - - - - -
chr3 167,142,562 167,155,070 - - - - - - -
chr3 167,242,597 167,255,651 - - - - - - -
chr3 167,747,256 167,749,387 - - - - - - -
chr3 171,079,903 171,088,081 - - - - - - -
chr3 173,131,127 173,133,360 - - - - - - -
chr3 175,848,125 175,850,479 - - - - - - -
chr3 178,492,723 178,493,756 - - - - - - -
chr3 178,883,829 178,885,246 - - - - - - -
chr3 181,937,521 181,940,675 - - - - - - -
chr3 185,317,209 185,321,618 - - - - - - -
chr3 186,271,477 186,273,886 - - - - - - -
chr3 187,166,942 187,168,784 - - - - - - -
chr3 187,663,352 187,666,113 - - - - - - -
chr3 188,916,433 188,917,701 - - - - - - -
chr3 189,318,009 189,319,038 - - - - - - -
chr3 190,638,579 190,644,125 - - - - - - -
chr3 191,533,660 191,534,978 - - - - - - -
chr3 191,938,650 191,942,230 - - - - - - -
chr3 193,009,602 193,053,747 - - - - - - -
chr3 193,109,728 193,112,525 - - - - - - -
chr3 194,783,735 194,785,254 - - - - - - -
chr3 196,926,639 196,927,942 - - - - - - -
chr3 196,928,907 196,931,023 - - - - - - -
chr3 197,030,952 197,032,515 - - - - - - -
chr4 309,824 319,840 - - - - - - -
chr4 1,037,093 1,038,511 - - - - - - -
chr4 1,515,265 1,516,474 - - - - - - -
chr4 9,481,427 9,485,815 - - - - - - -
chr4 9,923,428 9,932,706 - - - - - - -
chr4 10,869,899 10,872,511 - - - - - - -
chr4 12,079,296 12,084,367 - - - - - - -
chr4 12,505,003 12,509,787 - - - - - - -
chr4 14,483,505 14,484,980 - - - - - - -
chr4 15,777,822 15,779,991 - - - - - - -
chr4 15,944,787 15,946,139 - - - - - - -
chr4 16,822,648 16,826,072 - - - - - - -
chr4 22,632,219 22,633,418 - - - - - - -
chr4 22,644,075 22,645,513 - - - - - - -
chr4 25,581,446 25,586,457 - - - - - - -
chr4 26,704,829 26,705,885 - - - - - - -
chr4 27,370,690 27,372,981 - - - - - - -
chr4 27,961,860 27,969,570 - - - - - - -
chr4 28,329,266 28,331,310 - - - - - - -
chr4 29,036,135 29,040,349 - - - - - - -
chr4 29,345,440 29,349,498 - - - - - - -



chr4 29,369,305 29,370,630 - - - - - - -
chr4 31,192,502 31,196,932 - - - - - - -
chr4 31,900,337 31,908,134 - - - - - - -
chr4 32,344,745 32,351,897 - - - - - - -
chr4 33,332,235 33,339,225 - - - - - - -
chr4 33,996,554 34,004,980 - - - - - - -
chr4 34,401,228 34,403,647 - - - - - - -
chr4 34,503,938 34,511,806 - - - - - - -
chr4 35,123,017 35,124,161 - - - - - - -
chr4 35,223,653 35,232,294 - - - - - - -
chr4 42,555,954 42,559,008 - - - - - - -
chr4 43,562,087 43,591,790 - - - - - - -
chr4 46,498,146 46,499,606 - - - - - - -
chr4 46,530,314 46,532,072 - - - - - - -
chr4 46,566,383 46,567,617 - - - - - - -
chr4 53,067,034 53,069,482 - - - - - - -
chr4 63,715,375 63,738,366 - - - - - - -
chr4 64,490,804 64,493,947 - - - - - - -
chr4 64,677,247 64,683,291 - - - - - - -
chr4 78,986,725 78,987,800 - - - - - - -
chr4 80,726,130 80,727,307 - - - - - - -
chr4 83,748,149 83,754,666 - - - - - - -
chr4 84,564,817 84,566,475 - - - - - - -
chr4 85,265,129 85,266,510 - - - - - - -
chr4 85,674,301 85,676,042 - - - - - - -
chr4 86,347,000 86,354,975 - - - - - - -
chr4 86,684,064 86,686,198 - - - - - - -
chr4 90,761,693 90,762,975 - - - - - - -
chr4 99,735,216 99,737,262 - - - - - - -
chr4 100,497,605 100,498,969 - - - - - - -
chr4 101,241,355 101,242,512 - - - - - - -
chr4 103,450,114 103,451,466 - - - - - - -
chr4 114,676,679 114,681,259 - - - - - - -
chr4 115,699,606 115,700,901 - - - - - - -
chr4 115,768,638 115,772,236 - - - - - - -
chr4 116,625,397 116,626,488 - - - - - - -
chr4 116,792,601 116,794,202 - - - - - - -
chr4 116,846,653 116,851,760 - - - - - - -
chr4 117,415,558 117,424,851 - - - - - - -
chr4 117,854,246 117,856,094 - - - - - - -
chr4 119,673,574 119,683,054 - - - - - - -
chr4 125,808,716 125,811,430 - - - - - - -
chr4 128,064,172 128,069,454 - - - - - - -
chr4 129,620,349 129,626,333 - - - - - - -
chr4 130,887,701 130,892,795 - - - - - - -
chr4 131,785,579 131,789,113 - - - - - - -
chr4 132,144,898 132,153,795 - - - - - - -
chr4 138,279,978 138,287,414 - - - - - - -
chr4 138,358,070 138,361,335 - - - - - - -
chr4 145,378,525 145,381,666 - - - - - - -
chr4 146,939,615 146,941,699 - - - - - - -
chr4 147,905,918 147,906,940 - - - - - - -
chr4 154,960,872 154,962,942 - - - - - - -
chr4 155,346,062 155,347,528 - - - - - - -
chr4 155,878,555 155,879,801 - - - - - - -
chr4 156,462,647 156,463,923 - - - - - - -
chr4 157,097,338 157,099,548 - - - - - - -
chr4 157,309,930 157,331,096 - - - - - - -
chr4 158,330,947 158,333,888 - - - - - - -
chr4 166,786,901 166,788,573 - - - - - - -
chr4 166,845,679 166,848,879 - - - - - - -
chr4 167,559,855 167,563,248 - - - - - - -
chr4 172,188,925 172,197,237 - - - - - - -
chr4 172,785,204 172,788,585 - - - - - - -
chr4 175,466,315 175,467,903 - - - - - - -
chr4 175,735,670 175,736,755 - - - - - - -
chr4 177,922,354 177,923,352 - - - - - - -



chr4 178,510,957 178,515,365 - - - - - - -
chr4 181,466,761 181,468,335 - - - - - - -
chr4 181,799,165 181,800,772 - - - - - - -
chr4 182,135,606 182,136,588 - - - - - - -
chr4 182,639,378 182,640,947 - - - - - - -
chr4 185,566,373 185,568,404 - - - - - - -
chr4 186,170,895 186,175,735 - - - - - - -
chr4 186,414,715 186,416,101 - - - - - - -
chr4 186,841,384 186,842,943 - - - - - - -
chr4 188,184,561 188,194,260 - - - - - - -
chr4 188,443,987 188,445,722 - - - - - - -
chr4 189,741,109 189,745,297 - - - - - - -
chr4 190,034,578 190,038,368 - - - - - - -
chr4 190,225,904 190,227,027 - - - - - - -
chr4 190,306,553 190,310,850 - - - - - - -
chr4 190,762,041 190,763,678 - - - - - - -
chr4 191,151,968 191,154,426 - - - - - - -
chr5 1,752,820 1,753,841 - - - - - - -
chr5 2,071,212 2,074,671 - - - - - - -
chr5 2,102,346 2,104,993 - - - - - - -
chr5 2,198,428 2,200,171 - - - - - - -
chr5 3,826,265 3,830,470 - - - - - - -
chr5 4,405,557 4,407,649 - - - - - - -
chr5 4,664,405 4,666,613 - - - - - - -
chr5 5,791,828 5,792,794 - - - - - - -
chr5 7,116,975 7,120,051 - - - - - - -
chr5 7,406,490 7,408,497 - - - - - - -
chr5 8,985,849 8,987,621 - - - - - - -
chr5 12,055,025 12,056,644 - - - - - - -
chr5 12,127,068 12,131,449 - - - - - - -
chr5 14,691,589 14,695,445 - - - - - - -
chr5 15,047,846 15,050,807 - - - - - - -
chr5 15,541,598 15,546,331 - - - - - - -
chr5 18,795,877 18,797,427 - - - - - - -
chr5 19,067,367 19,072,871 - - - - - - -
chr5 19,399,406 19,401,588 - - - - - - -
chr5 21,434,115 21,435,712 - - - - - - -
chr5 23,968,614 23,970,319 - - - - - - -
chr5 26,119,911 26,143,503 - - - - - - -
chr5 26,218,115 26,219,147 - - - - - - -
chr5 27,335,334 27,338,250 - - - - - - -
chr5 28,271,978 28,276,913 - - - - - - -
chr5 28,709,901 28,715,431 - - - - - - -
chr5 29,167,845 29,173,484 - - - - - - -
chr5 30,262,477 30,267,490 - - - - - - -
chr5 33,545,328 33,548,707 - - - - - - -
chr5 34,545,694 34,546,563 - - - - - - -
chr5 42,983,104 42,984,607 - - - - - - -
chr5 51,508,920 51,513,142 - - - - - - -
chr5 52,479,591 52,482,104 - - - - - - -
chr5 54,231,533 54,233,130 - - - - - - -
chr5 66,805,124 66,807,156 - - - - - - -
chr5 71,081,460 71,082,900 - - - - - - -
chr5 72,802,183 72,805,137 - - - - - - -
chr5 75,711,068 75,713,248 - - - - - - -
chr5 77,680,375 77,681,493 - - - - - - -
chr5 78,876,375 78,877,929 - - - - - - -
chr5 88,330,422 88,331,747 - - - - - - -
chr5 98,347,941 98,353,618 - - - - - - -
chr5 99,290,357 99,292,211 - - - - - - -
chr5 99,446,817 99,665,497 - - - - - - -
chr5 99,984,046 99,985,274 - - - - - - -
chr5 102,596,871 102,599,380 - - - - - - -
chr5 102,987,255 102,992,787 - - - - - - -
chr5 104,192,163 104,198,529 - - - - - - -
chr5 104,267,365 104,268,914 - - - - - - -
chr5 104,920,652 104,922,353 - - - - - - -



chr5 108,087,455 108,088,697 - - - - - - -
chr5 109,252,910 109,254,317 - - - - - - -
chr5 114,093,848 114,097,068 - - - - - - -
chr5 114,247,512 114,254,505 - - - - - - -
chr5 114,784,391 114,785,917 - - - - - - -
chr5 115,117,307 115,121,118 - - - - - - -
chr5 117,138,357 117,142,288 - - - - - - -
chr5 117,283,778 117,285,197 - - - - - - -
chr5 119,287,550 119,293,093 - - - - - - -
chr5 120,867,155 120,869,106 - - - - - - -
chr5 124,192,739 124,193,858 - - - - - - -
chr5 125,524,322 125,526,515 - - - - - - -
chr5 125,565,032 125,567,313 - - - - - - -
chr5 139,738,975 139,742,499 - - - - - - -
chr5 140,100,387 140,104,670 - - - - - - -
chr5 141,770,750 141,772,090 - - - - - - -
chr5 151,054,420 151,055,855 - - - - - - -
chr5 152,528,981 152,531,956 - - - - - - -
chr5 157,046,155 157,051,151 - - - - - - -
chr5 157,913,760 157,914,995 - - - - - - -
chr5 161,535,084 161,536,755 - - - - - - -
chr5 162,282,677 162,290,867 - - - - - - -
chr5 163,042,786 163,044,432 - - - - - - -
chr5 163,687,731 163,690,383 - - - - - - -
chr5 165,142,176 165,144,229 - - - - - - -
chr5 171,145,961 171,148,380 - - - - - - -
chr5 171,885,559 171,886,707 - - - - - - -
chr5 174,397,456 174,399,367 - - - - - - -
chr5 176,437,478 176,438,716 - - - - - - -
chr5 177,321,077 177,322,182 - - - - - - -
chr5 178,062,239 178,065,900 - - - - - - -
chr6 854,919 856,053 - - - - - - -
chr6 6,834,754 6,835,787 - - - - - - -
chr6 14,645,021 14,646,221 - - - - - - -
chr6 15,246,596 15,247,673 - - - - - - -
chr6 23,500,187 23,501,814 - - - - - - -
chr6 24,853,252 24,878,463 - - - - - - -
chr6 25,308,744 25,311,501 - - - - - - -
chr6 26,005,671 26,007,101 - - - - - - -
chr6 26,382,040 26,384,221 - - - - - - -
chr6 27,929,148 27,932,514 - - - - - - -
chr6 28,184,947 28,188,455 - - - - - - -
chr6 29,586,734 29,599,217 - - - - - - -
chr6 30,867,305 30,868,491 - - - - - - -
chr6 32,972,535 32,981,631 - - - - - - -
chr6 37,067,069 37,068,108 - - - - - - -
chr6 48,385,806 48,387,043 - - - - - - -
chr6 49,046,633 49,050,982 - - - - - - -
chr6 49,431,266 49,439,350 - - - - - - -
chr6 49,491,286 49,493,532 - - - - - - -
chr6 52,921,159 52,931,495 - - - - - - -
chr6 55,704,354 55,705,391 - - - - - - -
chr6 68,711,888 68,713,302 - - - - - - -
chr6 70,410,972 70,412,041 - - - - - - -
chr6 71,755,597 71,759,175 - - - - - - -
chr6 74,088,099 74,090,372 - - - - - - -
chr6 78,788,462 78,789,462 - - - - - - -
chr6 79,025,983 79,030,846 - - - - - - -
chr6 81,903,063 81,904,768 - - - - - - -
chr6 82,500,321 82,501,788 - - - - - - -
chr6 83,145,809 83,149,976 - - - - - - -
chr6 86,097,724 86,099,511 - - - - - - -
chr6 87,285,756 87,288,723 - - - - - - -
chr6 87,815,779 87,819,459 - - - - - - -
chr6 92,159,357 92,164,207 - - - - - - -
chr6 98,088,852 98,089,937 - - - - - - -
chr6 98,996,394 98,999,613 - - - - - - -



chr6 101,586,436 101,593,979 - - - - - - -
chr6 101,735,688 101,742,961 - - - - - - -
chr6 102,866,838 102,874,152 - - - - - - -
chr6 103,462,011 103,463,332 - - - - - - -
chr6 110,476,370 110,478,004 - - - - - - -
chr6 114,041,740 114,045,286 - - - - - - -
chr6 116,208,799 116,211,954 - - - - - - -
chr6 120,936,983 120,938,978 - - - - - - -
chr6 126,477,594 126,478,721 - - - - - - -
chr6 131,687,980 131,694,265 - - - - - - -
chr6 134,031,596 134,032,696 - - - - - - -
chr6 134,149,741 134,153,337 - - - - - - -
chr6 137,317,491 137,318,681 - - - - - - -
chr6 138,724,389 138,725,393 - - - - - - -
chr6 139,458,573 139,468,687 - - - - - - -
chr6 140,529,529 140,533,774 - - - - - - -
chr6 141,204,424 141,207,783 - - - - - - -
chr6 145,226,645 145,233,411 - - - - - - -
chr6 147,179,171 147,185,114 - - - - - - -
chr6 150,318,146 150,327,777 - - - - - - -
chr6 156,144,162 156,145,368 - - - - - - -
chr6 156,918,324 156,920,134 - - - - - - -
chr6 167,630,116 167,652,142 - - - - - - -
chr6 168,416,239 168,417,721 - - - - - - -
chr6 168,427,596 168,430,294 - - - - - - -
chr6 169,505,190 169,506,348 - - - - - - -
chr6 169,612,888 169,614,748 - - - - - - -
chr6 169,999,360 170,000,424 - - - - - - -
chr6 170,721,605 170,723,568 - - - - - - -
chr6 170,734,520 170,736,619 - - - - - - -
chr6 170,753,841 170,755,437 - - - - - - -
chr7 953,702 956,150 - - - - - - -
chr7 2,997,496 3,001,854 - - - - - - -
chr7 3,010,688 3,012,434 - - - - - - -
chr7 6,905,093 6,907,773 - - - - - - -
chr7 8,092,672 8,095,373 - - - - - - -
chr7 8,735,762 8,748,980 - - - - - - -
chr7 10,691,985 10,695,624 - - - - - - -
chr7 21,841,357 21,845,244 - - - - - - -
chr7 23,361,356 23,379,913 - - - - - - -
chr7 23,390,137 23,397,008 - - - - - - -
chr7 23,457,806 23,470,833 - - - - - - -
chr7 24,811,617 24,817,275 - - - - - - -
chr7 27,193,841 27,194,876 - - - - - - -
chr7 30,553,806 30,558,729 - - - - - - -
chr7 30,821,010 30,823,648 - - - - - - -
chr7 32,172,798 32,173,942 - - - - - - -
chr7 37,331,481 37,332,711 - - - - - - -
chr7 38,103,472 38,106,588 - - - - - - -
chr7 38,467,006 38,467,874 - - - - - - -
chr7 44,997,998 45,000,338 - - - - - - -
chr7 45,225,894 45,227,434 - - - - - - -
chr7 46,452,635 46,455,030 - - - - - - -
chr7 48,579,158 48,580,890 - - - - - - -
chr7 52,687,330 52,689,511 - - - - - - -
chr7 53,642,956 53,647,020 - - - - - - -
chr7 54,021,732 54,028,293 - - - - - - -
chr7 56,127,154 56,131,722 - - - - - - -
chr7 64,361,538 64,363,011 - - - - - - -
chr7 76,916,940 76,920,400 - - - - - - -
chr7 80,235,250 80,236,380 - - - - - - -
chr7 80,464,100 80,473,999 - - - - - - -
chr7 80,574,651 80,576,468 - - - - - - -
chr7 82,472,320 82,473,888 - - - - - - -
chr7 87,861,756 87,865,336 - - - - - - -
chr7 89,879,943 89,886,386 - - - - - - -
chr7 93,026,254 93,029,269 - - - - - - -



chr7 98,782,317 98,785,188 - - - - - - -
chr7 100,464,564 100,466,549 - - - - - - -
chr7 103,270,024 103,271,175 - - - - - - -
chr7 107,699,252 107,700,726 - - - - - - -
chr7 108,068,443 108,072,254 - - - - - - -
chr7 108,076,127 108,078,657 - - - - - - -
chr7 111,852,075 111,853,502 - - - - - - -
chr7 112,335,567 112,337,102 - - - - - - -
chr7 117,936,477 117,951,335 - - - - - - -
chr7 118,365,074 118,366,598 - - - - - - -
chr7 122,551,002 122,554,525 - - - - - - -
chr7 124,406,103 124,412,641 - - - - - - -
chr7 132,362,160 132,366,581 - - - - - - -
chr7 133,243,962 133,251,952 - - - - - - -
chr7 133,629,024 133,632,602 - - - - - - -
chr7 136,240,196 136,243,274 - - - - - - -
chr7 137,373,345 137,378,020 - - - - - - -
chr7 141,583,214 141,609,509 - - - - - - -
chr7 143,061,119 143,063,151 - - - - - - -
chr7 145,024,728 145,026,163 - - - - - - -
chr7 147,594,143 147,604,190 - - - - - - -
chr7 150,004,386 150,005,441 - - - - - - -
chr7 154,638,898 154,640,575 - - - - - - -
chr7 158,253,594 158,258,648 - - - - - - -
chr8 1,013,236 1,014,234 - - - - - - -
chr8 1,124,617 1,126,008 - - - - - - -
chr8 1,961,877 1,963,704 - - - - - - -
chr8 6,147,946 6,150,775 - - - - - - -
chr8 6,737,294 6,738,650 - - - - - - -
chr8 8,807,742 8,808,789 - - - - - - -
chr8 9,414,308 9,415,793 - - - - - - -
chr8 9,947,143 9,948,914 - - - - - - -
chr8 13,667,922 13,670,658 - - - - - - -
chr8 13,687,495 13,691,803 - - - - - - -
chr8 13,703,859 13,705,677 - - - - - - -
chr8 19,144,079 19,146,053 - - - - - - -
chr8 19,210,770 19,212,764 - - - - - - -
chr8 24,785,162 24,789,758 - - - - - - -
chr8 24,893,830 24,896,043 - - - - - - -
chr8 26,954,799 26,956,180 - - - - - - -
chr8 26,978,209 26,979,211 - - - - - - -
chr8 28,508,048 28,520,921 - - - - - - -
chr8 29,491,645 29,495,531 - - - - - - -
chr8 30,847,517 30,850,455 - - - - - - -
chr8 30,914,190 30,915,449 - - - - - - -
chr8 36,396,111 36,397,567 - - - - - - -
chr8 41,100,793 41,103,425 - - - - - - -
chr8 42,042,733 42,051,620 - - - - - - -
chr8 42,195,415 42,196,542 - - - - - - -
chr8 42,637,120 42,638,211 - - - - - - -
chr8 49,212,276 49,213,334 - - - - - - -
chr8 49,266,599 49,268,871 - - - - - - -
chr8 50,200,581 50,201,773 - - - - - - -
chr8 50,379,862 50,382,348 - - - - - - -
chr8 53,805,991 53,807,513 - - - - - - -
chr8 54,210,706 54,212,095 - - - - - - -
chr8 54,669,643 54,671,164 - - - - - - -
chr8 54,777,278 54,779,592 - - - - - - -
chr8 58,242,993 58,245,862 - - - - - - -
chr8 60,629,972 60,631,067 - - - - - - -
chr8 61,014,589 61,015,522 - - - - - - -
chr8 62,864,802 62,867,883 - - - - - - -
chr8 62,941,620 62,942,731 - - - - - - -
chr8 62,980,424 62,987,181 - - - - - - -
chr8 70,979,706 70,980,802 - - - - - - -
chr8 71,066,646 71,069,333 - - - - - - -
chr8 73,415,402 73,427,239 - - - - - - -



chr8 75,172,723 75,173,782 - - - - - - -
chr8 75,954,326 75,958,677 - - - - - - -
chr8 79,963,832 79,965,429 - - - - - - -
chr8 84,129,021 84,131,346 - - - - - - -
chr8 87,095,578 87,098,789 - - - - - - -
chr8 88,777,723 88,779,720 - - - - - - -
chr8 89,037,531 89,040,061 - - - - - - -
chr8 90,164,352 90,166,878 - - - - - - -
chr8 91,648,182 91,649,654 - - - - - - -
chr8 95,094,520 95,097,848 - - - - - - -
chr8 95,642,467 95,649,803 - - - - - - -
chr8 97,276,000 97,280,484 - - - - - - -
chr8 98,688,978 98,698,427 - - - - - - -
chr8 102,083,744 102,084,845 - - - - - - -
chr8 108,126,405 108,129,103 - - - - - - -
chr8 112,255,862 112,258,102 - - - - - - -
chr8 122,211,376 122,213,273 - - - - - - -
chr8 123,040,500 123,042,104 - - - - - - -
chr8 124,548,081 124,550,130 - - - - - - -
chr8 126,482,124 126,483,870 - - - - - - -
chr8 127,005,763 127,007,663 - - - - - - -
chr8 128,712,657 128,713,852 - - - - - - -
chr8 130,096,171 130,102,213 - - - - - - -
chr8 130,398,718 130,399,798 - - - - - - -
chr8 133,096,510 133,100,549 - - - - - - -
chr8 133,636,511 133,638,571 - - - - - - -
chr8 135,331,144 135,332,505 - - - - - - -
chr8 136,228,528 136,230,890 - - - - - - -
chr8 137,221,440 137,222,871 - - - - - - -
chr8 137,772,011 137,773,767 - - - - - - -
chr8 142,353,704 142,354,891 - - - - - - -
chr8 142,951,472 142,952,047 - - - - - - -
chr8 143,063,369 143,064,034 - - - - - - -
chr8 143,637,521 143,638,946 - - - - - - -
chr9 4,953,699 4,957,667 - - - - - - -
chr9 6,065,385 6,066,555 - - - - - - -
chr9 11,476,207 11,485,214 - - - - - - -
chr9 18,397,084 18,398,136 - - - - - - -
chr9 27,668,304 27,672,356 - - - - - - -
chr9 27,860,571 27,862,323 - - - - - - -
chr9 29,620,167 29,622,902 - - - - - - -
chr9 29,740,154 29,741,676 - - - - - - -
chr9 29,778,424 29,783,427 - - - - - - -
chr9 30,955,735 30,958,754 - - - - - - -
chr9 32,164,946 32,166,410 - - - - - - -
chr9 38,748,287 38,757,036 - - - - - - -
chr9 72,262,626 72,268,121 - - - - - - -
chr9 73,347,409 73,355,493 - - - - - - -
chr9 75,175,833 75,179,847 - - - - - - -
chr9 76,174,017 76,176,178 - - - - - - -
chr9 78,063,166 78,065,430 - - - - - - -
chr9 81,571,105 81,579,878 - - - - - - -
chr9 85,142,918 85,144,513 - - - - - - -
chr9 85,361,355 85,363,134 - - - - - - -
chr9 90,937,975 90,940,064 - - - - - - -
chr9 92,995,144 92,997,146 - - - - - - -
chr9 94,002,788 94,004,489 - - - - - - -
chr9 95,604,535 95,605,561 - - - - - - -
chr9 95,857,899 95,859,410 - - - - - - -
chr9 101,998,369 102,011,361 - - - - - - -
chr9 106,584,989 106,586,860 - - - - - - -
chr9 107,926,809 107,928,043 - - - - - - -
chr9 108,245,657 108,259,808 - - - - - - -
chr9 111,350,647 111,352,833 - - - - - - -
chr9 111,661,366 111,666,649 - - - - - - -
chr9 118,578,461 118,581,293 - - - - - - -
chr9 121,072,831 121,076,077 - - - - - - -



chr9 122,623,698 122,626,515 - - - - - - -
chr9 126,407,806 126,409,302 - - - - - - -
chr9 129,994,361 129,996,177 - - - - - - -
chr9 131,694,392 131,696,236 - - - - - - -
chr9 135,039,121 135,044,326 - - - - - - -
chr9 135,537,569 135,539,051 - - - - - - -
chr1 49,300,935 49,302,681 chr1 48,710,546 50,201,646 AGBL4 1,746 0 Partial
chr1 65,533,230 65,536,176 chr1 65,442,450 65,593,573 DNAJC6 2,946 0 Partial
chr1 85,148,107 85,149,727 chr1 85,103,287 85,174,817 MCOLN2 1,620 0 Partial
chr1 231,832,634 231,839,382 chr1 231,817,793 231,833,883 GGPS1 1,249 0 Partial
chr1 242,740,742 242,741,813 chr1 242,238,682 242,906,755 SMYD3 1,071 0 Partial
chr10 13,269,097 13,270,613 chr10 13,243,586 13,293,106 MCM10 1,516 0 Partial
chr10 93,555,766 93,557,289 chr10 93,548,130 93,615,211 TNKS2 1,523 0 Partial
chr10 121,533,340 121,536,319 chr10 121,475,598 121,541,710 INPP5F 2,979 0 Partial
chr10 128,165,971 128,173,060 chr10 128,103,563 128,200,000 C10orf90 7,089 0 Partial
chr10 134,598,751 134,599,685 chr10 134,592,680 134,606,079 C10orf93 934 0 Partial
chr11 16,960,151 16,966,080 chr11 16,765,787 16,992,539 PLEKHA7 5,929 0 Partial
chr11 35,771,112 35,780,197 chr11 35,640,928 35,787,506 TRIM44 9,085 0 Partial
chr11 55,518,224 55,539,580 chr11 55,517,733 55,518,677 OR5F1 453 0 Partial
chr11 98,599,810 98,602,881 chr11 98,397,080 99,732,682 CNTN5 3,071 0 Partial
chr12 19,263,978 19,266,006 chr12 19,173,914 19,420,598 PLEKHA5 2,028 0 Partial
chr12 102,677,683 102,678,631 chr12 102,668,547 102,737,442 NT5DC3 948 0 Partial
chr12 112,823,424 112,824,447 chr12 112,717,262 112,866,896 RBM19 1,023 0 Partial
chr12 128,397,168 128,398,517 chr12 128,081,150 128,913,092 TMEM132D 1,349 0 Partial
chr13 20,346,862 20,348,253 chr13 20,249,467 20,374,913 XPO4 1,391 0 Partial
chr13 31,569,321 31,573,332 chr13 31,503,436 31,768,775 FRY 4,011 0 Partial
chr13 32,222,476 32,224,528 chr13 32,058,591 32,250,157 PDS5B 2,052 0 Partial
chr13 34,773,605 34,778,995 chr13 34,414,423 35,144,872 NBEA 5,390 0 Partial
chr13 44,861,356 44,863,572 chr13 44,813,479 44,863,616 LOC100190939 2,216 2 Partial
chr13 45,286,121 45,288,777 chr13 45,252,417 45,323,847 SIAH3 2,656 0 Partial
chr14 46,454,229 46,455,537 chr14 46,378,577 46,882,188 MDGA2 1,308 0 Partial
chr14 46,729,156 46,732,444 chr14 46,378,577 46,882,188 MDGA2 3,288 0 Partial
chr14 57,124,177 57,125,745 chr14 57,100,392 57,133,368 SLC35F4 1,568 0 Partial
chr15 22,374,001 22,463,933 chr15 22,354,396 22,384,017 PWRN1 29,621 2 Partial
chr15 40,000,420 40,002,260 chr15 39,978,932 40,052,047 EHD4 1,840 0 Partial
chr15 74,001,136 74,009,453 chr15 73,983,254 74,010,368 FBXO22 8,317 1 Partial
chr15 83,366,326 83,367,643 chr15 83,326,208 83,483,374 PDE8A 1,317 0 Partial
chr15 90,767,810 90,769,082 chr15 90,738,143 90,812,960 ST8SIA2 1,272 0 Partial
chr15 97,942,165 97,944,387 chr15 97,923,655 98,074,150 MEF2A 2,222 0 Partial
chr16 65,125,596 65,126,796 chr16 65,099,407 65,141,695 TK2 1,200 0 Partial
chr16 85,930,293 85,931,362 chr16 85,920,444 85,974,895 FBXO31 1,069 0 Partial
chr16 86,590,021 86,592,495 chr16 86,542,538 86,668,424 BANP 2,474 0 Partial
chr16 87,322,215 87,323,782 chr16 87,309,247 87,378,873 FAM38A 1,567 0 Partial
chr17 9,238,932 9,241,392 chr17 9,094,513 9,420,000 STX8 2,460 0 Partial
chr17 19,986,707 19,996,112 chr17 19,930,926 20,081,073 CYTSB 9,405 0 Partial
chr17 23,637,964 23,644,953 chr17 23,627,138 23,658,535 FLJ40504 6,989 0 Partial
chr17 37,163,269 37,164,385 - - - - - 0 -
chr17 47,211,460 47,212,929 chr17 47,062,672 47,591,131 CA10 1,469 0 Partial
chr17 69,325,213 69,327,563 chr17 69,257,003 69,336,271 C17orf54 2,350 0 Partial
chr18 17,352,639 17,354,319 chr18 17,076,200 17,356,787 GREB1L 1,680 0 Partial
chr18 18,841,828 18,845,670 chr18 18,767,292 18,860,443 RBBP8 3,842 0 Partial
chr18 21,852,331 21,866,358 chr18 21,850,216 21,924,609 SS18 14,027 0 Partial
chr18 45,838,788 45,840,055 chr18 45,603,153 45,975,449 MYO5B 1,267 0 Partial
chr19 3,790,266 3,792,592 chr19 3,755,021 3,820,027 ZFR2 2,326 0 Partial
chr19 11,788,804 11,793,095 chr19 11,786,106 11,807,016 ZNF440 4,291 0 Partial
chr19 37,928,388 37,929,627 chr19 37,902,518 37,973,554 TDRD12 1,239 0 Partial
chr19 39,947,404 39,948,540 chr19 39,940,818 39,955,974 ZNF599 1,136 0 Partial
chr19 40,257,308 40,259,521 chr19 40,241,803 40,289,048 LOC100128675 2,213 0 Partial
chr19 58,085,866 58,087,678 chr19 58,071,237 58,086,411 ZNF320 545 1 Partial
chr2 32,816,159 32,827,881 chr2 32,764,779 32,957,767 TTC27 11,722 0 Partial
chr2 50,319,126 50,321,337 chr2 50,057,293 50,486,545 NRXN1 2,211 0 Partial
chr2 110,263,999 110,265,456 chr2 110,238,288 110,320,014 NPHP1 1,457 1 Partial
chr2 144,853,563 144,854,991 chr2 144,537,312 144,885,792 GTDC1 1,428 0 Partial
chr2 236,250,927 236,251,963 chr2 236,184,735 236,816,114 AGAP1 1,036 0 Partial
chr20 5,706,303 5,708,940 chr20 5,679,042 5,792,556 C20orf196 2,637 0 Partial
chr20 8,750,668 8,751,770 chr20 8,061,295 8,813,545 PLCB1 1,102 0 Partial
chr20 25,448,762 25,453,599 chr20 25,381,337 25,514,153 NINL 4,837 0 Partial



chr20 43,626,587 43,630,461 chr20 43,613,204 43,641,379 WFDC8 3,874 0 Partial
chr3 48,501,553 48,503,402 chr3 48,484,200 48,516,665 SHISA5 1,849 0 Partial
chr3 85,489,267 85,492,428 chr3 85,090,822 86,206,267 CADM2 3,161 0 Partial
chr3 131,474,155 131,477,509 chr3 131,414,360 131,475,346 COL6A4P2 1,191 0 Partial
chr3 199,171,874 199,172,818 chr3 199,104,256 199,175,196 IQCG 944 0 Partial
chr4 5,338,796 5,341,405 chr4 5,171,598 5,620,797 STK32B 2,609 0 Partial
chr4 40,185,224 40,190,373 chr4 40,178,396 40,197,901 CHRNA9 5,149 0 Partial
chr4 91,765,244 91,766,570 chr4 91,405,861 92,880,547 FAM190A 1,326 0 Partial
chr5 33,988,218 33,990,062 chr5 33,980,477 34,020,537 SLC45A2 1,844 0 Partial
chr5 59,761,409 59,763,709 chr5 58,300,622 59,819,682 PDE4D 2,300 0 Partial
chr5 61,645,124 61,646,722 chr5 61,637,745 61,717,967 KIF2A 1,598 0 Partial
chr5 61,843,332 61,846,271 chr5 61,744,329 61,960,171 IPO11 2,939 0 Partial
chr6 10,838,315 10,848,418 chr6 10,831,133 10,839,344 TMEM14C 1,029 1 Partial
chr6 13,241,391 13,244,418 chr6 12,825,818 13,395,507 PHACTR1 3,027 0 Partial
chr6 44,189,917 44,192,256 chr6 44,189,349 44,203,169 MRPL14 2,339 0 Partial
chr6 54,034,137 54,037,093 chr6 53,607,243 54,295,848 MIR548D2 2,956 0 Partial
chr6 65,781,976 65,788,883 chr6 64,487,834 66,473,839 EYS 6,907 0 Partial
chr6 162,068,918 162,070,532 chr6 161,739,000 163,119,245 PARK2 1,614 0 Partial
chr7 28,932,152 28,933,623 chr7 28,808,488 28,959,393 CPVL 1,471 0 Partial
chr7 55,893,850 55,896,296 chr7 55,893,586 55,905,891 CCT6A 2,446 1 Partial
chr7 123,180,656 123,182,178 chr7 123,159,236 123,194,044 SPAM1 1,522 0 Partial
chr7 153,088,827 153,091,118 chr7 153,022,066 154,123,642 DPP6 2,291 0 Partial
chr8 1,507,179 1,509,019 chr8 1,436,975 1,644,047 DLGAP2 1,840 0 Partial
chr8 17,902,419 17,912,607 chr8 17,824,645 17,931,737 PCM1 10,188 3 Partial
chr8 51,360,138 51,361,150 chr8 50,987,149 51,867,980 SNTG1 1,012 0 Partial
chr8 63,756,390 63,758,419 chr8 63,324,054 64,066,182 NKAIN3 2,029 0 Partial
chr8 98,005,123 98,007,683 chr8 97,726,674 98,224,897 PGCP 2,560 0 Partial
chr8 104,735,398 104,736,800 chr8 104,582,151 105,334,627 RIMS2 1,402 0 Partial
chr8 125,573,579 125,574,767 chr8 125,569,915 125,620,510 TATDN1 1,188 0 Partial
chr8 139,991,467 139,992,742 chr8 139,669,660 139,995,418 COL22A1 1,275 0 Partial
chr8 143,417,969 143,419,123 chr8 143,291,348 143,482,448 TSNARE1 1,154 0 Partial

Deletions predicted by the end sequence profiling approach and validated by arrayCGH that overlap with genes are shown. Note that some genes and deletion 
intervals are listed multiple times due to deletions that span multiple genes and larger genes that encompass multiple small deletion intervals. We also show the 
number of deleted exons (>50% overlap with the validated deletion call).



Table S6. Mobile Element Deletions in Gorilla Genome
Chr Start End Length Class RepeatMasker_bp SINE_bp Alu_bp LINE_bp L1_bp HERV_bp LTR_bp SVA_bp DNA_bp Satellite_bp CCDS_bp EXONS_bp EXONS_perc Gene_bp Gene_perc Genes
chr1 643598 645258 1659 L1 1645 0 0 1645 1645 0 0 0 0 0 0 0 0 0 0
chr1 983195 983509 313 Alu 309 309 309 0 0 0 0 0 0 0 0 0 0 0 0
chr1 2580677 2581256 578 Alu 576 576 532 0 0 0 0 0 0 0 0 0 0 579 1 MMEL1
chr1 4065531 4065834 302 Alu 302 302 302 0 0 0 0 0 0 0 0 0 0 0 0
chr1 4470441 4470778 336 Alu 309 309 309 0 0 0 0 0 0 0 0 0 0 0 0
chr1 5084780 5089388 4607 LTR 4561 0 0 0 0 3917 4561 0 0 0 0 0 0 0 0
chr1 5459173 5459442 268 Alu 253 253 253 0 0 0 0 0 0 0 0 0 0 0 0
chr1 5594258 5594571 312 Alu 295 295 295 0 0 0 0 0 0 0 0 0 0 0 0
chr1 5726845 5727728 882 L1 856 0 0 826 826 0 0 0 0 0 0 0 0 0 0
chr1 6298711 6300557 1845 SVA 1837 0 0 0 0 0 0 1837 0 0 0 0 0 1846 1 ACOT7
chr1 7109009 7109844 834 LTR 835 0 0 0 0 0 835 0 0 0 0 0 0 835 1 CAMTA1
chr1 7375422 7376237 814 L1 814 0 0 772 772 0 42 0 0 0 0 0 0 815 1 CAMTA1
chr1 7946323 7947900 1576 SVA 1475 0 0 0 0 0 0 1436 0 0 0 0 0 0 0
chr1 8382617 8382947 329 Alu 300 300 300 0 0 0 0 0 0 0 0 0 0 330 1 RERE
chr1 8494716 8497463 2746 SVA 2647 0 0 1 1 0 0 2646 0 0 0 0 0 2747 1 RERE
chr1 8506340 8506676 335 Alu 317 317 317 0 0 0 0 0 0 0 0 0 0 336 1 RERE
chr1 9511067 9511404 336 Alu 307 307 307 0 0 0 0 0 0 0 0 0 0 0 0
chr1 9617601 9617936 334 Alu 331 309 309 0 0 0 22 0 0 0 0 0 0 0 0
chr1 10364067 10364543 475 Alu 461 461 461 0 0 0 0 0 0 0 0 0 0 476 1 KIF1B
chr1 11072542 11072945 402 Alu 376 376 376 0 0 0 0 0 0 0 0 0 0 403 1 EXOSC10
chr1 11281964 11282273 308 Alu 301 301 301 0 0 0 0 0 0 0 0 309 1 309 1 UBIAD1
chr1 11486145 11486479 333 Alu 306 306 306 0 0 0 0 0 0 0 0 0 0 334 1 PTCHD2
chr1 11985967 11986281 313 Alu 308 308 308 0 0 0 0 0 0 0 0 0 0 314 1 MFN2
chr1 12699404 12700431 1026 LTR 1025 0 0 0 0 158 1025 0 0 0 0 0 0 0 0
chr1 12832325 12832603 277 Alu 268 268 268 0 0 0 0 0 0 0 0 0 0 0 0
chr1 12846111 12846406 294 Alu 293 277 277 0 0 0 16 0 0 0 0 0 0 0 0
chr1 13004974 13005860 885 LTR 868 1 1 0 0 0 867 0 0 0 0 0 0 0 0
chr1 13729138 13731038 1899 SVA 1770 0 0 0 0 0 2 1706 0 0 0 0 0 0 0
chr1 14100546 14102516 1969 L1 1882 0 0 1833 1833 0 0 0 0 0 0 0 0 0 0
chr1 17450748 17451358 609 Alu 604 604 604 0 0 0 0 0 0 0 0 0 0 610 1 PADI6
chr1 18143475 18143791 315 Alu 314 305 305 9 0 0 0 0 0 0 0 0 0 0 0
chr1 18894193 18894593 399 Alu 398 385 385 0 0 0 13 0 0 0 0 0 0 0 0
chr1 19367606 19367776 169 LTR 167 0 0 0 0 0 167 0 0 0 0 0 0 0 0
chr1 20243555 20243865 309 Alu 306 306 306 0 0 0 0 0 0 0 0 0 0 310 1 PLA2G2C
chr1 20886545 20889098 2552 SVA 2543 0 0 0 0 0 0 2495 0 0 0 0 0 2553 1 EIF4G3
chr1 21095011 21096785 1773 SVA 1711 0 0 37 0 0 0 1674 0 0 0 0 0 1774 1 EIF4G3
chr1 21154455 21154881 425 Alu 424 424 424 0 0 0 0 0 0 0 0 0 0 426 1 EIF4G3
chr1 21458748 21461617 2868 SVA 2816 0 0 0 0 0 17 2669 0 0 0 0 0 0 0
chr1 21771094 21771632 537 Alu 515 515 515 0 0 0 0 0 0 0 0 0 0 538 1 USP48
chr1 21892053 21892351 297 Alu 296 296 296 0 0 0 0 0 0 0 0 0 0 298 1 LDLRAD2
chr1 21987566 21987935 368 Alu 363 362 362 0 0 0 0 0 1 0 0 0 0 369 1 HSPG2
chr1 22046161 22046490 328 Alu 328 328 299 0 0 0 0 0 0 0 0 0 0 0 0
chr1 22056438 22056767 328 Alu 312 312 300 0 0 0 0 0 0 0 0 0 0 329 1 CELA3B
chr1 23291631 23291954 322 Alu 309 309 309 0 0 0 0 0 0 0 0 0 0 0 0
chr1 23328518 23330218 1699 SVA 1687 0 0 0 0 0 0 1647 0 0 0 0 0 0 0
chr1 23344709 23345205 495 Alu 489 489 489 0 0 0 0 0 0 0 0 0 0 0 0
chr1 23575029 23576808 1778 SVA 1751 0 0 2 0 0 0 1749 0 0 0 0 0 0 0
chr1 23759938 23761599 1660 SVA 1659 0 0 0 0 0 0 1612 47 0 0 0 0 0 0
chr1 24006720 24008372 1651 SVA 1613 0 0 0 0 0 51 1562 0 0 0 0 0 0 0
chr1 24064504 24066888 2383 SVA 2253 0 0 0 0 0 47 2179 0 0 0 0 0 0 0
chr1 24148291 24148870 578 Alu 562 562 562 0 0 0 0 0 0 0 0 0 0 579 1 MYOM3
chr1 24703727 24704063 335 Alu 317 317 317 0 0 0 0 0 0 0 0 0 0 0 0
chr1 24870425 24872897 2471 SVA 2393 0 0 0 0 0 0 2393 0 0 0 0 0 2472 1 CLIC4
chr1 25069999 25070333 333 Alu 313 313 313 0 0 0 0 0 0 0 0 0 0 0 0
chr1 25286127 25286565 437 Alu 406 406 406 0 0 0 0 0 0 0 0 0 0 0 0
chr1 25987645 25987942 296 Alu 283 283 283 0 0 0 0 0 0 0 0 0 0 297 1 PAFAH2
chr1 26173960 26174289 328 Alu 327 310 310 17 0 0 0 0 0 0 0 0 0 0 0
chr1 26605950 26608194 2243 SVA 2168 45 0 0 0 0 0 2071 0 0 0 0 0 0 0
chr1 26681920 26682440 519 Alu 510 510 510 0 0 0 0 0 0 0 0 0 0 0 0
chr1 26915556 26916112 555 Alu 553 501 501 0 0 0 31 0 0 0 0 0 0 0 0



chr1 26942448 26943111 662 Alu 644 644 644 0 0 0 0 0 0 0 0 0 0 663 1 NUDC
chr1 27298925 27300713 1787 SVA 1778 0 0 58 0 0 0 1691 0 0 0 0 0 1788 1 WDTC1
chr1 27481712 27482014 301 Alu 298 298 298 0 0 0 0 0 0 0 0 0 0 302 1 WASF2
chr1 27862781 27865760 2978 SVA 2914 0 0 0 0 0 0 2914 0 0 0 0 0 0 0
chr1 28691030 28691615 584 Alu 583 583 583 0 0 0 0 0 0 0 0 0 0 0 0
chr1 29506442 29507417 974 LTR 974 18 0 0 0 0 956 0 0 0 0 0 0 0 0
chr1 29798876 29799714 837 L1 803 0 0 803 803 0 0 0 0 0 0 0 0 0 0
chr1 31317665 31319659 1993 SVA 1918 27 27 0 0 0 0 1891 0 0 0 0 0 0 0
chr1 31344273 31344873 599 Alu 537 537 537 0 0 0 0 0 0 0 0 0 0 0 0
chr1 31692628 31692969 340 Alu 339 317 317 22 22 0 0 0 0 0 0 0 0 0 0
chr1 31976704 31977014 309 Alu 294 294 294 0 0 0 0 0 0 0 0 0 0 0 0
chr1 32057964 32058460 495 Alu 494 494 494 0 0 0 0 0 0 0 0 0 0 496 1 PTP4A2
chr1 33108055 33110614 2558 SVA 2389 0 0 0 0 0 0 2330 0 0 0 0 0 0 0
chr1 34211839 34212473 633 Alu 576 570 570 6 6 0 0 0 0 0 0 0 0 634 1 CSMD2
chr1 34700734 34706810 6075 L1 6043 0 0 6043 6030 0 0 0 0 0 0 0 0 0 0
chr1 35027553 35027890 336 Alu 336 305 305 31 31 0 0 0 0 0 0 0 0 337 1 DLGAP3
chr1 35114741 35115061 319 Alu 316 316 316 0 0 0 0 0 0 0 0 0 0 0 0
chr1 35196163 35196644 480 Alu 454 435 435 0 0 0 0 0 0 0 0 0 0 0 0
chr1 35564644 35564949 304 Alu 297 297 297 0 0 0 0 0 0 0 0 0 0 0 0
chr1 35568766 35569079 312 Alu 305 305 305 0 0 0 0 0 0 0 0 313 1 313 1 KIAA0319L
chr1 36377837 36378789 951 SVA 902 0 0 0 0 0 0 877 0 0 0 0 0 952 1 THRAP3
chr1 37145422 37145743 320 Alu 312 312 312 0 0 0 0 0 0 0 0 0 0 321 1 GRIK3
chr1 37214372 37217037 2664 SVA 2459 54 54 0 0 0 0 2405 0 0 0 0 0 0 0
chr1 38076360 38076738 377 Alu 362 362 362 0 0 0 0 0 0 0 0 0 0 378 1 INPP5B
chr1 38463844 38464154 309 Alu 303 303 303 0 0 0 0 0 0 0 0 0 0 0 0
chr1 38502131 38502630 498 L1 499 0 0 499 499 0 0 0 0 0 0 0 0 0 0
chr1 38781461 38783114 1652 SVA 1625 0 0 0 0 0 0 1560 0 0 0 0 0 0 0
chr1 39005189 39005589 399 Alu 384 384 384 0 0 0 0 0 0 0 0 0 0 400 1 MYCBP
chr1 39359972 39360294 321 Alu 308 308 308 0 0 0 0 0 0 0 0 0 0 322 1 MACF1
chr1 39368547 39370194 1646 SVA 1639 0 0 0 0 0 0 1639 0 0 0 0 0 1647 1 MACF1
chr1 40133762 40135486 1723 SVA 1677 60 60 0 0 0 0 1617 0 0 0 0 0 0 0
chr1 40500250 40505932 5681 L1 5615 274 274 5341 5341 0 0 0 0 0 0 0 0 0 0
chr1 40998009 40998316 306 Alu 297 297 297 0 0 0 0 0 0 0 0 0 0 0 0
chr1 41989282 41990329 1046 L1 1036 0 0 1036 1036 0 0 0 0 0 0 0 0 1047 1 HIVEP3
chr1 42677304 42677622 317 Alu 317 317 317 0 0 0 0 0 0 0 0 0 0 318 1 CCDC30
chr1 42885237 42886388 1150 SVA 1148 0 0 0 0 0 80 1068 0 0 0 0 0 1151 1 LEPRE1
chr1 42922083 42922404 320 Alu 316 316 316 0 0 0 0 0 0 0 0 0 0 0 0
chr1 42991469 42994263 2793 LTR 2641 0 0 0 0 2151 2641 0 0 0 0 0 0 0 0
chr1 43635969 43637763 1793 SVA 1762 0 0 0 0 0 0 1720 0 0 0 0 0 0 0
chr1 45010501 45011986 1484 SVA 1461 0 0 0 0 0 0 1461 0 0 0 0 0 1485 1 EIF2B3
chr1 45072353 45072685 331 Alu 311 311 311 0 0 0 0 0 0 0 0 0 0 332 1 EIF2B3
chr1 45086670 45087134 463 Alu 462 462 462 0 0 0 0 0 0 0 0 0 0 464 1 EIF2B3
chr1 45215988 45217122 1133 SVA 1118 0 0 15 0 0 0 1076 0 0 0 0 0 1134 1 ZSWIM5
chr1 45357731 45358661 929 SVA 929 0 0 0 0 0 0 911 18 0 0 0 0 0 0
chr1 45632276 45633179 902 SVA 880 0 0 0 0 0 0 880 0 0 0 0 0 903 1 CCDC163P
chr1 45917509 45918256 746 SVA 723 0 0 0 0 0 0 723 0 0 0 0 0 747 1 IPP
chr1 45927134 45927512 377 Alu 376 376 376 0 0 0 0 0 0 0 0 0 0 378 1 IPP
chr1 46488290 46488804 513 Alu 494 494 487 0 0 0 0 0 0 0 0 0 0 514 1 UQCRH
chr1 46985871 46986899 1027 L1 984 0 0 954 954 0 0 0 0 0 0 0 0 1028 1 CYP4B1
chr1 47128042 47128356 313 Alu 299 299 299 0 0 0 0 0 0 0 0 0 0 0 0
chr1 48369388 48371031 1642 SVA 1553 0 0 29 29 0 0 1475 0 0 0 0 0 0 0
chr1 49800038 49800361 322 Alu 321 321 310 0 0 0 0 0 0 0 0 0 0 323 1 AGBL4
chr1 50180055 50180368 312 Alu 305 305 305 0 0 0 0 0 0 0 0 0 0 313 1 AGBL4
chr1 52096659 52096972 312 Alu 313 313 313 0 0 0 0 0 0 0 0 115 0.37 115 0.37 RAB3B
chr1 52183908 52184922 1013 LTR 1012 0 0 0 0 0 1012 0 0 0 0 0 0 0 0
chr1 53628251 53628462 210 L1 202 0 0 202 202 0 0 0 0 0 0 0 0 0 0
chr1 53890803 53891123 319 Alu 315 315 315 0 0 0 0 0 0 0 0 0 0 320 1 GLIS1
chr1 54045052 54045354 301 Alu 292 292 292 0 0 0 0 0 0 0 0 0 0 302 1 YIPF1
chr1 54410263 54412081 1817 SVA 1813 14 14 0 0 0 0 1777 0 0 0 0 0 1818 1 SSBP3
chr1 54618353 54618678 324 Alu 312 312 312 0 0 0 0 0 0 0 0 0 0 0 0
chr1 55200685 55205783 5097 HERV 5078 0 0 0 0 4710 5078 0 0 0 0 0 0 0 0
chr1 55200685 55205783 5097 LTR 5078 0 0 0 0 4710 5078 0 0 0 0 0 0 0 0



chr1 55451344 55451920 575 L1 531 0 0 531 531 0 0 0 0 0 0 0 0 0 0
chr1 55961116 55966118 5001 LTR 4689 0 0 0 0 3925 4689 0 0 0 0 0 0 0 0
chr1 56113313 56113625 311 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 0 0
chr1 56267241 56270627 3385 L1 3362 68 68 3294 3294 0 0 0 0 0 0 0 0 0 0
chr1 56543074 56546999 3924 L1 3925 0 0 3925 3925 0 0 0 0 0 0 0 0 0 0
chr1 57657554 57657871 316 Alu 315 301 301 0 0 0 14 0 0 0 0 0 0 317 1 DAB1
chr1 58263637 58263968 330 Alu 303 303 303 0 0 0 0 0 0 0 0 0 0 331 1 DAB1
chr1 58292616 58293754 1137 L1 1068 0 0 1052 1052 0 16 0 0 0 0 0 0 1138 1 DAB1
chr1 58304121 58310219 6097 L1 6029 0 0 6029 6029 0 0 0 0 0 0 0 0 6098 1 DAB1
chr1 58432058 58432996 937 L1 905 0 0 905 905 0 0 0 0 0 0 0 0 0 0
chr1 58446603 58452769 6165 L1 6131 0 0 6131 6131 0 0 0 0 0 0 0 0 0 0
chr1 58639808 58640083 274 Alu 274 274 274 0 0 0 0 0 0 0 0 0 0 0 0
chr1 58650952 58651273 320 Alu 320 320 319 0 0 0 0 0 0 0 0 0 0 0 0
chr1 58760014 58761114 1099 L1 1067 0 0 1028 1028 0 0 0 0 0 0 0 0 0 0
chr1 58937897 58938214 316 Alu 297 297 297 0 0 0 0 0 0 0 0 0 0 0 0
chr1 59825435 59831469 6033 L1 6029 0 0 6028 6028 0 1 0 0 0 0 0 0 6034 1 FGGY
chr1 60180066 60181202 1135 L1 1105 19 0 1086 1086 0 0 0 0 0 0 0 0 1136 1 C1orf87
chr1 60428421 60428726 304 L1 277 0 0 277 277 0 0 0 0 0 0 0 0 0 0
chr1 60456083 60457217 1133 L1 1116 0 0 1116 1116 0 0 0 0 0 0 0 0 0 0
chr1 60466946 60467274 327 Alu 326 313 313 0 0 0 0 0 13 0 0 0 0 0 0
chr1 62196635 62197071 435 Alu 414 414 414 0 0 0 0 0 0 0 0 0 0 436 1 INADL
chr1 62752395 62752802 406 Alu 404 368 368 0 0 0 0 0 36 0 0 0 0 407 1 DOCK7
chr1 63417375 63420174 2798 L1 2786 0 0 2786 2786 0 0 0 0 0 0 0 0 0 0
chr1 63650113 63652653 2539 SVA 2457 0 0 0 0 0 0 2457 0 0 0 0 0 2540 1 ITGB3BP
chr1 64378065 64380004 1938 SVA 1929 0 0 57 0 0 0 1814 0 0 0 0 0 0 0
chr1 65016564 65016890 325 Alu 306 306 306 0 0 0 0 0 0 0 0 0 0 326 1 JAK1
chr1 65364776 65365101 324 Alu 323 293 293 30 30 0 0 0 0 0 0 0 0 325 1 AK3L1
chr1 65480221 65480567 345 Alu 344 314 314 0 0 0 30 0 0 0 0 0 0 346 1 DNAJC6
chr1 65627946 65634048 6101 L1 6064 0 0 6064 6064 0 0 0 0 0 0 0 0 6102 1 LEPR
chr1 65736185 65742312 6126 L1 6026 0 0 6026 6026 0 0 0 0 0 0 0 0 6127 1 LEPR
chr1 65848944 65850403 1458 L1 1458 0 0 1458 1458 0 0 0 0 0 0 0 0 0 0
chr1 66106270 66106793 522 HERV 523 0 0 0 0 523 523 0 0 0 0 0 0 523 1 PDE4B
chr1 66106270 66106793 522 LTR 523 0 0 0 0 523 523 0 0 0 0 0 0 523 1 PDE4B
chr1 66602516 66603484 967 LTR 966 0 0 0 0 7 966 0 0 0 0 0 0 0 0
chr1 66604716 66605052 335 Alu 335 313 313 22 22 0 0 0 0 0 0 0 0 0 0
chr1 67256575 67262640 6064 L1 6057 14 14 6023 6023 0 0 0 0 0 0 0 0 0 0
chr1 67520819 67521006 186 Alu 187 187 187 0 0 0 0 0 0 0 0 0 0 187 1 IL12RB2
chr1 67539716 67540313 596 Alu 593 587 587 6 6 0 0 0 0 0 0 0 0 597 1 IL12RB2
chr1 67789950 67790321 370 L1 345 0 0 345 345 0 0 0 0 0 0 0 0 0 0
chr1 68911599 68917842 6242 L1 6231 0 0 6120 5940 0 85 0 0 0 0 0 0 0 0
chr1 69101164 69107260 6095 L1 6046 0 0 5937 5937 0 109 0 0 0 0 0 0 0 0
chr1 69292136 69298212 6075 L1 6050 0 0 6030 6030 0 0 0 0 0 0 0 0 0 0
chr1 69388205 69388528 322 Alu 321 321 321 0 0 0 0 0 0 0 0 0 0 0 0
chr1 69443481 69443823 341 Alu 309 309 309 0 0 0 0 0 0 0 0 0 0 0 0
chr1 71054074 71055380 1305 L1 1306 0 0 1306 1306 0 0 0 0 0 0 0 0 1306 1 PTGER3
chr1 71691403 71697468 6064 L1 6043 0 0 6043 6043 0 0 0 0 0 0 0 0 6065 1 NEGR1
chr1 71779944 71780270 325 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 326 1 NEGR1
chr1 71927691 71928007 315 Alu 305 305 305 0 0 0 0 0 0 0 0 0 0 316 1 NEGR1
chr1 74432791 74433077 285 Alu 285 262 262 0 0 0 23 0 0 0 0 0 0 286 1 TNNI3K
chr1 75723895 75724217 321 Alu 318 318 318 0 0 0 0 0 0 0 0 0 0 322 1 SLC44A5
chr1 76289127 76291084 1956 SVA 1916 0 0 0 0 0 0 1916 0 0 0 0 0 1957 1 ST6GALNAC3
chr1 77274582 77274852 269 L1 270 0 0 270 270 0 0 0 0 0 0 0 0 270 1 PIGK
chr1 78046505 78048858 2352 SVA 2351 144 0 0 0 0 0 2207 0 0 0 0 0 2353 1 FAM73A
chr1 78160578 78161543 964 LTR 963 0 0 0 0 0 941 0 22 0 0 0 0 0 0
chr1 78363595 78367943 4347 L1 4259 0 0 4259 4259 0 0 0 0 0 0 0 0 0 0
chr1 78421012 78423821 2808 L1 2695 105 0 2535 2535 0 0 0 0 0 0 0 0 2809 1 MGC27382
chr1 79023119 79029202 6082 L1 6069 0 0 6029 6029 0 18 0 0 0 0 0 0 0 0
chr1 80115959 80122147 6187 L1 6163 0 0 6009 6009 0 0 0 132 0 0 0 0 0 0
chr1 80906371 80906712 340 Alu 339 310 310 0 0 0 29 0 0 0 0 0 0 0 0
chr1 81116791 81122997 6205 L1 6178 0 0 6082 6082 0 33 0 0 0 0 0 0 0 0
chr1 81478174 81478485 310 Alu 309 309 309 0 0 0 0 0 0 0 0 0 0 0 0
chr1 82281750 82282680 929 L1 928 0 0 928 928 0 0 0 0 0 0 0 0 0 0



chr1 82544746 82545534 787 LTR 788 0 0 0 0 0 788 0 0 0 0 0 0 0 0
chr1 82675307 82675642 334 Alu 333 311 311 0 0 0 22 0 0 0 0 0 0 0 0
chr1 85460653 85460987 333 Alu 332 332 317 0 0 0 0 0 0 0 0 0 0 0 0
chr1 85926215 85932268 6052 L1 6029 0 0 6029 6029 0 0 0 0 0 0 0 0 6053 1 COL24A1
chr1 85991221 85991560 338 Alu 311 311 311 0 0 0 0 0 0 0 0 0 0 339 1 COL24A1
chr1 86104755 86110898 6142 L1 6032 0 0 6032 6032 0 0 0 0 0 0 0 0 6143 1 COL24A1
chr1 86392708 86395056 2347 SVA 2264 0 0 0 0 0 0 2185 0 0 0 0 0 0 0
chr1 86452349 86455846 3496 L1 3495 0 0 3495 3495 0 0 0 0 0 0 0 0 0 0
chr1 87549554 87549860 305 Alu 277 277 277 0 0 0 0 0 0 0 0 0 0 0 0
chr1 88519538 88525595 6056 L1 6047 0 0 6024 6024 0 0 0 0 0 0 0 0 0 0
chr1 89566134 89567760 1625 L1 1578 0 0 1563 1563 0 15 0 0 0 0 0 0 0 0
chr1 89686214 89686477 262 Alu 262 262 262 0 0 0 0 0 0 0 0 0 0 0 0
chr1 89737937 89739514 1576 L1 1508 0 0 1508 1508 0 0 0 0 0 0 0 0 1577 1 LRRC8B
chr1 89924608 89930637 6028 L1 6025 0 0 6025 6025 0 0 0 0 0 0 0 0 0 0
chr1 89974748 89975838 1089 SVA 1084 0 0 0 0 0 1 1083 0 0 0 0 0 0 0
chr1 90323946 90324263 316 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 0 0
chr1 91336797 91337087 289 Alu 288 270 270 0 0 0 18 0 0 0 0 0 0 0 0
chr1 91846201 91847102 900 LTR 867 0 0 0 0 0 867 0 0 0 0 0 0 0 0
chr1 92101075 92101395 319 Alu 318 308 308 0 0 0 10 0 0 0 0 0 0 0 0
chr1 93214809 93215121 311 Alu 308 308 308 0 0 0 0 0 0 0 0 0 0 0 0
chr1 93963488 93963790 301 Alu 301 301 301 0 0 0 0 0 0 0 0 0 0 0 0
chr1 93968166 93974386 6219 L1 6064 0 0 6028 6028 0 0 0 0 0 0 0 0 0 0
chr1 96707279 96707897 617 L1 616 0 0 591 591 0 25 0 0 0 0 0 0 0 0
chr1 97202382 97204238 1855 L1 1856 0 0 1856 1856 0 0 0 0 0 0 0 0 0 0
chr1 97495386 97499875 4488 L1 4298 0 0 4298 4298 0 0 0 0 0 0 0 0 4489 1 DPYD
chr1 97655173 97655487 313 Alu 312 291 291 0 0 0 0 0 21 0 0 0 0 314 1 DPYD
chr1 98286199 98287602 1402 L1 1371 0 0 1371 1371 0 0 0 0 0 0 0 0 0 0
chr1 98689359 98691324 1964 SVA 1950 0 0 67 0 0 0 1883 0 0 0 0 0 0 0
chr1 98963715 98968248 4532 L1 4284 0 0 4284 4284 0 0 0 0 0 0 0 0 0 0
chr1 99566072 99568505 2432 L1 2425 0 0 2352 2352 0 0 0 73 0 0 0 0 0 0
chr1 102491786 102492468 681 L1 651 0 0 651 651 0 0 0 0 0 0 0 0 0 0
chr1 103305444 103305779 334 Alu 333 308 308 25 25 0 0 0 0 0 0 0 0 0 0
chr1 104636789 104642616 5826 HERV 5827 0 0 0 0 5827 5827 0 0 0 0 0 0 0 0
chr1 104636789 104642616 5826 LTR 5827 0 0 0 0 5827 5827 0 0 0 0 0 0 0 0
chr1 104715518 104716914 1395 HERV 1396 0 0 0 0 1396 1396 0 0 0 0 0 0 0 0
chr1 104715518 104716914 1395 LTR 1396 0 0 0 0 1396 1396 0 0 0 0 0 0 0 0
chr1 104764236 104764643 406 Alu 404 378 378 26 26 0 0 0 0 0 0 0 0 0 0
chr1 105024828 105030954 6125 L1 6085 0 0 6030 6030 0 0 0 0 0 0 0 0 0 0
chr1 105098385 105104527 6141 L1 6030 0 0 6030 6030 0 0 0 0 0 0 0 0 6142 1 MIR548H3
chr1 105578804 105579069 264 Alu 264 262 262 2 2 0 0 0 0 0 0 0 0 0 0
chr1 106626717 106628675 1957 LTR 1954 0 0 0 0 0 1954 0 0 0 0 0 0 0 0
chr1 106825745 106825989 243 LTR 229 0 0 0 0 0 229 0 0 0 0 0 0 0 0
chr1 106921120 106922086 965 L1 966 0 0 966 966 0 0 0 0 0 0 0 0 0 0
chr1 108247763 108248093 329 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 0 0
chr1 108790131 108791599 1467 SVA 1456 0 0 0 0 0 0 1382 0 0 0 0 0 0 0
chr1 108830860 108834341 3480 L1 3374 0 0 3358 3358 0 0 0 16 0 0 0 0 3481 1 FAM102B
chr1 108915310 108915617 306 Alu 306 306 306 0 0 0 0 0 0 0 0 0 0 307 1 C1orf59
chr1 109298746 109299127 380 Alu 375 375 375 0 0 0 0 0 0 0 0 0 0 0 0
chr1 109309751 109310128 376 Alu 375 375 375 0 0 0 0 0 0 0 0 0 0 0 0
chr1 109431250 109432291 1040 SVA 1020 0 0 0 0 0 0 1020 0 0 0 0 0 1041 1 KIAA1324
chr1 110712676 110713038 361 Alu 334 334 334 0 0 0 0 0 0 0 0 0 0 0 0
chr1 111484048 111484367 318 Alu 302 302 302 0 0 0 0 0 0 0 0 0 0 319 1 CHI3L2
chr1 111488207 111488869 661 SVA 654 0 0 0 0 0 0 654 0 0 0 0 0 662 1 CHI3L2
chr1 111861659 111863588 1928 SVA 1900 0 0 0 0 0 0 1878 0 0 0 0 0 0 0
chr1 112054575 112055237 661 SVA 636 0 0 0 0 0 0 636 0 0 0 0 0 662 1 KCND3
chr1 112226828 112227154 325 Alu 302 302 302 0 0 0 0 0 0 0 0 0 0 326 1 KCND3
chr1 112476080 112482136 6055 L1 6047 0 0 6047 6047 0 0 0 0 0 0 0 0 0 0
chr1 112979096 112980110 1013 L1 963 0 0 933 933 0 0 0 0 0 0 0 0 1014 1 FAM19A3
chr1 113259476 113260384 907 Alu 816 816 816 0 0 0 0 0 0 0 0 0 0 0 0
chr1 113323367 113325880 2512 SVA 2366 44 44 0 0 0 0 2322 0 0 0 0 0 0 0
chr1 113427683 113427964 280 Alu 280 279 279 0 0 0 1 0 0 0 0 0 0 0 0
chr1 113613915 113617661 3745 L1 3738 0 0 3517 3517 0 221 0 0 0 0 0 0 0 0



chr1 113638810 113639125 314 Alu 307 303 303 4 0 0 0 0 0 0 0 0 0 0 0
chr1 113751848 113757931 6082 L1 6081 45 45 6036 6036 0 0 0 0 0 0 0 0 6083 1 MAGI3
chr1 114755574 114755876 301 Alu 302 302 302 0 0 0 0 0 0 0 0 0 0 302 1 TRIM33
chr1 115370823 115371136 312 Alu 298 298 298 0 0 0 0 0 0 0 0 0 0 0 0
chr1 115880394 115882451 2056 L1 2032 0 0 2032 2032 0 0 0 0 0 0 0 0 0 0
chr1 116183156 116183473 316 Alu 305 305 305 0 0 0 0 0 0 0 0 0 0 0 0
chr1 116790201 116790534 332 Alu 308 308 308 0 0 0 0 0 0 0 0 0 0 333 1 CD58
chr1 116972569 116974425 1855 L1 1806 0 0 1806 1806 0 0 0 0 0 0 0 0 0 0
chr1 117849846 117850151 304 Alu 299 299 299 0 0 0 0 0 0 0 0 0 0 0 0
chr1 118805685 118806581 895 L1 893 0 0 893 893 0 0 0 0 0 0 0 0 0 0
chr1 119923141 119923451 309 Alu 307 307 307 0 0 0 0 0 0 0 0 0 0 0 0
chr1 120940737 120945273 4535 L1 4192 0 0 4170 4170 0 0 0 0 0 0 0 0 0 0
chr1 141494263 141500299 6035 L1 5617 70 70 5508 5508 0 0 0 0 0 0 0 0 0 0
chr1 142889266 142889944 677 Alu 665 665 665 0 0 0 0 0 0 0 0 0 0 0 0
chr1 143928880 143930577 1696 SVA 1691 0 0 0 0 0 8 1683 0 0 0 0 0 0 0
chr1 145832302 145838430 6127 L1 6076 0 0 6033 6033 0 0 0 43 0 0 0 0 0 0
chr1 145976093 145978396 2302 SVA 2241 0 0 0 0 0 164 2077 0 0 0 0 0 0 0
chr1 147911155 147911468 312 Alu 296 296 296 0 0 0 0 0 0 0 0 0 0 0 0
chr1 148864350 148864603 252 SVA 253 0 0 0 0 0 0 253 0 0 0 0 0 0 0
chr1 149207216 149210226 3009 LTR 2832 0 0 0 0 2256 2832 0 0 0 0 0 0 0 0
chr1 149256953 149258372 1418 SVA 1418 0 0 0 0 0 0 1403 15 0 0 0 0 0 0
chr1 149741114 149743367 2252 L1 2075 0 0 2075 2075 0 0 0 0 0 0 0 0 0 0
chr1 150063977 150065276 1298 L1 1291 0 0 1240 1240 0 0 0 0 0 0 0 0 0 0
chr1 150227335 150228834 1498 L1 1454 0 0 1454 1454 0 0 0 0 0 0 0 0 0 0
chr1 150615871 150616359 487 Alu 467 467 467 0 0 0 0 0 0 0 0 0 0 488 1 GATAD2B
chr1 150630082 150630481 398 L1 397 0 0 397 397 0 0 0 0 0 0 0 0 399 1 GATAD2B
chr1 150888685 150889247 561 Alu 557 557 557 0 0 0 0 0 0 0 0 0 0 562 1 NUP210L
chr1 151072428 151073977 1548 SVA 1528 0 0 0 0 0 0 1528 0 0 0 0 0 0 0
chr1 151431049 151431507 457 Alu 457 457 457 0 0 0 0 0 0 0 0 0 0 0 0
chr1 151433639 151434143 503 Alu 501 484 484 17 17 0 0 0 0 0 0 0 0 0 0
chr1 152409506 152418713 9206 LTR 9202 0 0 0 0 7268 9202 0 0 0 0 0 0 0 0
chr1 152474951 152481984 7032 LTR 7025 304 304 0 0 5215 6721 0 0 0 0 0 0 7033 1 DAP3
chr1 152617679 152618338 658 SVA 658 0 0 0 0 0 6 652 0 0 0 0 0 659 1 GON4L
chr1 153018228 153018606 377 Alu 363 363 363 0 0 0 0 0 0 0 0 0 0 378 1 PMF1
chr1 153339794 153342042 2247 SVA 2172 0 0 0 0 0 0 2172 0 0 0 0 0 2248 1 IQGAP3
chr1 154871338 154871647 308 Alu 308 308 308 0 0 0 0 0 0 0 0 0 0 309 1 KIRREL
chr1 155026166 155026830 663 L1 664 0 0 664 664 0 0 0 0 0 0 0 0 0 0
chr1 155050432 155051803 1370 L1 1287 0 0 1268 1268 0 0 0 0 0 0 0 0 0 0
chr1 155341341 155341670 328 Alu 327 302 302 0 0 0 0 0 25 0 0 0 0 0 0
chr1 155525111 155525431 319 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 0 0
chr1 155735600 155741662 6061 L1 6056 0 0 6028 6028 3 3 0 0 0 0 0 0 6062 1 PYHIN1
chr1 156682323 156682659 335 Alu 328 328 303 0 0 0 0 0 0 0 0 0 0 336 1 CCDC19
chr1 157282087 157282607 519 L1 485 0 0 485 485 0 0 0 0 0 0 0 0 520 1 SLAMF6
chr1 157477323 157479003 1679 HERV 1680 0 0 0 0 1680 1680 0 0 0 0 0 0 1680 1 CD48
chr1 157477323 157479003 1679 LTR 1680 0 0 0 0 1680 1680 0 0 0 0 0 0 1680 1 CD48
chr1 157748107 157748424 316 Alu 315 304 304 11 11 0 0 0 0 0 0 0 0 0 0
chr1 158063685 158065323 1637 SVA 1603 0 0 9 0 0 0 1594 0 0 0 0 0 1638 1 PCP4L1
chr1 158103683 158103999 315 Alu 295 295 295 0 0 0 0 0 0 0 0 0 0 316 1 SDHC
chr1 158205125 158207175 2049 SVA 2050 0 0 0 0 0 0 2050 0 0 0 0 0 0 0
chr1 158513808 158514143 334 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 335 1 ATF6
chr1 159012947 159014562 1614 L1 1561 0 0 1522 1522 0 0 0 0 0 0 0 0 1615 1 NOS1AP
chr1 159046573 159047060 486 L1 437 0 0 437 437 0 0 0 0 0 0 0 0 487 1 NOS1AP
chr1 159166805 159168320 1514 SVA 1490 0 0 19 0 0 0 1402 0 0 0 0 0 0 0
chr1 159438450 159440812 2361 L1 2350 44 44 2239 2239 0 0 0 0 0 0 0 0 2362 1 DDR2
chr1 159708699 159709026 326 Alu 309 309 309 0 0 0 0 0 0 0 0 0 0 0 0
chr1 159963604 159964305 700 L1 684 0 0 684 684 0 0 0 0 0 0 0 0 0 0
chr1 160341222 160347427 6204 L1 6205 0 0 6205 6205 0 0 0 0 0 0 0 0 0 0
chr1 161159067 161159530 462 Alu 433 423 423 10 10 0 0 0 0 0 0 0 0 0 0
chr1 161249797 161250115 317 Alu 316 305 305 11 0 0 0 0 0 0 0 0 0 0 0
chr1 162518262 162518789 526 Alu 525 525 525 0 0 0 0 0 0 0 0 0 0 0 0
chr1 162562239 162562567 327 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 328 1 UCK2
chr1 162671665 162675260 3594 L1 3594 0 0 3594 3594 0 0 0 0 0 0 0 0 0 0



chr1 162849713 162850168 454 L1 418 0 0 418 418 0 0 0 0 0 0 0 0 455 1 FAM78B
chr1 163049064 163049231 166 Alu 163 163 163 0 0 0 0 0 0 0 0 0 0 0 0
chr1 164965151 164971565 6413 HERV 6404 0 0 0 6029 6029 6404 0 0 0 0 0 0 0 0
chr1 164965151 164971565 6413 L1 6404 0 0 0 6029 6029 6404 0 0 0 0 0 0 0 0
chr1 164965151 164971565 6413 LTR 6404 0 0 0 6029 6029 6404 0 0 0 0 0 0 0 0
chr1 165486779 165487360 580 Alu 576 576 548 0 0 0 0 0 0 0 0 0 0 0 0
chr1 166359614 166361903 2288 L1 2289 0 0 2289 2289 0 0 0 0 0 0 0 0 0 0
chr1 167119012 167120862 1849 SVA 1805 0 0 136 0 0 0 1669 0 0 0 0 0 0 0
chr1 167638310 167638628 317 Alu 316 306 306 0 0 0 10 0 0 0 0 0 0 318 1 C1orf129
chr1 167992885 167993203 317 Alu 316 307 307 0 0 0 9 0 0 0 0 0 0 0 0
chr1 168074365 168080457 6091 L1 6044 0 0 6010 6010 0 34 0 0 0 0 0 0 0 0
chr1 169115472 169115807 334 Alu 318 318 318 0 0 0 0 0 0 0 0 0 0 0 0
chr1 169271913 169273532 1618 SVA 1593 0 0 0 0 0 0 1593 0 0 0 0 0 1619 1 C1orf9
chr1 169417813 169418145 331 Alu 303 303 303 0 0 0 0 0 0 0 0 0 0 0 0
chr1 169945148 169945468 319 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 0 0
chr1 170389216 170389606 389 HERV 390 0 0 0 0 390 390 0 0 0 0 0 0 0 0
chr1 170389216 170389606 389 LTR 390 0 0 0 0 390 390 0 0 0 0 0 0 0 0
chr1 170934062 170940091 6028 L1 6026 0 0 6026 6026 0 0 0 0 0 0 0 0 6029 1 RABGAP1L
chr1 171078547 171084619 6071 L1 6062 0 0 6031 6031 0 0 0 0 0 0 0 0 6072 1 RABGAP1L
chr1 172758109 172759566 1456 SVA 1448 0 0 0 0 0 0 1427 0 0 0 0 0 1457 1 RFWD2
chr1 174334706 174340796 6089 L1 6044 0 0 6018 6018 0 0 0 0 0 0 0 0 0 0
chr1 174959916 174960200 283 Alu 283 272 272 11 11 0 0 0 0 0 0 0 0 284 1 RASAL2
chr1 175477607 175479687 2079 L1 1903 0 0 1903 1903 0 0 0 0 0 5 6 0 2080 1 RALGPS2
chr1 175597234 175598164 929 L1 896 0 0 896 879 0 0 0 0 0 0 0 0 930 1 RALGPS2
chr1 175637895 175638239 343 Alu 317 317 317 0 0 0 0 0 0 0 0 0 0 0 0
chr1 175740514 175742631 2116 SVA 2043 0 0 0 0 0 0 1948 0 0 0 0 0 2117 1 FAM20B
chr1 176138150 176143851 5700 LTR 5695 329 329 0 0 4894 5366 0 0 0 0 0 0 5701 1 C1orf125
chr1 176643732 176644593 860 L1 828 0 0 790 790 0 0 0 0 0 0 0 0 0 0
chr1 176791041 176791364 322 Alu 322 307 307 15 0 0 0 0 0 0 0 0 0 323 1 CEP350
chr1 176915275 176915829 553 Alu 519 519 519 0 0 0 0 0 0 0 0 0 0 0 0
chr1 179020969 179021307 337 Alu 303 303 303 0 0 0 0 0 0 0 0 0 0 0 0
chr1 179441321 179443634 2312 SVA 2231 0 0 0 0 0 0 2231 0 0 0 0 0 0 0
chr1 180571087 180571281 193 LTR 194 0 0 0 0 0 194 0 0 0 0 0 0 194 1 RGL1
chr1 181271785 181272128 342 Alu 341 311 311 0 0 0 0 0 30 0 0 0 0 343 1 C1orf21
chr1 181546335 181552460 6124 L1 6110 64 64 6024 6024 0 0 0 0 0 0 0 0 6125 1 FAM129A
chr1 182104761 182105110 348 Alu 347 317 317 0 0 0 30 0 0 0 0 0 0 0 0
chr1 182107923 182108227 303 Alu 303 300 300 0 0 0 3 0 0 0 0 0 0 0 0
chr1 184524134 184526399 2264 L1 2264 0 0 2264 2264 0 0 0 0 0 0 0 0 0 0
chr1 185459587 185460016 428 L1 395 0 0 390 390 5 5 0 0 0 0 0 0 0 0
chr1 187593407 187593724 316 Alu 302 302 302 0 0 0 0 0 0 0 0 0 0 0 0
chr1 187625636 187625996 359 LTR 360 0 0 0 0 0 360 0 0 0 0 0 0 0 0
chr1 188561864 188565715 3850 L1 3849 0 0 3823 3823 0 0 0 0 0 0 0 0 0 0
chr1 188725778 188726606 827 L1 828 0 0 828 828 0 0 0 0 0 0 0 0 0 0
chr1 188799066 188799508 441 L1 440 0 0 431 431 0 9 0 0 0 0 0 0 0 0
chr1 189557002 189559204 2201 SVA 2060 0 0 0 0 0 0 2045 15 0 0 0 0 0 0
chr1 190418566 190424684 6117 L1 6096 0 0 6069 6069 0 1 0 0 0 0 0 0 0 0
chr1 190972736 190974012 1275 L1 1258 0 0 1258 1258 0 0 0 0 0 0 0 0 0 0
chr1 192625730 192630160 4429 L1 4363 0 0 4326 4326 0 0 0 0 0 0 0 0 0 0
chr1 192920053 192926211 6157 L1 6087 0 0 6087 6087 0 0 0 0 0 0 0 0 0 0
chr1 194105091 194105255 163 Alu 158 158 158 0 0 0 0 0 0 0 0 0 0 164 1 CRB1
chr1 194232139 194234935 2795 L1 2760 0 0 2706 2706 0 0 0 0 0 0 0 0 2796 1 DENND1B
chr1 195246861 195247374 512 L1 495 0 0 495 473 0 0 0 0 0 0 0 0 0 0
chr1 195724161 195726401 2239 L1 2203 0 0 2203 2203 0 0 0 0 0 0 0 0 0 0
chr1 196170386 196171894 1507 L1 1506 0 0 1497 1497 0 9 0 0 0 0 0 0 0 0
chr1 196240394 196241886 1491 L1 1492 0 0 1492 1492 0 0 0 0 0 0 0 0 0 0
chr1 196610643 196610959 315 Alu 312 312 312 0 0 0 0 0 0 0 0 0 0 0 0
chr1 197448509 197448789 279 Alu 279 275 275 0 0 0 4 0 0 0 0 0 0 280 1 CAMSAP1L1
chr1 198891571 198893305 1733 SVA 1695 0 0 0 0 0 0 1650 0 0 0 0 0 0 0
chr1 199042086 199042394 307 Alu 305 305 305 0 0 0 0 0 0 0 0 0 0 308 1 UBE2T
chr1 199055382 199055974 591 Alu 535 535 535 0 0 0 0 0 0 0 0 0 0 592 1 PPP1R12B
chr1 199440188 199441401 1212 SVA 1121 0 0 0 0 0 0 1121 0 0 0 0 0 1213 1 KDM5B
chr1 200658001 200658585 583 Alu 573 573 573 0 0 0 0 0 0 0 0 0 0 0 0



chr1 200871981 200872306 324 Alu 306 306 306 0 0 0 0 0 0 0 0 0 0 0 0
chr1 200935470 200941806 6335 LTR 6332 0 0 0 0 5662 6250 0 0 0 0 0 0 6336 1 PLEKHA6
chr1 202819110 202821066 1955 SVA 1955 0 0 0 0 0 0 1955 0 0 0 0 0 1956 1 C1orf186
chr1 204280500 204281037 536 L1 504 0 0 504 504 0 0 0 0 0 0 0 0 537 1 CR1L
chr1 204748454 204748766 311 Alu 306 306 306 0 0 0 0 0 0 0 0 0 0 312 1 PLXNA2
chr1 205298419 205298753 333 Alu 306 306 306 0 0 0 0 0 0 0 0 0 0 0 0
chr1 206475111 206481590 6478 L1 6069 0 0 6069 6069 0 0 0 0 0 0 0 0 0 0
chr1 206639747 206640078 330 Alu 309 309 309 0 0 0 0 0 0 0 0 0 0 331 1 SYT14
chr1 207322688 207323017 328 Alu 327 304 304 23 23 0 0 0 0 0 0 0 0 329 1 KCNH1
chr1 207759038 207759745 706 SVA 701 0 0 0 0 0 25 676 0 0 0 0 0 0 0
chr1 207834326 207834664 337 Alu 336 307 307 0 0 0 0 0 29 0 0 0 0 338 1 RCOR3
chr1 208411928 208412261 332 Alu 331 310 310 21 21 0 0 0 0 0 0 0 0 0 0
chr1 209701149 209704177 3027 L1 3022 301 301 2721 2721 0 0 0 0 0 0 0 0 3028 1 RPS6KC1
chr1 210484546 210485157 610 L1 596 0 0 596 596 0 0 0 0 0 0 0 0 0 0
chr1 214265965 214266314 348 Alu 347 317 317 30 30 0 0 0 0 0 0 0 0 349 1 SPATA17
chr1 214570872 214576997 6124 L1 6024 0 0 6024 6024 0 0 0 0 0 0 0 0 0 0
chr1 216042014 216042308 293 Alu 289 289 289 0 0 0 0 0 0 0 0 0 0 0 0
chr1 216106667 216108674 2006 SVA 1851 0 0 0 0 0 0 1851 0 0 0 0 0 0 0
chr1 216311718 216312020 301 Alu 302 302 302 0 0 0 0 0 0 0 0 0 0 0 0
chr1 216806890 216808723 1832 L1 1831 0 0 1831 1831 0 0 0 0 0 0 0 0 1833 1 RAB3GAP2
chr1 217027352 217029388 2035 SVA 1960 61 61 0 0 0 17 1882 0 0 0 0 0 0 0
chr1 217557028 217558697 1668 L1 1591 0 0 1591 1591 0 0 0 0 0 0 0 0 0 0
chr1 218168776 218169112 335 Alu 334 304 304 0 0 0 0 0 30 0 0 0 0 0 0
chr1 218782392 218782692 299 Alu 299 299 299 0 0 0 0 0 0 0 0 0 0 0 0
chr1 219862956 219864596 1639 L1 1627 0 0 1627 1627 0 0 0 0 0 0 0 0 1640 1 SUSD4
chr1 219940638 219946680 6041 L1 6022 0 0 6022 6022 0 0 0 0 0 0 0 0 0 0
chr1 220594566 220596202 1635 SVA 1632 0 0 75 13 0 0 1557 0 0 0 0 0 0 0
chr1 220699569 220699869 299 Alu 300 300 300 0 0 0 0 0 0 0 0 0 0 0 0
chr1 222608719 222610433 1713 SVA 1681 0 0 0 0 0 0 1681 0 0 0 0 0 0 0
chr1 222812064 222812379 314 Alu 308 308 308 0 0 0 0 0 0 0 0 0 0 0 0
chr1 223626518 223628439 1920 SVA 1883 0 0 0 0 0 0 1883 0 0 0 0 0 1921 1 CDC42BPA
chr1 224204390 224206322 1931 SVA 1831 0 0 0 0 0 0 1831 0 0 0 0 0 0 0
chr1 224330755 224331156 400 Alu 366 366 366 0 0 0 0 0 0 0 0 0 0 401 1 PRSS38
chr1 225617228 225622630 5401 HERV 5395 0 0 0 0 4940 5395 0 0 0 0 0 0 0 0
chr1 225617228 225622630 5401 LTR 5395 0 0 0 0 4940 5395 0 0 0 0 0 0 0 0
chr1 225675676 225675980 303 Alu 302 301 301 0 0 0 1 0 0 0 0 0 0 0 0
chr1 227289185 227289616 430 Alu 429 429 429 0 0 0 0 0 0 0 0 0 0 431 1 C1orf198
chr1 227609807 227610158 350 Alu 349 349 349 0 0 0 0 0 0 0 0 0 0 351 1 TRIM67
chr1 228012804 228013265 460 L1 444 0 0 444 444 0 0 0 0 0 0 0 0 461 1 TSNAX-DISC1
chr1 228672444 228677497 5052 LTR 5027 0 0 0 0 4481 5027 0 0 0 0 0 0 0 0
chr1 228773712 228775592 1879 SVA 1869 0 0 0 0 0 0 1869 0 0 0 0 0 0 0
chr1 229082274 229082577 302 Alu 303 303 303 0 0 0 0 0 0 0 0 0 0 0 0
chr1 230457104 230457538 433 L1 434 0 0 434 434 0 0 0 0 0 0 0 0 434 1 SLC35F3
chr1 230621006 230621350 343 L1 337 0 0 337 337 0 0 0 0 0 0 0 0 344 1 SLC35F3
chr1 230692830 230693153 322 Alu 322 299 299 0 0 0 23 0 0 0 0 0 0 323 1 SLC35F3
chr1 230709333 230710996 1662 SVA 1626 0 0 3 3 0 0 1569 20 0 0 0 0 1663 1 SLC35F3
chr1 230787577 230787645 67 Alu 68 68 68 0 0 0 0 0 0 0 0 0 0 0 0
chr1 230893943 230894254 310 Alu 300 300 300 0 0 0 0 0 0 0 0 0 0 311 1 TARBP1
chr1 231797790 231799555 1764 SVA 1752 0 0 0 0 0 0 1752 0 0 0 0 0 1765 1 ARID4B
chr1 231829692 231830125 432 Alu 421 421 421 0 0 0 0 0 0 0 0 0 0 433 1 GGPS1
chr1 232305183 232305577 393 Alu 391 383 383 8 8 0 0 0 0 0 0 0 0 394 1 LYST
chr1 232373375 232373771 395 Alu 394 394 394 0 0 0 0 0 0 0 0 0 0 0 0
chr1 232524308 232525010 701 L1 668 0 0 668 668 0 0 0 0 0 0 0 0 702 1 NID1
chr1 232873912 232874125 212 Alu 197 197 197 0 0 0 0 0 0 0 0 0 0 0 0
chr1 232920946 232921294 347 Alu 312 312 312 0 0 0 0 0 0 0 0 0 0 348 1 EDARADD
chr1 233504830 233505125 294 Alu 294 294 294 0 0 0 0 0 0 0 0 0 0 0 0
chr1 233564567 233570674 6106 L1 6027 0 0 6027 6027 0 0 0 0 0 0 0 0 6107 1 RYR2
chr1 233612989 233613265 275 Alu 273 273 273 0 0 0 0 0 0 0 0 0 0 276 1 RYR2
chr1 233616077 233617762 1684 SVA 1661 0 0 0 0 0 0 1632 0 0 0 0 0 1685 1 RYR2
chr1 234158119 234159716 1596 SVA 1485 0 0 0 0 0 0 1462 0 0 0 0 0 1597 1 RYR2
chr1 234635220 234636147 926 LTR 870 0 0 0 0 0 870 0 0 0 0 0 0 0 0
chr1 235000154 235000297 142 HERV 143 0 0 0 0 143 143 0 0 0 0 0 0 0 0



chr1 235000154 235000297 142 LTR 143 0 0 0 0 143 143 0 0 0 0 0 0 0 0
chr1 236943043 236943359 315 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 316 1 FMN2
chr1 237267168 237267562 393 LTR 392 0 0 0 0 0 392 0 0 0 0 0 0 394 1 RGS7
chr1 237461580 237462067 486 L1 466 0 0 466 466 0 0 0 0 0 0 0 0 487 1 RGS7
chr1 238534873 238540963 6089 L1 6067 0 0 6023 6023 0 44 0 0 0 0 0 0 0 0
chr1 238736314 238736646 331 Alu 330 309 309 0 0 0 21 0 0 0 0 0 0 332 1 PLD5
chr1 239380965 239381441 475 L1 474 0 0 435 435 0 39 0 0 0 0 0 0 0 0
chr1 240284794 240285139 344 Alu 343 312 312 31 31 0 0 0 0 0 0 0 0 345 1 AKT3
chr1 242075942 242076268 325 Alu 311 311 307 0 0 0 0 0 0 0 0 0 0 326 1 KIF26B
chr1 242263935 242265109 1173 SVA 1153 0 0 54 54 0 0 1064 0 0 0 0 0 1174 1 SMYD3
chr1 242295971 242296319 347 Alu 316 316 316 0 0 0 0 0 0 0 0 0 0 348 1 SMYD3
chr1 242916581 242916908 326 Alu 325 297 297 0 0 0 0 0 28 0 0 0 0 327 1 SMYD3
chr1 243709249 243710618 1368 SVA 1361 0 0 0 0 18 18 1303 0 0 0 0 0 0 0
chr1 244010650 244012275 1624 SVA 1620 0 0 0 0 0 0 1585 0 0 0 0 0 0 0
chr1 244533860 244534193 332 Alu 331 317 317 0 0 0 14 0 0 0 0 0 0 333 1 OR2L13
chr1 244710443 244711175 731 L1 732 0 0 732 732 0 0 0 0 0 0 0 0 0 0
chr1 245165566 245166967 1400 SVA 1321 0 0 0 0 0 0 1254 0 0 0 0 0 0 0
chr1 245295770 245295919 148 L1 145 0 0 145 145 0 0 0 0 0 0 0 0 0 0
chr10 154748 158523 3774 L1 3657 0 0 3657 3633 0 0 0 0 0 0 0 0 0 0
chr10 378092 378411 318 Alu 293 293 293 0 0 0 0 0 0 0 0 0 0 319 1 DIP2C
chr10 500674 503568 2893 L1 2891 0 0 2856 2856 0 0 0 0 0 0 0 0 2894 1 DIP2C
chr10 604409 604744 334 Alu 309 309 309 0 0 0 0 0 0 0 0 0 0 335 1 DIP2C
chr10 1805688 1805878 189 LTR 190 0 0 0 0 0 190 0 0 0 0 0 0 0 0
chr10 2261440 2261776 335 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 0 0
chr10 3074240 3074728 487 L1 487 0 0 487 487 0 0 0 0 0 0 0 0 0 0
chr10 4562579 4562885 305 Alu 305 304 304 1 1 0 0 0 0 0 0 0 0 0 0
chr10 5277301 5283357 6055 L1 6033 0 0 6030 6030 0 3 0 0 0 0 0 0 0 0
chr10 6451581 6457651 6069 L1 6031 0 0 6031 6031 0 0 0 0 0 0 0 0 0 0
chr10 7139955 7145589 5633 L1 5547 20 7 5485 5485 0 0 0 0 0 0 0 0 0 0
chr10 7212483 7213110 626 L1 612 0 0 612 612 0 0 0 0 0 0 0 0 0 0
chr10 7219398 7224957 5558 L1 5504 0 0 5504 5504 0 0 0 0 0 0 0 0 0 0
chr10 7833833 7834053 219 Alu 203 203 203 0 0 0 0 0 0 0 0 0 0 0 0
chr10 7997320 7997630 309 Alu 298 298 298 0 0 0 0 0 0 0 0 0 0 310 1 TAF3
chr10 8199917 8200408 490 Alu 489 489 489 0 0 0 0 0 0 0 0 0 0 0 0
chr10 8448969 8449289 319 Alu 307 307 307 0 0 0 0 0 0 0 0 0 0 0 0
chr10 8574020 8574351 330 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 0 0
chr10 8842630 8843108 477 LTR 428 0 0 0 0 0 428 0 0 0 0 0 0 0 0
chr10 8950301 8951886 1584 SVA 1547 0 0 0 0 0 0 1547 0 0 0 0 0 0 0
chr10 9678004 9678346 341 Alu 307 307 307 0 0 0 0 0 0 0 0 0 0 0 0
chr10 10012891 10013222 330 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 0 0
chr10 10188887 10190447 1559 L1 1503 0 0 1503 1503 0 0 0 0 0 0 0 0 0 0
chr10 10732765 10738980 6214 L1 6166 0 0 6166 6166 0 0 0 0 0 0 0 0 0 0
chr10 10748549 10748863 313 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 0 0
chr10 11813430 11819666 6235 L1 6206 0 0 6038 6028 0 168 0 0 0 0 0 0 0 0
chr10 12335787 12336326 538 Alu 523 523 523 0 0 0 0 0 0 0 0 0 0 0 0
chr10 12600380 12602983 2602 SVA 2552 0 0 74 74 0 0 2437 0 0 0 0 0 2603 1 CAMK1D
chr10 13208290 13208589 298 Alu 295 295 295 0 0 0 0 0 0 0 0 0 0 299 1 OPTN
chr10 13509963 13510481 517 LTR 514 0 0 28 28 0 486 0 0 0 0 0 0 0 0
chr10 14874940 14875260 319 Alu 296 296 296 0 0 0 0 0 0 0 0 0 0 0 0
chr10 14974878 14975370 491 Alu 490 490 490 0 0 0 0 0 0 0 0 0 0 492 1 SUV39H2
chr10 18685829 18686175 345 Alu 336 336 336 0 0 0 0 0 0 0 0 0 0 346 1 CACNB2
chr10 19231785 19232099 313 Alu 301 301 301 0 0 0 0 0 0 0 0 0 0 0 0
chr10 19417448 19423557 6108 L1 6081 0 0 6032 6032 0 0 0 0 0 0 0 0 0 0
chr10 19489114 19490498 1383 L1 1368 0 0 1335 1335 0 0 0 0 0 0 0 0 0 0
chr10 19505302 19505612 309 Alu 306 306 306 0 0 0 0 0 0 0 0 0 0 0 0
chr10 19568659 19568815 155 L1 156 0 0 156 156 0 0 0 0 0 0 0 0 0 0
chr10 19613050 19615991 2940 L1 2789 0 0 2789 2789 0 0 0 0 0 0 0 0 0 0
chr10 19833600 19833939 338 Alu 316 316 316 0 0 0 0 0 0 0 0 0 0 0 0
chr10 20897474 20901947 4472 L1 4426 0 0 4356 4356 0 70 0 0 0 0 0 0 0 0
chr10 21759154 21760172 1017 SVA 982 9 9 0 0 0 0 973 0 0 0 0 0 0 0
chr10 23585674 23586247 572 L1 560 0 0 560 560 0 0 0 0 0 0 0 0 0 0
chr10 23930373 23930682 308 Alu 305 305 305 0 0 0 0 0 0 0 0 0 0 0 0



chr10 24597295 24598175 879 L1 858 0 0 858 858 0 0 0 0 0 0 0 0 880 1 KIAA1217
chr10 25138091 25138427 335 Alu 334 334 334 0 0 0 0 0 0 0 0 0 0 0 0
chr10 25215870 25216204 333 Alu 315 315 315 0 0 0 0 0 0 0 0 0 0 334 1 PRTFDC1
chr10 25576107 25582299 6191 L1 6025 0 0 6025 6025 0 0 0 0 0 0 0 0 6192 1 GPR158
chr10 25909735 25910187 451 Alu 449 413 413 0 0 0 0 0 0 0 0 0 0 452 1 GPR158
chr10 26221057 26221204 146 LTR 147 0 0 0 0 0 147 0 0 0 0 0 0 0 0
chr10 26874290 26874873 582 Alu 581 581 581 0 0 0 0 0 0 0 0 0 0 583 1 APBB1IP
chr10 27222373 27223494 1120 LTR 1119 0 0 0 0 0 1119 0 0 0 0 0 0 0 0
chr10 28690422 28690872 449 Alu 448 448 448 0 0 0 0 0 0 0 0 0 0 0 0
chr10 29950905 29951225 319 Alu 308 308 308 0 0 0 0 0 0 0 0 0 0 320 1 SVIL
chr10 30855417 30855750 332 Alu 329 318 318 11 11 0 0 0 0 0 0 0 0 0 0
chr10 30970841 30971277 435 LTR 429 0 0 0 0 0 429 0 0 0 0 0 0 0 0
chr10 31276333 31282629 6295 L1 6241 0 0 6219 6219 0 22 0 0 0 0 0 0 6296 1 ZNF438
chr10 31341950 31342271 320 Alu 292 292 292 0 0 0 0 0 0 0 0 0 0 321 1 ZNF438
chr10 31691107 31691470 362 SVA 363 0 0 0 0 0 0 363 0 0 0 0 0 363 1 ZEB1
chr10 32989044 32990348 1303 L1 1292 0 0 1292 1292 0 0 0 0 0 0 0 0 1304 1 C10orf68
chr10 33839620 33845877 6256 L1 6178 83 83 6030 6030 0 0 0 0 0 0 0 0 0 0
chr10 34890428 34890764 335 Alu 312 312 312 0 0 0 0 0 0 0 0 0 0 336 1 PARD3
chr10 34911781 34911927 145 LTR 146 0 0 0 0 0 146 0 0 0 0 0 0 146 1 PARD3
chr10 35009609 35009944 334 L1 300 0 0 300 300 0 0 0 0 0 0 0 0 335 1 PARD3
chr10 35261383 35261706 322 Alu 295 295 295 0 0 0 0 0 0 0 0 0 0 0 0
chr10 35298053 35304356 6302 HERV 6105 0 0 0 0 5998 6105 0 0 0 0 0 0 0 0
chr10 35298053 35304356 6302 LTR 6105 0 0 0 0 5998 6105 0 0 0 0 0 0 0 0
chr10 35379994 35380450 455 Alu 453 453 453 0 0 0 0 0 0 0 0 0 0 456 1 CUL2
chr10 35432188 35432736 547 Alu 503 503 503 0 0 0 0 0 0 0 0 0 0 0 0
chr10 35758972 35759294 321 Alu 303 303 303 0 0 0 0 0 0 0 0 0 0 322 1 CCNY
chr10 36334200 36334764 563 L1 535 0 0 535 535 0 0 0 0 0 0 0 0 0 0
chr10 38106473 38109476 3002 L1 2999 0 0 2999 2999 0 0 0 0 0 0 0 0 0 0
chr10 38264257 38273263 9005 HERV 8917 0 0 0 0 8828 8917 0 0 0 0 0 0 0 0
chr10 38264257 38273263 9005 LTR 8917 0 0 0 0 8828 8917 0 0 0 0 0 0 0 0
chr10 38561213 38562549 1335 L1 1315 73 73 1242 1242 0 0 0 0 0 0 0 0 0 0
chr10 38591835 38594693 2857 L1 2698 0 0 2698 2698 0 0 0 0 0 0 0 0 0 0
chr10 42313897 42317644 3746 LTR 3746 0 0 0 0 3266 3746 0 0 0 0 0 0 0 0
chr10 42594212 42594555 342 Alu 341 310 310 31 0 0 0 0 0 0 0 0 0 0 0
chr10 42662089 42663799 1709 SVA 1690 0 0 0 0 0 16 1674 0 0 0 0 0 0 0
chr10 42779561 42781568 2006 L1 2007 0 0 2007 2007 0 0 0 0 0 0 0 0 0 0
chr10 43152653 43153624 970 LTR 967 0 0 0 0 0 967 0 0 0 0 0 0 0 0
chr10 43897325 43897627 301 Alu 299 299 299 0 0 0 0 0 0 0 0 0 0 0 0
chr10 44054310 44054649 338 Alu 308 308 308 0 0 0 0 0 0 0 0 0 0 0 0
chr10 44310906 44311719 812 L1 813 0 0 813 813 0 0 0 0 0 0 0 0 0 0
chr10 44841684 44842260 575 L1 574 0 0 574 555 0 0 0 0 0 0 0 0 0 0
chr10 45265045 45265352 306 Alu 306 303 303 3 3 0 0 0 0 0 0 0 0 0 0
chr10 46508385 46508709 323 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 0 0
chr10 49587159 49587484 324 Alu 307 307 307 0 0 0 0 0 0 0 0 0 0 325 1 WDFY4
chr10 49650563 49651290 726 L1 683 0 0 683 683 0 0 0 0 0 0 0 0 727 1 WDFY4
chr10 51125966 51126527 560 LTR 559 0 0 0 0 0 559 0 0 0 0 0 0 0 0
chr10 51194053 51194337 283 Alu 283 271 271 12 12 0 0 0 0 0 0 0 0 0 0
chr10 51516197 51516666 468 L1 443 0 0 443 443 0 0 0 0 0 0 0 0 469 1 FAM21B
chr10 51752308 51752626 317 Alu 309 309 309 0 0 0 0 0 0 0 0 0 0 318 1 SGMS1
chr10 51993216 51993557 340 Alu 308 308 308 0 0 0 0 0 0 0 0 0 0 341 1 SGMS1
chr10 53039525 53040809 1283 L1 1281 0 0 1281 1281 0 0 0 0 0 0 0 0 1284 1 PRKG1
chr10 53435118 53436439 1320 L1 1297 43 43 1254 1254 0 0 0 0 0 0 0 0 1321 1 PRKG1
chr10 53611158 53612646 1487 L1 1487 0 0 1447 1447 0 40 0 0 0 0 0 0 1488 1 PRKG1
chr10 53663097 53669327 6229 L1 6074 0 0 6003 6003 0 0 0 0 0 0 0 0 6230 1 PRKG1
chr10 54448731 54449054 322 Alu 321 309 309 0 0 0 12 0 0 0 0 0 0 0 0
chr10 54779259 54779476 216 L1 217 0 0 217 217 0 0 0 0 0 0 0 0 0 0
chr10 55725619 55725949 329 Alu 328 306 306 0 0 22 22 0 0 0 0 0 0 330 1 PCDH15
chr10 56692011 56692513 501 LTR 501 0 0 0 0 0 494 0 0 0 0 0 0 0 0
chr10 57298980 57299301 320 Alu 307 307 307 0 0 0 0 0 0 0 0 0 0 0 0
chr10 57372029 57372370 340 Alu 309 309 309 0 0 0 0 0 0 0 0 0 0 0 0
chr10 57384643 57384948 304 Alu 297 297 297 0 0 0 0 0 0 0 0 0 0 0 0
chr10 58072351 58077026 4674 L1 4673 278 278 4395 4395 0 0 0 0 0 0 0 0 0 0



chr10 59020878 59021256 377 Alu 363 363 363 0 0 0 0 0 0 0 0 0 0 0 0
chr10 59097252 59097519 266 Alu 267 267 267 0 0 0 0 0 0 0 0 0 0 0 0
chr10 59700801 59701111 309 Alu 295 295 295 0 0 0 0 0 0 0 0 0 0 310 1 CISD1
chr10 60027336 60027890 553 LTR 554 0 0 0 0 0 554 0 0 0 0 0 0 554 1 BICC1
chr10 61108285 61108609 323 Alu 317 317 317 0 0 0 0 0 0 0 0 0 0 324 1 SLC16A9
chr10 61125766 61127587 1820 SVA 1755 29 0 0 0 0 0 1726 0 0 0 0 0 1821 1 SLC16A9
chr10 61212648 61214708 2059 L1 2032 0 0 2032 1996 0 0 0 0 0 0 0 0 0 0
chr10 61397315 61397528 212 Alu 198 198 198 0 0 0 0 0 0 0 0 0 0 0 0
chr10 62153669 62154007 337 Alu 336 307 307 0 0 0 29 0 0 0 0 0 0 0 0
chr10 62464198 62469679 5480 LTR 5477 0 0 0 0 4702 5477 0 0 0 0 0 0 0 0
chr10 62484940 62487953 3012 L1 2999 0 0 2999 2933 0 0 0 0 0 0 0 0 0 0
chr10 62951288 62952530 1241 L1 1221 0 0 1221 1221 0 0 0 0 0 0 0 0 0 0
chr10 63235297 63236851 1553 LTR 1554 0 0 0 0 0 1554 0 0 0 0 0 0 0 0
chr10 64032472 64038526 6053 L1 6004 0 0 6004 6004 0 0 0 0 0 0 0 0 6054 1 ZNF365
chr10 64454659 64455220 560 Alu 534 534 534 0 0 0 0 0 0 0 0 0 0 0 0
chr10 64986381 64986700 318 Alu 319 319 319 0 0 0 0 0 0 0 0 0 0 319 1 REEP3
chr10 65215281 65215609 327 Alu 305 305 305 0 0 0 0 0 0 0 0 0 0 0 0
chr10 65240531 65242308 1776 SVA 1775 0 0 41 41 0 0 1734 0 0 0 0 0 0 0
chr10 66324070 66324988 917 L1 918 0 0 918 918 0 0 0 0 0 0 0 0 0 0
chr10 68809490 68809818 327 Alu 306 306 306 0 0 0 0 0 0 0 0 0 0 328 1 CTNNA3
chr10 69120610 69122521 1910 SVA 1906 0 0 0 0 0 0 1898 8 0 0 0 0 1911 1 CTNNA3
chr10 69841810 69842274 463 Alu 456 456 456 0 0 0 0 0 0 0 0 0 0 0 0
chr10 69955370 69956445 1074 LTR 999 35 35 0 0 0 964 0 0 0 0 0 0 1075 1 SLC25A16
chr10 70143927 70144270 342 Alu 340 334 334 0 0 0 6 0 0 0 0 0 0 0 0
chr10 70282000 70282495 494 Alu 492 464 464 28 28 0 0 0 0 0 0 0 0 495 1 STOX1
chr10 70668123 70668438 314 Alu 311 311 311 0 0 0 0 0 0 0 0 0 0 315 1 HKDC1
chr10 70859889 70860389 499 Alu 497 474 474 23 23 0 0 0 0 0 0 0 0 0 0
chr10 71594782 71595074 291 Alu 291 269 269 0 0 0 0 0 22 0 0 0 0 292 1 SAR1A
chr10 72060225 72061783 1557 SVA 1541 0 0 0 0 0 0 1539 2 0 0 0 0 0 0
chr10 72116039 72118725 2685 SVA 2609 0 0 0 0 0 0 2546 0 0 0 0 0 2686 1 ADAMTS14
chr10 73304868 73306516 1647 SVA 1628 0 0 0 0 0 0 1581 9 0 0 0 0 0 0
chr10 73341861 73342178 316 Alu 304 304 304 0 0 0 0 0 0 0 0 0 0 0 0
chr10 73775064 73775506 441 Alu 420 420 420 0 0 0 0 0 0 0 0 0 0 442 1 DNAJB12
chr10 74742747 74743355 607 Alu 605 605 605 0 0 0 0 0 0 0 0 0 0 608 1 TTC18
chr10 76689370 76689686 315 Alu 314 305 305 9 9 0 0 0 0 0 0 0 0 0 0
chr10 77930961 77931152 190 L1 191 0 0 191 191 0 0 0 0 0 0 0 0 191 1 C10orf11
chr10 78233036 78233352 315 Alu 306 306 306 0 0 0 0 0 0 0 0 0 0 0 0
chr10 78262244 78263044 799 L1 787 0 0 767 767 0 0 0 0 0 0 0 0 0 0
chr10 78470860 78471299 438 Alu 437 437 437 0 0 0 0 0 0 0 0 0 0 439 1 KCNMA1
chr10 79518213 79524250 6036 L1 6028 0 0 6028 6028 0 0 0 0 0 0 0 0 0 0
chr10 79897662 79899543 1880 SVA 1863 0 0 0 0 0 0 1841 0 0 0 0 0 0 0
chr10 82273125 82273363 237 Alu 221 221 221 0 0 0 0 0 0 0 0 0 0 0 0
chr10 82283001 82285304 2302 SVA 2269 0 0 0 0 0 0 2189 0 0 0 0 0 0 0
chr10 82727706 82728046 339 Alu 313 313 313 0 0 0 0 0 0 0 0 0 0 0 0
chr10 83099966 83101998 2031 L1 2029 0 0 2009 2009 0 0 0 0 0 0 0 0 0 0
chr10 83712849 83713189 339 Alu 310 306 306 0 0 0 4 0 0 0 0 0 0 340 1 NRG3
chr10 84807502 84812843 5340 HERV 5328 0 0 0 0 5101 5328 0 0 0 0 0 0 0 0
chr10 84807502 84812843 5340 LTR 5328 0 0 0 0 5101 5328 0 0 0 0 0 0 0 0
chr10 85468045 85468455 409 L1 402 0 0 396 396 0 0 0 0 0 0 0 0 0 0
chr10 86096460 86098383 1922 SVA 1758 0 0 2 0 0 0 1729 0 0 0 0 0 1923 1 FAM190B
chr10 86373785 86374113 327 Alu 303 303 303 0 0 0 0 0 0 0 0 0 0 0 0
chr10 86607849 86609352 1502 L1 1420 0 0 1420 1420 0 0 0 0 0 0 0 0 0 0
chr10 86676830 86677145 314 Alu 309 309 309 0 0 0 0 0 0 0 0 0 0 0 0
chr10 86846681 86847002 320 Alu 295 295 295 0 0 0 0 0 0 0 0 0 0 0 0
chr10 86915868 86916209 340 Alu 319 319 319 0 0 0 0 0 0 0 0 0 0 0 0
chr10 87105203 87111368 6164 L1 6112 0 0 6068 6068 0 0 0 0 0 0 0 0 0 0
chr10 87957339 87957665 325 Alu 303 303 303 0 0 0 0 0 0 0 0 0 0 326 1 GRID1
chr10 88138475 88138801 325 Alu 324 310 310 14 0 0 0 0 0 0 0 0 0 0 0
chr10 91710325 91710638 312 Alu 305 305 305 0 0 0 0 0 0 0 0 0 0 0 0
chr10 91760770 91765484 4713 L1 4645 0 0 4645 4645 0 0 0 0 0 0 0 0 0 0
chr10 92556984 92562633 5648 LTR 5597 0 0 0 0 5052 5597 0 0 0 0 0 0 5649 1 HTR7
chr10 93226627 93226936 308 Alu 300 300 300 0 0 0 0 0 0 0 0 0 0 309 1 HECTD2



chr10 95097017 95097328 310 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 311 1 MYOF
chr10 95843681 95844022 340 Alu 327 306 306 21 0 0 0 0 0 0 0 0 0 341 1 PLCE1
chr10 96327438 96327848 409 Alu 408 408 408 0 0 0 0 0 0 0 0 0 0 410 1 HELLS
chr10 96791245 96791560 314 Alu 313 313 313 0 0 0 0 0 0 0 0 0 0 315 1 CYP2C8
chr10 97944502 97944821 318 Alu 317 299 299 18 18 0 0 0 0 0 0 0 0 319 1 BLNK
chr10 98471610 98471951 340 Alu 339 308 308 0 0 0 31 0 0 0 0 0 0 0 0
chr10 99024849 99027389 2539 SVA 2495 0 0 0 0 0 0 2468 0 0 0 0 0 2540 1 ARHGAP19
chr10 99199598 99199916 317 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 318 1 ZDHHC16
chr10 99277192 99279543 2350 SVA 2342 0 0 0 0 0 0 2316 0 0 0 0 0 2351 1 UBTD1
chr10 100418587 100419404 816 L1 817 0 0 817 817 0 0 0 0 0 0 0 0 817 1 HPSE2
chr10 100531023 100538717 7693 L1 7363 0 0 7063 7063 0 0 0 175 0 0 0 0 7694 1 HPSE2
chr10 100710385 100712787 2401 L1 2206 0 0 2206 2206 0 0 0 0 0 0 0 0 2402 1 HPSE2
chr10 100902365 100908517 6151 L1 6130 0 0 6130 6130 0 0 0 0 0 0 0 0 6152 1 HPSE2
chr10 100910336 100910669 332 Alu 331 302 302 29 29 0 0 0 0 0 0 0 0 333 1 HPSE2
chr10 101570559 101577747 7187 LTR 7171 0 0 0 0 6161 7171 0 0 0 0 0 0 7188 1 ABCC2
chr10 101640873 101642624 1750 SVA 1749 0 0 123 123 0 0 1626 0 0 0 0 0 1751 1 DNMBP
chr10 101841844 101844324 2479 SVA 2442 0 0 0 0 0 0 2335 0 0 0 0 0 0 0
chr10 101905242 101905571 328 Alu 312 312 312 0 0 0 0 0 0 0 0 0 0 329 1 ERLIN1
chr10 102108074 102108370 295 Alu 287 287 287 0 0 0 0 0 0 0 0 0 0 296 1 SCD
chr10 103259002 103259307 304 Alu 304 304 304 0 0 0 0 0 0 0 0 0 0 305 1 BTRC
chr10 103267650 103267963 312 Alu 311 301 301 10 0 0 0 0 0 0 0 0 0 313 1 BTRC
chr10 104289680 104289948 267 L1 268 0 0 268 268 0 0 0 0 0 0 0 0 268 1 SUFU
chr10 104440852 104441182 329 L1 328 0 0 297 297 0 0 0 31 0 0 0 0 330 1 ARL3
chr10 104635173 104635695 521 Alu 520 520 520 0 0 0 0 0 0 0 0 0 0 522 1 AS3MT
chr10 104823326 104823639 312 Alu 312 312 312 0 0 0 0 0 0 0 0 0 0 313 1 CNNM2
chr10 105087393 105087935 541 Alu 540 540 540 0 0 0 0 0 0 0 0 0 0 542 1 PCGF6
chr10 105171424 105171764 339 Alu 320 320 320 0 0 0 0 0 0 0 0 0 0 340 1 PDCD11
chr10 105933124 105933462 337 Alu 336 336 304 0 0 0 0 0 0 0 0 0 0 338 1 C10orf79
chr10 106188064 106188422 357 Alu 356 356 356 0 0 0 0 0 0 0 0 0 0 358 1 CCDC147
chr10 106534649 106535346 696 SVA 694 0 0 0 0 0 0 694 0 0 0 0 0 697 1 SORCS3
chr10 107060993 107061982 988 L1 987 0 0 920 920 0 67 0 0 0 0 0 0 0 0
chr10 107085844 107086153 308 Alu 296 296 296 0 0 0 0 0 0 0 0 0 0 0 0
chr10 107127089 107133277 6187 L1 6072 0 0 6030 6030 0 0 0 0 0 0 0 0 0 0
chr10 107525259 107531327 6067 L1 6030 0 0 6030 6030 0 0 0 0 0 0 0 0 0 0
chr10 109863648 109869755 6106 L1 6062 0 0 6062 6062 0 0 0 0 0 0 0 0 0 0
chr10 110164254 110164553 298 L1 269 0 0 269 269 0 0 0 0 0 0 0 0 0 0
chr10 110973351 110979401 6049 L1 6013 0 0 6013 6013 0 0 0 0 0 0 0 0 0 0
chr10 110991067 110992945 1877 L1 1852 0 0 1852 1852 0 0 0 0 0 0 0 0 0 0
chr10 111283223 111283548 324 Alu 311 311 311 0 0 0 0 0 0 0 0 0 0 0 0
chr10 111562098 111568212 6113 L1 6094 0 0 6094 6094 0 0 0 0 0 0 0 0 0 0
chr10 111869785 111870927 1141 L1 1092 0 0 1092 1092 0 0 0 0 0 0 0 0 1142 1 ADD3
chr10 112516030 112518029 1998 SVA 1946 0 0 0 0 0 0 1946 0 0 0 0 0 1999 1 RBM20
chr10 112605964 112606949 984 L1 966 0 0 966 966 0 0 0 0 0 0 0 0 0 0
chr10 112731597 112732528 930 L1 931 0 0 931 931 0 0 0 0 0 0 0 0 931 1 SHOC2
chr10 113333657 113339729 6071 L1 6067 0 0 6020 6020 0 16 0 0 0 0 0 0 0 0
chr10 113702657 113702984 326 Alu 308 308 308 0 0 0 0 0 0 0 0 0 0 0 0
chr10 113812126 113818242 6115 L1 6063 0 0 6063 6063 0 0 0 0 0 0 0 0 0 0
chr10 113954355 113956603 2247 L1 2137 15 0 2122 2122 0 0 0 0 0 0 0 0 0 0
chr10 114347414 114347773 358 Alu 330 330 330 0 0 0 0 0 0 0 0 0 0 359 1 VTI1A
chr10 115247896 115248227 330 Alu 316 316 316 0 0 0 0 0 0 0 0 0 0 0 0
chr10 116383865 116384184 318 Alu 307 307 307 0 0 0 0 0 0 0 0 0 0 319 1 ABLIM1
chr10 116684947 116685551 603 LTR 604 0 0 0 0 0 604 0 0 0 0 0 0 0 0
chr10 116831176 116831499 322 Alu 308 308 308 0 0 0 0 0 0 0 0 0 0 0 0
chr10 118523515 118523815 299 Alu 293 293 293 0 0 0 0 0 0 0 0 0 0 0 0
chr10 118602504 118602824 319 Alu 309 300 300 0 0 0 9 0 0 0 0 0 0 0 0
chr10 118654418 118654725 306 Alu 304 304 304 0 0 0 0 0 0 0 0 0 0 307 1 KIAA1598
chr10 118828519 118834619 6099 L1 6096 0 0 6096 6096 0 0 0 0 0 0 0 0 0 0
chr10 119209076 119209567 490 Alu 443 443 443 0 0 0 0 0 0 0 0 0 0 0 0
chr10 119582331 119588375 6043 L1 6032 0 0 5986 5986 0 0 0 12 0 0 0 0 0 0
chr10 119969181 119969495 313 Alu 300 300 300 0 0 0 0 0 0 0 0 0 0 0 0
chr10 121963900 121965616 1715 SVA 1600 0 0 0 0 0 0 1600 0 0 0 0 0 0 0
chr10 122144613 122144912 298 Alu 298 298 298 0 0 0 0 0 0 0 0 0 0 0 0



chr10 122212517 122212830 312 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 313 1 PPAPDC1A
chr10 122286317 122286870 552 L1 553 0 0 553 553 0 0 0 0 0 0 0 0 553 1 PPAPDC1A
chr10 122399880 122400206 325 Alu 324 324 304 0 0 0 0 0 0 0 0 0 0 0 0
chr10 124436913 124437338 424 LTR 424 0 0 0 0 0 424 0 0 0 0 0 0 0 0
chr10 124536880 124537196 315 Alu 303 303 303 0 0 0 0 0 0 0 0 0 0 316 1 FLJ46361
chr10 124579484 124579908 423 L1 413 0 0 382 382 0 0 0 0 0 0 0 0 0 0
chr10 125672790 125673195 404 L1 405 302 302 405 405 0 46 0 0 0 0 0 0 0 0
chr10 125695857 125696193 335 Alu 317 317 317 0 0 0 0 0 0 0 0 0 0 0 0
chr10 126460813 126461187 373 Alu 373 373 373 0 0 0 0 0 0 0 0 0 0 374 1 METTL10
chr10 126483672 126483919 246 Alu 238 238 238 0 0 0 0 0 0 0 0 0 0 247 1 FAM175B
chr10 127196282 127197772 1489 SVA 1475 0 0 0 0 0 0 1475 0 0 0 0 0 0 0
chr10 127735185 127735981 795 L1 782 0 0 782 782 0 0 0 0 0 0 0 0 796 1 ADAM12
chr10 128016808 128017119 310 Alu 302 302 302 0 0 0 0 0 0 0 0 0 0 311 1 ADAM12
chr10 128355024 128361093 6068 L1 6030 0 0 6030 6030 0 0 0 0 0 0 0 0 0 0
chr10 129277386 129277783 396 L1 376 0 0 376 376 0 0 0 0 0 0 0 0 0 0
chr10 129492478 129492796 317 Alu 304 304 304 0 0 0 0 0 0 0 0 0 0 0 0
chr10 129825484 129825863 378 Alu 376 376 376 0 0 0 0 0 0 0 0 0 0 0 0
chr10 130274870 130275970 1099 L1 1031 0 0 987 987 0 0 0 0 0 0 0 0 0 0
chr10 131806933 131807429 495 Alu 494 494 494 0 0 0 0 0 0 0 0 0 0 0 0
chr10 132748466 132748814 347 Alu 338 338 338 0 0 0 0 0 0 0 0 0 0 0 0
chr10 133299066 133299413 346 Alu 317 317 317 0 0 0 0 0 0 0 0 0 0 0 0
chr10 133386870 133388537 1666 L1 1647 0 0 1621 1621 0 0 0 0 0 0 0 0 0 0
chr10 133998779 133999011 231 LTR 232 0 0 0 0 0 232 0 0 0 0 0 0 232 1 LRRC27
chr10 134223456 134223586 129 L1 130 0 0 130 130 0 0 0 0 0 0 0 0 130 1 INPP5A
chr10 134328977 134329411 433 Alu 432 432 432 0 0 0 0 0 0 0 0 0 0 434 1 INPP5A
chr10 134537767 134538276 508 L1 475 0 0 475 475 0 0 0 0 0 0 0 0 0 0
chr10 135116291 135117645 1353 SVA 1352 0 0 53 53 0 0 1299 0 0 0 0 0 1354 1 MTG1
chr10 135306232 135312179 5946 LTR 5695 0 0 0 0 4947 5695 0 0 0 0 0 0 0 0
chr11 868728 869427 698 Alu 681 628 628 0 0 0 53 0 0 0 0 0 0 699 1 CHID1
chr11 905467 905907 439 Alu 435 435 435 0 0 0 0 0 0 0 0 0 0 0 0
chr11 1343458 1343980 521 L1 468 0 0 468 468 0 0 0 0 0 0 0 0 0 0
chr11 1610764 1611095 330 LTR 331 0 0 0 0 0 331 0 0 0 0 0 0 331 1 MOB2
chr11 2329901 2330051 149 LTR 150 0 0 0 0 0 150 0 0 0 0 0 0 0 0
chr11 3995982 3996401 418 Alu 418 418 418 0 0 0 0 0 0 0 0 0 0 419 1 STIM1
chr11 4114519 4115933 1413 SVA 1384 22 22 0 0 0 0 1341 0 0 0 0 0 1414 1 RRM1
chr11 4597621 4599302 1680 L1 1664 0 0 1645 1645 0 19 0 0 0 0 0 0 0 0
chr11 4911228 4914299 3070 L1 2942 0 0 2942 2942 0 0 0 0 0 0 0 0 0 0
chr11 6228465 6228777 311 Alu 308 308 308 0 0 0 0 0 0 0 0 0 0 0 0
chr11 6385557 6385894 336 Alu 335 304 304 31 31 0 0 0 0 0 0 0 0 337 1 APBB1
chr11 6656521 6656837 315 L1 286 0 0 286 286 0 0 0 0 0 0 0 0 0 0
chr11 7211121 7212016 894 L1 857 0 0 835 835 0 0 0 0 0 0 0 0 0 0
chr11 7622548 7622866 317 Alu 316 310 310 0 0 0 0 0 6 0 0 0 0 318 1 PPFIBP2
chr11 7673483 7673800 316 Alu 308 308 308 0 0 0 0 0 0 0 0 5 0.02 317 1 OVCH2
chr11 7712617 7718652 6034 L1 6016 0 0 6016 6016 0 0 0 0 0 0 0 0 0 0
chr11 8129423 8129733 309 Alu 308 303 303 5 5 0 0 0 0 0 0 0 0 310 1 RIC3
chr11 8553478 8553713 234 L1 235 0 0 235 235 0 0 0 0 0 0 0 0 235 1 STK33
chr11 9241419 9242000 580 Alu 552 552 552 0 0 0 0 0 0 0 0 0 0 581 1 DENND5A
chr11 9513850 9514395 544 Alu 544 544 544 0 0 0 0 0 0 0 0 0 0 0 0
chr11 9751152 9751571 418 Alu 416 395 395 0 0 0 21 0 0 0 0 0 0 0 0
chr11 10086604 10086946 341 Alu 307 307 307 0 0 0 0 0 0 0 0 0 0 342 1 SBF2
chr11 10369419 10370402 982 LTR 981 0 0 14 0 0 967 0 0 0 0 0 0 0 0
chr11 10420586 10420927 340 Alu 331 308 308 0 0 0 23 0 0 0 0 0 0 0 0
chr11 11213697 11214018 320 Alu 319 310 310 0 0 0 9 0 0 0 0 0 0 0 0
chr11 11788074 11788482 407 L1 376 0 0 376 376 0 0 0 0 0 0 0 0 0 0
chr11 12599217 12599468 250 Alu 241 241 241 0 0 0 0 0 0 0 0 0 0 0 0
chr11 13079400 13079744 343 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 0 0
chr11 13091954 13092260 305 Alu 301 301 301 0 0 0 0 0 0 0 0 0 0 0 0
chr11 13141856 13142187 330 Alu 300 300 300 0 0 0 0 0 0 0 0 0 0 0 0
chr11 13492353 13492970 616 L1 606 0 0 575 575 0 0 0 0 0 0 0 0 0 0
chr11 13561807 13562132 324 Alu 323 312 312 11 11 0 0 0 0 0 0 0 0 0 0
chr11 13771900 13777481 5580 L1 5531 0 0 5531 5531 0 0 0 0 0 0 0 0 0 0
chr11 13805662 13806374 711 L1 702 0 0 658 658 0 0 0 0 0 0 0 0 0 0



chr11 14606285 14612288 6002 L1 6001 0 0 5993 5993 0 0 0 8 0 0 0 0 6003 1 PSMA1
chr11 14734919 14737494 2574 L1 2568 0 0 2568 2568 0 0 0 0 0 0 0 0 2575 1 PDE3B
chr11 14802431 14802942 510 L1 511 0 0 511 511 0 0 0 0 0 0 0 0 511 1 PDE3B
chr11 15242256 15242556 299 LTR 295 0 0 0 0 0 295 0 0 0 0 0 0 0 0
chr11 15317776 15318118 341 Alu 340 314 314 26 26 0 0 0 0 0 0 0 0 0 0
chr11 15522127 15522455 327 Alu 305 305 305 0 0 0 0 0 0 0 0 0 0 0 0
chr11 15653694 15654050 355 L1 356 0 0 356 356 0 0 0 0 0 0 0 0 0 0
chr11 15952459 15952774 314 L1 302 0 0 302 302 0 0 0 0 0 0 0 0 315 1 SOX6
chr11 16884335 16886413 2077 SVA 2074 0 0 0 0 0 32 1974 0 0 0 0 0 2078 1 PLEKHA7
chr11 17152405 17152872 466 Alu 433 433 433 0 0 0 0 0 0 0 0 0 0 0 0
chr11 17156797 17157274 476 Alu 475 475 475 0 0 0 0 0 0 0 0 0 0 0 0
chr11 18539700 18540001 300 Alu 298 298 298 0 0 0 0 0 0 0 0 0 0 301 1 UEVLD
chr11 18613499 18613807 307 Alu 299 299 299 0 0 0 0 0 0 0 0 0 0 0 0
chr11 18787791 18788400 608 L1 607 0 0 567 567 17 17 0 0 0 0 0 0 0 0
chr11 19067925 19068229 303 Alu 302 302 302 0 0 0 0 0 0 0 0 0 0 0 0
chr11 19076904 19077223 318 Alu 315 315 304 0 0 0 0 0 0 0 0 0 0 0 0
chr11 19814390 19814710 319 Alu 318 305 305 13 0 0 0 0 0 0 0 0 0 320 1 NAV2
chr11 19837259 19839249 1989 SVA 1959 2 0 0 0 0 0 1932 0 0 0 0 0 1990 1 NAV2
chr11 19892664 19892999 334 Alu 301 301 301 0 0 0 0 0 0 0 0 0 0 335 1 NAV2
chr11 21994129 22000160 6030 L1 6029 0 0 6029 6029 0 0 0 0 0 0 0 0 0 0
chr11 23154244 23156839 2594 L1 2529 0 0 2529 2529 0 0 0 0 0 0 0 0 0 0
chr11 23276186 23282339 6152 L1 6082 39 39 6034 6034 0 0 0 9 0 0 0 0 0 0
chr11 23534583 23534841 257 L1 258 0 0 258 258 0 0 0 0 0 0 0 0 0 0
chr11 23768791 23771555 2763 L1 2698 0 0 2698 2698 0 0 0 0 0 0 0 0 0 0
chr11 23870586 23871035 448 LTR 446 0 0 0 0 59 446 0 0 0 0 0 0 0 0
chr11 24365452 24367639 2186 L1 2187 0 0 2187 2187 0 0 0 0 0 0 0 0 0 0
chr11 24424137 24425174 1036 LTR 1036 0 0 0 0 0 1036 0 0 0 0 0 0 0 0
chr11 26419233 26419537 303 Alu 304 304 304 0 0 0 0 0 0 0 0 0 0 304 1 ANO3
chr11 27010499 27012445 1945 L1 1946 0 0 1946 1946 0 0 0 0 0 0 0 0 0 0
chr11 27778803 27778994 190 Alu 182 182 182 0 0 0 0 0 0 0 0 0 0 0 0
chr11 28407463 28409950 2486 SVA 2432 0 0 0 0 0 0 2388 0 0 0 0 0 0 0
chr11 30716352 30716874 521 L1 517 8 0 509 509 0 0 0 0 0 0 0 0 0 0
chr11 30943650 30945646 1995 L1 1916 0 0 1907 1907 0 0 0 9 0 0 0 0 0 0
chr11 32149958 32150151 192 Alu 174 174 174 0 0 0 0 0 0 0 0 0 0 0 0
chr11 33437784 33438102 317 Alu 300 300 300 0 0 0 0 0 0 0 0 0 0 0 0
chr11 33963655 33965232 1576 SVA 1465 0 0 0 0 0 0 1437 0 0 0 0 0 0 0
chr11 35373801 35375728 1926 L1 1925 0 0 1918 1918 0 7 0 0 0 0 0 0 1927 1 SLC1A2
chr11 36122027 36124153 2125 SVA 2124 0 0 0 0 0 5 2119 0 0 0 0 0 2126 1 LDLRAD3
chr11 36871698 36873015 1316 L1 1302 0 0 1302 1302 0 0 0 0 0 0 0 0 0 0
chr11 36981901 36982178 276 Alu 271 271 271 0 0 0 0 0 0 0 0 0 0 0 0
chr11 37607282 37608055 772 L1 773 0 0 773 773 0 0 0 0 0 0 0 0 0 0
chr11 38106180 38106741 560 L1 559 0 0 541 541 0 18 0 0 0 0 0 0 0 0
chr11 38977792 38980200 2407 L1 2321 0 0 2321 2321 0 0 0 0 0 0 0 0 0 0
chr11 39025246 39026511 1264 L1 1169 0 0 1169 1169 0 0 0 0 0 0 0 0 0 0
chr11 39881517 39881831 313 Alu 287 287 287 0 0 0 0 0 0 0 0 0 0 0 0
chr11 41127331 41127674 342 Alu 312 312 312 0 0 0 0 0 0 0 0 0 0 0 0
chr11 41281158 41284177 3018 SVA 2952 0 0 0 0 0 87 2769 51 0 0 0 0 0 0
chr11 42407378 42413416 6037 L1 6022 0 0 6022 6022 0 0 0 0 0 0 0 0 0 0
chr11 42420672 42420994 321 Alu 308 308 308 0 0 0 0 0 0 0 0 0 0 0 0
chr11 42657467 42659320 1852 L1 1725 0 0 1689 1689 0 0 0 0 0 0 0 0 0 0
chr11 43324121 43330244 6122 L1 6061 0 0 6016 6016 0 0 0 0 0 0 0 0 0 0
chr11 43735476 43735793 316 Alu 316 315 315 1 0 0 0 0 0 0 0 0 0 317 1 HSD17B12
chr11 45172698 45173022 323 Alu 323 323 307 0 0 0 0 0 0 0 0 0 0 324 1 PRDM11
chr11 45715606 45717396 1789 SVA 1680 0 0 0 0 0 0 1630 0 0 0 0 0 0 0
chr11 45901834 45902152 317 Alu 308 308 308 0 0 0 0 0 0 0 0 0 0 318 1 GYLTL1B
chr11 46820819 46821117 297 Alu 298 298 298 0 0 0 0 0 0 0 0 0 0 298 1 CKAP5
chr11 46875466 46876341 874 SVA 869 10 10 0 0 0 0 827 0 0 0 0 0 875 1 LRP4
chr11 47075124 47076481 1356 SVA 1348 0 0 0 0 0 0 1321 0 0 0 0 0 1357 1 C11orf49
chr11 47152488 47152825 336 Alu 317 317 317 0 0 0 0 0 0 0 0 0 0 337 1 ARFGAP2
chr11 47406458 47406767 308 Alu 308 301 301 0 0 0 7 0 0 0 0 0 0 0 0
chr11 48279780 48280821 1040 L1 1041 0 0 1041 1041 0 0 0 0 0 0 0 0 0 0
chr11 50155059 50155504 444 Alu 433 433 433 0 0 0 0 0 0 0 0 0 0 0 0



chr11 55000448 55002231 1782 L1 1628 0 0 1628 1628 0 0 0 0 0 0 0 0 0 0
chr11 55055447 55058867 3419 L1 3323 2 0 3321 3321 0 0 0 0 0 0 0 0 0 0
chr11 55084720 55084917 196 HERV 197 0 0 0 0 197 197 0 0 0 0 0 0 0 0
chr11 55084720 55084917 196 LTR 197 0 0 0 0 197 197 0 0 0 0 0 0 0 0
chr11 55564905 55567813 2907 HERV 2908 0 0 0 0 2908 2908 0 0 0 0 0 0 0 0
chr11 55564905 55567813 2907 LTR 2908 0 0 0 0 2908 2908 0 0 0 0 0 0 0 0
chr11 55975019 55975632 612 L1 610 0 0 610 610 0 0 0 0 0 0 0 0 613 1 OR8U8
chr11 56282690 56284830 2139 L1 2067 0 0 2067 2067 0 0 0 0 0 0 0 0 0 0
chr11 56435877 56438377 2499 L1 2269 0 0 2269 2269 0 0 0 0 0 0 0 0 0 0
chr11 57467223 57468730 1506 SVA 1485 0 0 0 0 0 0 1444 0 0 0 0 0 0 0
chr11 57510271 57515946 5674 L1 5492 397 304 5095 5095 0 0 0 0 0 0 0 0 0 0
chr11 59030501 59032355 1853 L1 1737 0 0 1692 1692 0 0 0 0 0 0 0 0 0 0
chr11 59108957 59110276 1318 SVA 1301 0 0 55 55 0 0 1246 0 0 0 0 0 1319 1 OSBP
chr11 59155254 59155697 442 Alu 442 442 442 0 0 0 0 0 0 0 0 0 0 0 0
chr11 59724279 59726002 1722 SVA 1582 0 0 0 0 0 0 1545 0 0 0 0 0 0 0
chr11 59974742 59976572 1829 SVA 1717 0 0 0 0 0 0 1693 0 0 0 0 0 0 0
chr11 60608407 60610487 2079 L1 2078 82 82 1996 1996 0 0 0 0 0 0 0 0 0 0
chr11 60689809 60691421 1611 SVA 1592 0 0 0 0 0 0 1548 0 0 0 0 0 0 0
chr11 60864373 60864713 339 Alu 338 317 317 21 0 0 0 0 0 0 0 0 0 340 1 DAK
chr11 61179046 61180034 987 LTR 963 0 0 0 0 0 963 0 0 0 0 0 0 0 0
chr11 61330094 61330426 331 Alu 311 311 311 0 0 0 0 0 0 0 0 0 0 332 1 FADS1
chr11 61337712 61338033 320 Alu 315 301 301 0 0 0 14 0 0 0 0 0 0 321 1 FADS1
chr11 61801841 61804401 2559 SVA 2462 0 0 0 0 0 34 2312 0 0 0 0 0 0 0
chr11 61879668 61880333 664 SVA 659 0 0 0 0 0 0 659 0 0 0 0 0 665 1 ASRGL1
chr11 61907363 61907960 596 Alu 587 581 581 0 0 0 0 0 6 0 0 0 0 597 1 ASRGL1
chr11 61979728 61980079 350 Alu 348 348 348 0 0 0 0 0 0 0 0 0 0 351 1 AHNAK
chr11 63051991 63052992 1000 LTR 999 0 0 0 0 0 999 0 0 0 0 0 0 0 0
chr11 63054361 63055335 973 LTR 967 0 0 0 0 0 967 0 0 0 0 0 0 0 0
chr11 63327728 63328239 510 Alu 505 505 505 0 0 0 0 0 0 0 0 0 0 0 0
chr11 63685759 63686175 415 Alu 390 390 390 0 0 0 0 0 0 0 0 0 0 416 1 MACROD1
chr11 64888769 64889576 806 Alu 796 767 767 29 29 0 0 0 0 0 0 0 0 0 0
chr11 64974338 64976587 2248 SVA 2231 79 79 0 0 0 0 2022 0 0 0 0 0 0 0
chr11 64986207 64987630 1422 Alu 1387 1342 1342 45 45 0 0 0 0 0 0 0 0 0 0
chr11 66207055 66207424 368 Alu 346 346 346 0 0 0 0 0 0 0 0 0 0 0 0
chr11 66571699 66572305 605 Alu 602 602 595 0 0 0 0 0 0 0 0 0 0 606 1 SYT12
chr11 66984241 66984480 238 Alu 239 239 239 0 0 0 0 0 0 0 0 239 1 239 1 CABP4
chr11 67127395 67128377 981 LTR 980 0 0 0 0 0 980 0 0 0 17 0 0 0 0
chr11 68034073 68034235 161 Alu 161 161 161 0 0 0 0 0 0 0 0 0 0 162 1 SAPS3
chr11 68053244 68053554 309 Alu 279 279 279 0 0 0 0 0 0 0 0 0 0 310 1 SAPS3
chr11 68391665 68398109 6443 LTR 6105 163 163 0 0 3183 5847 0 0 0 0 0 0 0 0
chr11 68614718 68615016 297 Alu 296 285 285 11 11 0 0 0 0 0 0 0 0 0 0
chr11 69818285 69820566 2280 SVA 2214 0 0 0 0 0 0 2172 0 0 0 0 0 2281 1 PPFIA1
chr11 71890150 71892339 2188 SVA 2181 0 0 75 75 0 0 2064 0 0 0 0 0 0 0
chr11 72184248 72185157 908 Alu 814 814 814 0 0 0 0 0 0 0 0 0 0 0 0
chr11 72345693 72346148 454 L1 454 0 0 454 454 0 0 0 0 0 0 0 0 455 1 FCHSD2
chr11 72371705 72372025 319 Alu 318 318 318 0 0 0 0 0 0 0 0 0 0 320 1 FCHSD2
chr11 72959874 72961617 1742 SVA 1691 0 0 0 0 0 0 1691 0 0 0 0 0 1743 1 FAM168A
chr11 73273561 73273935 373 Alu 371 371 371 0 0 0 0 0 0 0 0 0 0 374 1 PAAF1
chr11 73569721 73570040 318 Alu 316 316 316 0 0 0 0 0 0 0 0 0 0 319 1 PPME1
chr11 74145688 74151322 5633 L1 5628 297 297 5331 5331 0 0 0 0 0 0 0 0 5634 1 RNF169
chr11 74210071 74210400 328 Alu 317 307 307 10 10 0 0 0 0 0 0 0 0 329 1 RNF169
chr11 74689281 74689679 397 Alu 397 397 397 0 0 0 0 0 0 0 0 0 0 398 1 ARRB1
chr11 75137243 75143549 6305 L1 6303 271 271 6032 6032 0 0 0 0 0 0 0 0 0 0
chr11 75265520 75267718 2197 SVA 2089 0 0 0 0 0 0 2061 0 0 0 0 0 2198 1 UVRAG
chr11 77910196 77910513 316 Alu 315 305 305 0 0 0 0 0 10 0 0 0 0 317 1 NARS2
chr11 77927383 77927716 332 Alu 332 308 308 24 0 0 0 0 0 0 0 0 0 333 1 NARS2
chr11 78066421 78072576 6154 L1 6029 0 0 6029 6029 0 0 0 0 0 0 0 0 6155 1 ODZ4
chr11 78686947 78687250 302 Alu 291 291 291 0 0 0 0 0 0 0 0 0 0 303 1 ODZ4
chr11 79349641 79351191 1549 L1 1537 0 0 1537 1537 0 0 0 0 0 0 0 0 0 0
chr11 79486921 79487262 340 Alu 309 309 309 0 0 0 0 0 0 0 0 0 0 0 0
chr11 81696713 81697031 317 Alu 304 304 304 0 0 0 0 0 0 0 0 0 0 0 0
chr11 82271183 82271485 301 Alu 301 301 301 0 0 0 0 0 0 0 0 0 0 302 1 PRCP



chr11 82521252 82522911 1658 SVA 1623 0 0 0 0 0 0 1623 0 0 0 0 0 0 0
chr11 82783314 82785990 2675 L1 2655 0 0 2619 2619 0 0 0 36 0 0 0 0 0 0
chr11 83809335 83809660 324 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 325 1 DLG2
chr11 84129747 84130047 299 Alu 298 296 296 2 2 0 0 0 0 0 0 0 0 300 1 DLG2
chr11 84546549 84547462 912 HERV 913 0 0 0 0 913 913 0 0 0 0 0 0 913 1 DLG2
chr11 84546549 84547462 912 LTR 913 0 0 0 0 913 913 0 0 0 0 0 0 913 1 DLG2
chr11 84547668 84548905 1236 HERV 1237 0 0 0 0 1237 1237 0 0 0 0 0 0 1237 1 DLG2
chr11 84547668 84548905 1236 LTR 1237 0 0 0 0 1237 1237 0 0 0 0 0 0 1237 1 DLG2
chr11 85122276 85122588 311 Alu 312 312 312 0 0 0 0 0 0 0 0 0 0 312 1 SYTL2
chr11 85213837 85214094 256 Alu 257 257 257 0 0 0 0 0 0 0 0 0 0 0 0
chr11 85237766 85239888 2121 L1 2043 0 0 2043 2043 0 0 0 0 0 0 0 0 0 0
chr11 85595388 85595699 310 Alu 310 299 299 0 0 0 11 0 0 0 0 0 0 0 0
chr11 86144475 86146456 1980 L1 1969 0 0 1969 1969 0 0 0 0 0 0 0 0 0 0
chr11 86185029 86185365 335 Alu 334 334 303 0 0 0 0 0 0 0 0 0 0 0 0
chr11 86728683 86734753 6069 L1 6031 0 0 6031 6031 0 0 0 0 0 0 0 0 0 0
chr11 87984737 87985787 1049 L1 1047 0 0 941 941 0 0 0 0 0 0 0 0 1050 1 GRM5
chr11 88020234 88021506 1271 L1 1175 0 0 1175 1175 0 0 0 0 0 0 0 0 1272 1 GRM5
chr11 88188740 88189058 317 Alu 317 310 310 7 7 0 0 0 0 0 0 0 0 318 1 GRM5
chr11 88359695 88365912 6216 L1 6209 117 117 6057 6057 0 0 0 0 0 0 0 0 6217 1 GRM5
chr11 89663125 89663457 331 Alu 314 312 312 2 0 0 0 0 0 0 0 0 0 0 0
chr11 90163177 90163511 333 L1 334 0 0 334 334 0 0 0 0 0 0 0 0 0 0
chr11 91992223 91992581 357 L1 358 0 0 358 358 0 0 0 0 0 0 0 0 358 1 FAT3
chr11 92302754 92303067 312 Alu 312 300 300 0 0 0 12 0 0 0 0 0 0 0 0
chr11 92347368 92347842 473 Alu 472 472 472 0 0 0 0 0 0 0 0 0 0 474 1 MTNR1B
chr11 92380680 92381004 323 Alu 298 298 298 0 0 0 0 0 0 0 0 0 0 0 0
chr11 93236861 93239409 2547 HERV 2512 0 0 0 0 2512 2512 0 0 0 0 0 0 0 0
chr11 93236861 93239409 2547 LTR 2512 0 0 0 0 2512 2512 0 0 0 0 0 0 0 0
chr11 93318872 93321146 2273 SVA 2156 0 0 0 0 0 0 2126 0 0 0 0 0 0 0
chr11 93409411 93415715 6303 L1 6268 238 238 6030 6030 0 0 0 0 0 0 0 0 6304 1 HEPHL1
chr11 93713426 93714442 1015 L1 993 0 0 993 993 0 0 0 0 0 0 0 0 0 0
chr11 94160236 94160544 307 Alu 277 277 277 0 0 0 0 0 0 0 0 0 0 308 1 AMOTL1
chr11 94808945 94815082 6136 L1 6124 0 0 6029 6029 0 0 0 95 0 0 0 0 0 0
chr11 94854562 94856257 1694 SVA 1689 0 0 0 0 0 0 1643 0 0 0 0 0 0 0
chr11 95330213 95330542 328 Alu 327 310 310 17 0 0 0 0 0 0 0 0 0 0 0
chr11 95872775 95873079 303 Alu 298 298 298 0 0 0 0 0 0 0 0 0 0 0 0
chr11 96311028 96313294 2265 L1 2264 0 0 2264 2164 0 0 0 0 0 0 0 0 0 0
chr11 97097682 97098873 1190 L1 1191 0 0 1191 1191 0 0 0 0 0 0 0 0 0 0
chr11 97151111 97151440 328 Alu 317 317 317 0 0 0 0 0 0 0 0 0 0 0 0
chr11 98978602 98984168 5565 L1 5425 0 0 5425 5425 0 0 0 0 0 0 0 0 5566 1 CNTN5
chr11 99157673 99159943 2269 L1 2245 0 0 2245 2245 0 0 0 0 0 0 0 0 2270 1 CNTN5
chr11 99827747 99833865 6117 L1 6113 0 0 6113 6060 0 0 0 0 0 0 0 0 0 0
chr11 99840590 99841458 867 L1 859 0 0 829 829 0 0 0 0 0 0 0 0 0 0
chr11 99851614 99857685 6070 L1 6023 0 0 6023 6023 0 0 0 0 0 0 0 0 0 0
chr11 101208081 101208264 182 LTR 170 0 0 0 0 0 170 0 0 0 0 0 0 0 0
chr11 101559725 101560040 314 Alu 304 304 304 0 0 0 0 0 0 0 0 0 0 315 1 YAP1
chr11 101623441 101623977 535 Alu 534 534 534 0 0 0 0 0 0 0 0 0 0 0 0
chr11 101744981 101751143 6161 L1 6034 0 0 6034 6025 0 0 0 0 0 0 0 0 6162 1 BIRC2
chr11 102916039 102916343 303 Alu 296 296 296 0 0 0 0 0 0 0 0 0 0 0 0
chr11 103569711 103571633 1921 SVA 1871 23 0 0 0 0 0 1848 0 0 0 0 0 0 0
chr11 105484969 105485291 321 Alu 320 299 299 0 0 0 0 0 21 0 0 0 0 0 0
chr11 105692589 105694335 1745 SVA 1655 0 0 0 0 0 0 1655 0 0 0 0 0 0 0
chr11 105826678 105826988 309 Alu 292 292 292 0 0 0 0 0 0 0 0 0 0 0 0
chr11 107287661 107289490 1828 SVA 1712 0 0 0 0 0 0 1712 0 0 0 0 0 0 0
chr11 108494567 108494896 328 Alu 303 303 303 0 0 0 0 0 0 0 0 0 0 0 0
chr11 108553381 108559538 6156 L1 6051 0 0 6031 6031 0 0 0 0 0 0 0 0 0 0
chr11 109071576 109071943 366 L1 363 0 0 363 363 0 0 0 0 0 0 0 0 0 0
chr11 111402225 111403892 1666 SVA 1645 0 0 0 0 0 0 1623 0 0 7 8 0 1667 1 DLAT
chr11 111510751 111511099 347 Alu 313 313 313 0 0 0 0 0 0 0 0 0 0 0 0
chr11 112274568 112274806 237 LTR 238 0 0 0 0 0 238 0 0 0 0 0 0 0 0
chr11 112386896 112387573 676 L1 656 0 0 656 656 0 0 0 0 0 0 0 0 677 1 NCAM1
chr11 113446024 113446355 330 Alu 330 315 315 0 0 0 0 0 15 0 0 0 0 331 1 ZBTB16
chr11 113625138 113625757 618 Alu 582 582 582 0 0 0 0 0 0 0 0 0 0 619 1 ZBTB16



chr11 113822868 113823178 309 Alu 309 289 289 20 0 0 0 0 0 0 0 0 0 310 1 REXO2
chr11 114215718 114220324 4605 L1 4449 0 0 4415 4415 0 0 0 0 0 0 0 0 0 0
chr11 114968461 114968780 318 Alu 301 301 301 0 0 0 0 0 0 0 0 0 0 0 0
chr11 115870604 115870911 306 Alu 297 297 297 0 0 0 0 0 0 0 0 0 0 0 0
chr11 115946752 115952256 5503 L1 5487 0 0 5467 5467 0 0 0 0 0 0 0 0 0 0
chr11 116479477 116479908 430 Alu 429 429 429 0 0 0 0 0 0 0 0 0 0 0 0
chr11 116626517 116627551 1033 SVA 968 0 0 0 0 0 0 948 0 0 0 0 0 1034 1 RNF214
chr11 117706112 117708801 2688 SVA 2651 102 102 0 0 0 22 2422 0 0 0 0 0 0 0
chr11 118048024 118048684 659 Alu 647 611 611 36 36 0 0 0 0 0 0 0 0 660 1 TREH
chr11 118646246 118646711 464 Alu 462 442 442 0 0 0 0 0 0 0 0 0 0 465 1 CBL
chr11 120287156 120287460 303 Alu 299 299 299 0 0 0 0 0 0 0 0 0 0 304 1 GRIK4
chr11 120976820 120977557 736 L1 735 53 53 682 682 0 0 0 0 0 0 0 0 737 1 SORL1
chr11 121197132 121203155 6022 L1 5944 0 0 5944 5944 0 0 0 0 0 0 0 0 0 0
chr11 121886638 121886955 316 L1 315 0 0 315 315 0 0 0 0 0 0 0 0 0 0
chr11 122518539 122518846 306 Alu 304 304 304 0 0 0 0 0 0 0 0 0 0 307 1 ASAM
chr11 123363252 123363625 372 L1 373 0 0 373 373 0 0 0 0 0 0 0 0 0 0
chr11 123511427 123511773 345 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 346 1 VWA5A
chr11 123880309 123881862 1552 L1 1541 0 0 1522 1522 0 0 0 0 0 0 0 0 0 0
chr11 124079631 124080488 856 SVA 824 0 0 0 0 0 0 824 0 0 0 0 0 0 0
chr11 124558285 124558593 307 Alu 280 280 280 0 0 0 0 0 0 0 0 0 0 308 1 PKNOX2
chr11 125078829 125080416 1586 LTR 1585 0 0 87 87 0 1498 0 0 0 0 0 0 0 0
chr11 125275834 125276129 294 Alu 295 295 295 0 0 0 0 0 0 0 0 0 0 295 1 PUS3
chr11 125727893 125728399 505 L1 506 0 0 506 506 0 0 0 0 0 0 0 0 0 0
chr11 127151728 127157874 6145 L1 6067 0 0 6022 6022 0 0 0 0 0 0 0 0 0 0
chr11 127548176 127548494 317 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 0 0
chr11 128713977 128720037 6059 L1 6055 0 0 5986 5986 0 46 0 0 0 0 0 0 0 0
chr11 128960293 128961043 749 Alu 748 748 748 0 0 0 0 0 0 0 0 0 0 0 0
chr11 129222502 129223662 1159 SVA 1122 0 0 0 0 0 0 1098 0 0 0 0 0 1160 1 TMEM45B
chr11 129237790 129238109 318 Alu 292 292 292 0 0 0 0 0 0 0 0 0 0 0 0
chr11 129465307 129467908 2600 SVA 2491 0 0 28 28 0 0 2463 0 0 0 0 0 2601 1 APLP2
chr11 130016201 130016538 336 Alu 335 309 309 26 26 0 0 0 0 0 0 0 0 0 0
chr11 130548407 130549949 1541 L1 1539 0 0 1539 1533 0 0 0 0 0 0 0 0 0 0
chr11 131588824 131589140 315 Alu 304 304 304 0 0 0 0 0 0 0 0 0 0 316 1 NTM
chr11 131816265 131816580 314 Alu 306 306 306 0 0 0 0 0 0 0 0 0 0 315 1 OPCML
chr11 132664417 132664737 319 Alu 304 304 304 0 0 0 0 0 0 0 0 0 0 320 1 OPCML
chr12 762819 763612 792 Alu 776 776 776 0 0 0 0 0 0 0 0 0 0 793 1 WNK1
chr12 1178312 1178754 441 LTR 430 0 0 0 0 0 430 0 0 0 0 0 0 442 1 ERC1
chr12 1537254 1537739 484 Alu 484 484 484 0 0 0 0 0 0 0 0 0 0 0 0
chr12 1689812 1695769 5956 LTR 5759 0 0 0 0 5229 5759 0 0 0 0 0 0 5957 1 ADIPOR2
chr12 1796887 1798455 1567 SVA 1533 0 0 0 0 0 0 1533 0 0 0 0 0 1568 1 CACNA2D4
chr12 2023058 2023392 333 Alu 314 314 314 0 0 0 0 0 0 0 0 0 0 0 0
chr12 2109621 2115793 6171 L1 6061 25 0 6017 6017 0 0 0 0 0 0 0 0 6172 1 CACNA1C
chr12 2183480 2184405 924 L1 894 0 0 894 894 0 0 0 0 0 0 0 0 925 1 CACNA1C
chr12 2497744 2498075 330 Alu 297 297 297 0 0 0 0 0 0 0 0 0 0 331 1 CACNA1C
chr12 2544589 2544926 336 Alu 335 309 309 0 0 0 0 0 26 0 0 0 0 337 1 CACNA1C
chr12 3478589 3484660 6070 L1 6057 0 0 6032 6032 0 0 0 0 0 0 0 0 6071 1 PRMT8
chr12 4351344 4351767 422 L1 418 0 0 418 418 0 0 0 0 0 0 0 0 423 1 FGF23
chr12 5373310 5373618 307 Alu 302 302 302 0 0 0 0 0 0 0 0 0 0 0 0
chr12 5816718 5817477 758 L1 743 0 0 722 722 0 0 0 0 0 0 0 0 759 1 ANO2
chr12 7323733 7324062 328 Alu 302 302 302 0 0 0 0 0 0 0 0 0 0 0 0
chr12 7633028 7635114 2085 SVA 2064 0 0 0 0 12 12 2030 0 0 0 0 0 0 0
chr12 7715287 7715859 571 Alu 563 528 528 35 35 0 0 0 0 0 0 0 0 0 0
chr12 8043112 8043439 326 Alu 325 310 310 0 0 15 15 0 0 0 0 0 0 0 0
chr12 9139595 9139934 338 Alu 315 315 315 0 0 0 0 0 0 0 0 0 0 339 1 A2M
chr12 9293414 9296320 2905 L1 2906 0 0 2906 2906 0 0 0 0 0 0 0 0 0 0
chr12 9644289 9645340 1050 LTR 967 0 0 0 0 0 967 0 0 0 0 0 0 1051 1 KLRB1
chr12 9995927 9998094 2166 SVA 2121 0 0 0 0 0 14 2011 0 0 362 0 0 0 0
chr12 10505852 10507529 1676 L1 1677 0 0 1677 1677 0 0 0 0 0 0 0 0 0 0
chr12 10510081 10510952 870 L1 871 0 0 871 871 0 0 0 0 0 0 0 0 0 0
chr12 11281640 11281885 244 Alu 244 232 232 12 12 0 0 0 0 0 0 0 0 0 0
chr12 11653942 11659128 5185 LTR 5159 0 0 0 0 4635 5159 0 0 0 0 0 0 0 0
chr12 11886001 11886307 305 Alu 305 305 305 0 0 0 0 0 0 0 0 0 0 306 1 ETV6



chr12 11980001 11982985 2983 L1 2981 0 0 2981 2981 0 0 0 0 0 0 0 0 0 0
chr12 12576036 12576373 336 Alu 333 333 333 0 0 0 0 0 0 0 0 0 0 337 1 DUSP16
chr12 14111625 14112132 506 LTR 505 0 0 13 13 0 492 0 0 0 0 0 0 0 0
chr12 14530204 14536406 6201 HERV 6138 0 0 0 0 5700 6138 0 0 0 0 0 0 6202 1 ATF7IP
chr12 14530204 14536406 6201 LTR 6138 0 0 0 0 5700 6138 0 0 0 0 0 0 6202 1 ATF7IP
chr12 14911075 14912659 1583 L1 1573 0 0 1573 1573 0 0 0 0 0 0 0 0 0 0
chr12 15520570 15521707 1136 L1 1136 0 0 1136 1136 0 0 0 0 0 0 0 0 1137 1 PTPRO
chr12 16399408 16399699 290 Alu 288 288 288 0 0 0 0 0 0 0 0 0 0 291 1 MGST1
chr12 17493024 17493525 500 L1 474 0 0 474 474 0 0 0 0 0 0 0 0 0 0
chr12 17594191 17594901 709 L1 669 0 0 669 669 0 0 0 0 0 0 0 0 0 0
chr12 18060685 18061622 936 L1 937 0 0 937 937 0 0 0 0 0 0 0 0 0 0
chr12 18082444 18083369 924 HERV 925 0 0 0 0 925 925 0 0 0 0 0 0 0 0
chr12 18082444 18083369 924 LTR 925 0 0 0 0 925 925 0 0 0 0 0 0 0 0
chr12 18111055 18115921 4865 LTR 4816 0 0 193 193 4073 4623 0 0 0 0 0 0 0 0
chr12 18708670 18709422 751 L1 743 0 0 721 721 0 0 0 0 0 0 0 0 0 0
chr12 19044705 19045033 327 Alu 324 324 324 0 0 0 0 0 0 0 0 0 0 0 0
chr12 20200179 20200549 369 L1 368 0 0 368 358 0 0 0 0 0 0 0 0 0 0
chr12 20559882 20560232 349 Alu 331 331 331 0 0 0 0 0 0 0 0 0 0 350 1 PDE3A
chr12 21328436 21332245 3808 L1 3806 0 0 3806 3806 0 0 0 0 0 0 0 0 3809 1 SLCO1A2
chr12 22097796 22098349 552 Alu 536 536 536 0 0 0 0 0 0 0 0 0 0 553 1 CMAS
chr12 22435991 22436320 328 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 0 0
chr12 22757359 22757663 303 Alu 299 299 299 0 0 0 0 0 0 0 0 0 0 0 0
chr12 22988820 22989150 329 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 0 0
chr12 23294119 23294556 436 Alu 434 434 434 0 0 0 0 0 0 0 0 0 0 0 0
chr12 23686999 23687311 311 Alu 310 302 302 8 0 0 0 0 0 0 0 0 0 312 1 SOX5
chr12 25528669 25533875 5205 L1 5146 0 0 5146 5146 0 0 0 0 0 0 0 0 5206 1 IFLTD1
chr12 25843751 25844053 301 Alu 298 298 298 0 0 0 0 0 0 0 0 0 0 0 0
chr12 26260512 26262703 2190 L1 2188 0 0 2175 2175 0 0 0 13 0 0 0 0 2191 1 SSPN
chr12 26828408 26830676 2267 SVA 2197 0 0 40 40 0 0 2048 0 0 0 0 0 2268 1 ITPR2
chr12 27107013 27107342 328 Alu 316 308 308 0 0 0 8 0 0 0 0 0 0 0 0
chr12 27325268 27325611 342 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 343 1 STK38L
chr12 27917438 27919134 1695 SVA 1694 0 0 126 126 0 0 1568 0 0 0 0 0 0 0
chr12 27923323 27924378 1054 L1 1055 0 0 1055 1055 0 0 0 0 0 0 0 0 0 0
chr12 29464685 29465037 351 Alu 316 316 316 0 0 0 0 0 0 0 0 0 0 0 0
chr12 29877228 29878943 1714 L1 1713 0 0 1713 1713 0 0 0 0 0 0 0 0 0 0
chr12 31664994 31665308 313 Alu 291 291 291 0 0 0 0 0 0 0 0 0 0 0 0
chr12 32143715 32144711 995 LTR 964 0 0 0 0 0 964 0 0 0 0 0 0 0 0
chr12 32275726 32277080 1353 L1 1313 0 0 1313 1313 0 0 0 0 0 0 0 0 1354 1 BICD1
chr12 32606611 32608270 1658 SVA 1646 0 0 0 0 0 0 1646 0 0 0 0 0 1659 1 FGD4
chr12 32643393 32643953 559 Alu 514 514 514 0 0 0 0 0 0 0 0 0 0 560 1 FGD4
chr12 32811726 32812028 301 Alu 287 287 287 0 0 0 0 0 0 0 0 0 0 0 0
chr12 33390366 33390682 315 Alu 309 309 309 0 0 0 0 0 0 0 0 0 0 0 0
chr12 33782125 33784893 2767 L1 2767 0 0 2767 2767 0 0 0 0 0 0 0 0 0 0
chr12 33837851 33838590 738 L1 724 0 0 724 724 0 0 0 0 0 0 0 0 0 0
chr12 37444385 37444706 320 Alu 301 301 301 0 0 0 0 0 0 0 0 0 0 321 1 CPNE8
chr12 38376326 38376662 335 Alu 334 310 310 24 24 0 0 0 0 0 0 0 0 336 1 C12orf40
chr12 38516491 38518747 2255 L1 2082 0 0 2082 2082 0 0 0 0 0 0 0 0 2256 1 SLC2A13
chr12 39687090 39687433 342 Alu 311 311 311 0 0 0 0 0 0 0 0 0 0 343 1 CNTN1
chr12 39924738 39925059 320 Alu 320 320 320 0 0 0 0 0 0 0 0 0 0 321 1 PDZRN4
chr12 41080251 41080556 304 Alu 304 300 300 4 0 0 0 0 0 0 0 0 0 305 1 PPHLN1
chr12 42212597 42214456 1858 L1 1829 0 0 1829 1829 0 0 0 0 0 0 0 0 1859 1 ADAMTS20
chr12 42263714 42265822 2107 L1 2105 0 0 2090 2090 0 15 0 0 0 0 0 0 0 0
chr12 42860414 42862672 2257 L1 2256 0 0 2256 2248 0 0 0 0 0 0 0 0 2258 1 TMEM117
chr12 43201331 43201619 287 Alu 260 260 260 0 0 0 0 0 0 0 0 0 0 288 1 NELL2
chr12 43256557 43257561 1003 L1 961 45 45 916 916 0 0 0 0 0 0 0 0 1004 1 NELL2
chr12 43630991 43637040 6048 L1 6029 0 0 6029 6029 0 0 0 0 0 0 0 0 0 0
chr12 44305992 44306349 356 Alu 342 342 342 0 0 0 0 0 0 0 0 0 0 0 0
chr12 45384762 45387131 2368 L1 2290 0 0 2268 2268 0 0 0 0 0 0 0 0 0 0
chr12 45658838 45659171 332 Alu 306 306 306 0 0 0 0 0 0 0 0 0 0 0 0
chr12 47628004 47628624 619 Alu 567 567 567 0 0 0 0 0 0 0 0 0 0 620 1 ARF3
chr12 47963027 47963752 724 SVA 683 0 0 0 0 0 0 683 0 0 0 0 0 0 0
chr12 48115625 48117934 2308 SVA 2258 50 50 0 0 0 0 2208 0 0 0 0 0 2309 1 SPATS2



chr12 48132925 48133225 299 Alu 299 299 299 0 0 0 0 0 0 0 0 0 0 300 1 SPATS2
chr12 48517316 48517660 343 Alu 342 310 310 32 0 0 0 0 0 0 0 344 1 344 1 BCDIN3D
chr12 48540200 48542070 1869 SVA 1857 0 0 58 58 0 0 1799 0 0 0 0 0 0 0
chr12 48842708 48843421 712 Alu 701 701 701 0 0 0 0 0 0 0 0 0 0 713 1 LASS5
chr12 49172262 49178532 6269 HERV 6268 0 0 0 0 5941 6268 0 0 0 0 0 0 0 0
chr12 49172262 49178532 6269 LTR 6268 0 0 0 0 5941 6268 0 0 0 0 0 0 0 0
chr12 50134310 50135312 1001 LTR 1000 33 33 0 0 0 967 0 0 0 0 0 0 1002 1 SLC4A8
chr12 50693125 50693428 302 Alu 302 302 302 0 0 0 0 0 0 0 0 0 0 303 1 GRASP
chr12 51089018 51090782 1763 SVA 1746 0 0 0 0 0 0 1664 0 0 0 0 0 0 0
chr12 51984909 51985218 308 Alu 305 305 305 0 0 0 0 0 0 0 0 0 0 309 1 C12orf10
chr12 52072297 52072844 546 Alu 545 545 545 0 0 0 0 0 0 0 0 0 0 547 1 SP1
chr12 52124374 52124687 312 Alu 298 298 298 0 0 0 0 0 0 0 0 0 0 313 1 PRR13
chr12 52300350 52300698 347 Alu 347 347 347 0 0 0 0 0 0 0 0 0 0 348 1 ATF7
chr12 52448013 52448351 337 Alu 313 313 313 0 0 0 0 0 0 0 0 0 0 0 0
chr12 52930576 52931136 559 Alu 551 551 551 0 0 0 0 0 0 0 0 0 0 560 1 CBX5
chr12 53139757 53140083 325 Alu 302 302 302 0 0 0 0 0 0 0 0 0 0 326 1 GTSF1
chr12 53468613 53474677 6063 L1 6052 0 0 6052 6052 0 0 0 0 0 0 0 0 0 0
chr12 53776251 53782367 6115 L1 6060 0 0 6040 6040 0 0 0 0 0 0 0 0 0 0
chr12 54702847 54703156 308 Alu 302 302 302 0 0 0 0 0 0 0 0 0 0 309 1 IKZF4
chr12 55010367 55010778 410 Alu 374 374 374 0 0 0 0 0 0 0 0 0 0 411 1 PAN2
chr12 55080319 55081535 1215 LTR 1214 0 0 0 0 250 1214 0 0 0 0 0 0 0 0
chr12 55927449 55927774 324 Alu 317 291 291 0 0 0 0 0 0 0 0 0 0 325 1 STAC3
chr12 56807409 56807728 318 Alu 302 302 302 0 0 0 0 0 0 0 0 0 0 0 0
chr12 57007505 57016968 9462 LTR 9458 0 0 4 0 7520 9454 0 0 0 0 0 0 0 0
chr12 57333912 57334779 866 LTR 867 0 0 0 0 0 867 0 0 0 0 0 0 0 0
chr12 58146061 58149054 2992 L1 2884 0 0 2884 2884 0 0 0 0 0 0 0 0 0 0
chr12 58269868 58270545 676 L1 668 0 0 628 628 0 0 0 40 0 0 0 0 0 0
chr12 58568218 58568562 343 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 0 0
chr12 59780660 59784943 4282 L1 4247 0 0 4247 4247 0 0 0 0 0 0 0 0 0 0
chr12 60567479 60568322 842 L1 826 0 0 826 826 0 0 0 0 0 0 0 0 843 1 FAM19A2
chr12 60621455 60627660 6204 L1 6042 0 0 6016 6016 0 0 0 0 0 0 0 0 6205 1 FAM19A2
chr12 60715780 60716093 312 Alu 312 307 307 0 0 0 0 0 5 0 0 0 0 313 1 FAM19A2
chr12 61518674 61519010 335 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 336 1 PPM1H
chr12 62819503 62821343 1839 L1 1818 0 0 1818 1818 0 0 0 0 0 0 0 0 1840 1 SRGAP1
chr12 62875604 62881676 6071 L1 6030 0 0 6030 6030 0 0 0 0 0 0 0 0 6072 1 C12orf66
chr12 62967375 62973455 6079 L1 6041 14 0 6027 6027 0 0 0 0 0 0 0 0 6080 1 C12orf56
chr12 63009513 63010238 724 L1 724 0 0 724 697 0 0 0 0 0 0 0 0 725 1 C12orf56
chr12 63537423 63538576 1152 L1 1033 0 0 1033 1033 0 0 0 0 0 0 0 0 0 0
chr12 64264512 64264793 280 Alu 261 261 261 0 0 0 0 0 0 0 0 0 0 0 0
chr12 64593993 64594701 707 L1 652 0 0 652 652 0 0 0 0 0 0 0 0 708 1 HMGA2
chr12 65265069 65265966 896 L1 845 0 0 814 814 0 0 0 0 0 0 0 0 897 1 GRIP1
chr12 67164454 67164976 521 SVA 504 0 0 19 0 0 0 485 0 0 0 0 0 0 0
chr12 67991251 67991465 213 Alu 213 208 208 5 5 0 0 0 0 0 0 0 0 0 0
chr12 68453435 68459513 6077 L1 6078 0 0 6078 6078 0 0 0 0 0 0 208 0.03 6078 1 RAB3IP; RAB3IP
chr12 68539600 68539994 393 L1 383 0 0 383 383 0 0 0 0 0 0 0 0 0 0
chr12 69362073 69362391 317 Alu 316 307 307 9 9 0 0 0 0 0 0 0 0 318 1 PTPRR
chr12 71061427 71061744 316 Alu 315 299 299 16 0 0 0 0 0 0 0 0 0 317 1 TRHDE
chr12 72351214 72355528 4313 L1 4314 0 0 4314 4314 0 0 0 0 0 0 0 0 0 0
chr12 72657968 72664037 6068 L1 6043 0 0 6043 6043 0 0 0 0 0 0 0 0 0 0
chr12 73446850 73447281 430 L1 431 0 0 431 431 0 0 0 0 0 0 0 0 0 0
chr12 75188002 75193819 5816 LTR 5750 0 0 0 0 5179 5750 0 0 0 0 0 0 0 0
chr12 75785484 75785792 307 Alu 283 283 283 0 0 0 0 0 0 0 0 0 0 0 0
chr12 76927761 76928181 419 L1 418 0 0 378 378 0 40 0 0 0 0 0 0 420 1 NAV3
chr12 78210118 78210458 339 Alu 319 319 305 0 0 0 0 0 0 0 0 0 0 340 1 SYT1
chr12 78612278 78612707 428 Alu 427 427 427 0 0 0 0 0 0 0 0 0 0 0 0
chr12 79086750 79087083 332 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 0 0
chr12 79139208 79146483 7274 L1 6781 0 0 6703 6703 0 0 0 0 0 0 0 0 0 0
chr12 79481911 79482836 924 L1 889 0 0 889 850 0 0 0 0 0 0 0 0 925 1 PTPRQ
chr12 81029669 81029979 309 Alu 300 300 300 0 0 0 0 0 0 0 0 0 0 0 0
chr12 81612609 81612909 299 Alu 299 299 299 0 0 0 0 0 0 0 0 0 0 300 1 TMTC2
chr12 81674770 81675249 478 Alu 477 477 477 0 0 0 0 0 0 0 0 0 0 479 1 TMTC2
chr12 82461680 82462002 321 Alu 303 303 303 0 0 0 0 0 0 0 0 0 0 0 0



chr12 82968572 82968902 329 Alu 328 306 306 0 0 22 22 0 0 0 0 0 0 0 0
chr12 84785129 84785471 341 Alu 340 340 312 0 0 0 0 0 0 0 0 0 0 0 0
chr12 86306041 86307336 1294 LTR 1283 0 0 0 0 0 1283 0 0 0 0 0 0 0 0
chr12 86478480 86480832 2351 L1 2315 0 0 2285 2285 0 0 0 0 0 0 0 0 0 0
chr12 86534779 86535113 333 Alu 308 308 308 0 0 0 0 0 0 0 0 0 0 0 0
chr12 86865965 86871609 5643 L1 5591 0 0 5591 5591 0 0 0 0 0 0 0 0 0 0
chr12 87331171 87331482 310 Alu 301 301 301 0 0 0 0 0 0 0 0 0 0 0 0
chr12 87517896 87519152 1255 L1 1252 0 0 1223 1223 0 29 0 0 0 0 0 0 0 0
chr12 88233913 88234225 311 Alu 311 311 311 0 0 0 0 0 0 0 0 0 0 0 0
chr12 88616738 88617040 301 Alu 289 289 289 0 0 0 0 0 0 0 0 0 0 0 0
chr12 88848520 88848849 328 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 0 0
chr12 89432822 89439056 6233 L1 6094 0 0 6031 6031 0 0 0 19 0 0 0 0 0 0
chr12 89536826 89537168 341 Alu 317 317 317 0 0 0 0 0 0 0 0 0 0 0 0
chr12 90874043 90874351 307 Alu 306 306 306 0 0 0 0 0 0 0 0 0 0 0 0
chr12 92860807 92861117 309 Alu 299 299 299 0 0 0 0 0 0 0 0 0 0 0 0
chr12 92884205 92885738 1532 L1 1531 0 0 1492 1492 0 39 0 0 0 0 0 0 0 0
chr12 93171816 93172153 336 Alu 312 312 312 0 0 0 0 0 0 0 0 0 0 337 1 PLXNC1
chr12 93840293 93840623 329 Alu 329 316 316 13 0 0 0 0 0 0 0 0 0 0 0
chr12 94645100 94650848 5747 HERV 5728 0 0 0 0 5164 5728 0 0 0 0 0 0 5748 1 NTN4
chr12 94645100 94650848 5747 LTR 5728 0 0 0 0 5164 5728 0 0 0 0 0 0 5748 1 NTN4
chr12 94736059 94738796 2736 SVA 2701 0 0 0 0 0 0 2490 0 0 0 0 0 0 0
chr12 94842806 94845472 2665 SVA 2582 0 0 0 0 0 0 2505 0 0 0 0 0 2666 1 AMDHD1
chr12 95048898 95049235 336 Alu 333 333 333 0 0 0 0 0 0 0 0 0 0 0 0
chr12 95212144 95218223 6078 L1 6071 0 0 6071 6071 0 0 0 0 0 0 0 0 6079 1 CDK17
chr12 95487855 95488156 300 Alu 299 299 299 0 0 0 0 0 0 0 0 0 0 0 0
chr12 95770865 95771182 316 Alu 316 297 297 0 0 0 19 0 0 0 0 0 0 0 0
chr12 95812469 95813013 543 L1 540 0 0 505 496 0 0 0 0 0 0 0 0 544 1 NEDD1
chr12 95874725 95875152 426 Alu 425 425 425 0 0 0 0 0 0 0 0 0 0 0 0
chr12 96057206 96057524 317 Alu 316 311 311 5 0 0 0 0 0 0 0 0 0 0 0
chr12 96124024 96124335 310 Alu 304 304 304 0 0 0 0 0 0 0 0 0 0 0 0
chr12 96816833 96817118 284 Alu 285 285 285 0 0 0 0 0 0 0 0 0 0 0 0
chr12 97751120 97751430 309 Alu 306 306 306 0 0 0 0 0 0 0 0 0 0 310 1 ANKS1B
chr12 98851532 98851774 241 Alu 233 233 233 0 0 0 0 0 0 0 0 0 0 242 1 ANKS1B
chr12 99218277 99218654 376 Alu 346 346 346 0 0 0 0 0 0 0 0 0 0 377 1 SCYL2
chr12 99790956 99791256 299 Alu 272 272 272 0 0 0 0 0 0 0 0 0 0 300 1 ANO4
chr12 99943223 99943475 251 Alu 252 252 252 0 0 0 0 0 0 0 0 0 0 252 1 ANO4
chr12 101348228 101348562 333 Alu 333 307 307 0 0 0 26 0 0 0 0 0 0 334 1 IGF1
chr12 101457010 101457338 327 Alu 315 315 315 0 0 0 0 0 0 0 0 0 0 0 0
chr12 101722838 101729468 6629 L1 6470 0 0 6400 6400 0 0 0 0 0 0 0 0 0 0
chr12 102540016 102540825 808 SVA 808 34 0 0 0 0 0 774 0 0 0 0 0 809 1 STAB2
chr12 103219044 103220128 1083 SVA 989 0 0 0 0 0 0 989 0 0 0 0 0 1084 1 TXNRD1
chr12 103720590 103724418 3827 LTR 3780 0 0 0 0 0 3780 0 0 0 0 0 0 3828 1 SLC41A2
chr12 104275975 104276308 332 Alu 331 309 309 22 0 0 0 0 0 0 0 0 0 0 0
chr12 104672272 104679099 6826 L1 6454 0 0 6385 6385 0 0 0 37 0 0 0 0 0 0
chr12 106329238 106329570 331 Alu 320 320 320 0 0 0 0 0 0 0 0 0 0 332 1 BTBD11
chr12 106725016 106725341 324 Alu 323 306 306 0 0 17 17 0 0 0 0 0 0 0 0
chr12 107551541 107553341 1799 SVA 1734 0 0 0 0 0 0 1713 0 0 0 0 0 1800 1 CORO1C
chr12 107782352 107782557 204 Alu 205 205 205 0 0 0 0 0 0 0 0 0 0 205 1 DAO
chr12 109054159 109054334 174 Alu 175 175 175 0 0 0 0 0 0 0 0 0 0 175 1 IFT81
chr12 109268302 109269004 701 Alu 674 674 674 0 0 0 0 0 0 0 0 0 0 0 0
chr12 109470529 109472095 1565 LTR 1493 0 0 0 0 514 1481 0 0 0 0 0 0 1566 1 PPTC7
chr12 109580092 109580423 330 Alu 329 329 311 0 0 0 0 0 0 0 0 0 0 331 1 HVCN1
chr12 109766836 109769342 2505 SVA 2492 0 0 0 0 0 0 2398 0 0 0 0 0 2506 1 CCDC63
chr12 110436239 110436546 306 Alu 297 297 297 0 0 0 0 0 0 0 0 0 0 307 1 ATXN2
chr12 110622854 110625463 2608 SVA 2519 33 33 0 0 0 0 2385 0 0 0 0 0 2609 1 ACAD10
chr12 111414655 111414949 293 Alu 291 276 276 0 0 0 15 0 0 0 0 0 0 0 0
chr12 112145825 112146151 325 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 326 1 TPCN1
chr12 112508305 112508625 319 Alu 304 304 304 0 0 0 0 0 0 0 0 0 0 0 0
chr12 112677686 112678041 354 Alu 326 326 326 0 0 0 0 0 0 0 0 0 0 0 0
chr12 112772322 112774231 1908 SVA 1804 0 0 0 0 0 0 1777 0 0 0 0 0 1909 1 RBM19
chr12 113289999 113290317 317 Alu 309 309 309 0 0 0 0 0 0 0 0 0 0 318 1 TBX5
chr12 114976441 114976705 263 Alu 264 264 264 0 0 0 0 0 0 0 0 0 0 264 1 MED13L



chr12 116630921 116632576 1654 SVA 1628 4 0 0 0 0 0 1579 0 0 0 0 0 1655 1 KSR2
chr12 117035639 117036179 539 Alu 534 506 506 0 0 0 0 0 0 0 0 0 0 0 0
chr12 117225264 117225602 337 Alu 337 306 306 31 31 0 0 0 0 0 0 0 0 338 1 TAOK3
chr12 117725062 117725411 348 Alu 328 313 313 0 0 0 0 0 15 0 0 0 0 0 0
chr12 118555555 118555888 332 Alu 331 331 331 0 0 0 0 0 0 0 0 0 0 0 0
chr12 119964209 119964527 317 Alu 311 311 311 0 0 0 0 0 0 0 0 0 0 0 0
chr12 120209416 120209832 415 Alu 415 415 415 0 0 0 0 0 0 0 0 0 0 416 1 ANAPC5
chr12 120293323 120293934 610 Alu 594 594 594 0 0 0 0 0 0 0 0 0 0 0 0
chr12 120498303 120498789 485 Alu 482 482 482 0 0 0 0 0 0 0 0 0 0 0 0
chr12 120534241 120535380 1138 SVA 1103 0 0 0 0 0 0 1103 0 0 0 0 0 1139 1 ORAI1
chr12 120893550 120895627 2076 SVA 2025 13 0 0 0 0 0 1952 0 0 0 0 0 2077 1 WDR66
chr12 121449182 121449614 431 Alu 424 424 424 0 0 0 0 0 0 0 0 0 0 0 0
chr12 121920926 121921125 198 Alu 194 194 194 0 0 0 0 0 0 0 0 0 0 0 0
chr12 121982699 121983035 335 Alu 334 334 334 0 0 0 0 0 0 0 0 0 0 336 1 ABCB9
chr12 122439454 122439840 385 Alu 386 386 386 0 0 0 0 0 0 0 0 0 0 386 1 RILPL2
chr12 122642058 122642388 329 Alu 296 296 296 0 0 0 0 0 0 0 0 0 0 330 1 EIF2B1
chr12 122739463 122739899 435 Alu 410 410 410 0 0 0 0 0 0 0 0 0 0 436 1 ATP6V0A2
chr12 123110403 123112449 2045 SVA 1980 0 0 0 0 0 113 1841 0 0 0 0 0 0 0
chr12 124442928 124443237 308 L1 288 0 0 288 288 0 0 0 0 0 0 0 0 309 1 TMEM132B
chr12 125308397 125314495 6097 L1 6084 0 0 6067 6067 0 17 0 0 0 0 0 0 0 0
chr12 125724828 125725178 349 Alu 317 317 317 0 0 0 0 0 0 0 0 0 0 0 0
chr12 126027509 126027733 223 Alu 212 212 212 0 0 0 0 0 0 0 0 0 0 0 0
chr12 126103990 126110200 6209 L1 6025 0 0 6025 6025 0 0 0 0 0 0 0 0 0 0
chr12 126620595 126626251 5655 HERV 5656 0 0 0 0 5656 5656 0 0 0 0 0 0 0 0
chr12 126620595 126626251 5655 LTR 5656 0 0 0 0 5656 5656 0 0 0 0 0 0 0 0
chr12 128045228 128045521 292 Alu 293 293 293 0 0 0 0 0 0 0 0 0 0 0 0
chr12 128365552 128365882 329 Alu 320 308 308 0 0 0 12 0 0 0 0 0 0 330 1 TMEM132D
chr12 128810075 128816278 6202 L1 6144 109 109 6004 6004 0 0 0 0 0 0 0 0 6203 1 TMEM132D
chr12 129031292 129032847 1554 LTR 1547 0 0 0 0 0 1547 0 0 0 0 0 0 0 0
chr12 129619966 129620293 326 Alu 307 307 307 0 0 0 0 0 0 0 0 0 0 0 0
chr12 130005156 130007661 2504 SVA 2422 0 0 0 0 0 0 2415 7 0 0 0 0 2505 1 GPR133
chr12 130265334 130265645 310 Alu 311 311 311 0 0 0 0 0 0 0 0 0 0 0 0
chr12 130290912 130291187 274 Alu 272 272 272 0 0 0 0 0 0 0 0 0 0 0 0
chr12 131076490 131078039 1548 SVA 1548 146 146 0 0 0 0 1402 0 0 0 0 0 0 0
chr12 131149435 131149937 501 L1 502 0 0 502 502 0 0 0 0 0 0 0 0 502 1 EP400
chr12 131371511 131372082 570 Alu 518 518 518 0 0 0 0 0 0 0 0 0 0 571 1 GALNT9
chr13 18225952 18245491 19538 LTR 18136 0 0 0 0 0 17971 0 0 0 0 0 0 0 0
chr13 18575851 18581902 6050 L1 6011 0 0 6011 6011 0 0 0 0 0 0 0 0 6051 1 DKFZp686A1627
chr13 18968915 18975000 6084 L1 6026 0 0 6026 6026 0 0 0 0 0 0 0 0 6085 1 TPTE2
chr13 19037322 19037647 324 Alu 302 302 302 0 0 0 0 0 0 0 0 0 0 0 0
chr13 19250491 19253064 2572 SVA 2504 48 48 0 0 0 0 2456 0 0 0 0 0 2573 1 PSPC1
chr13 19880750 19882744 1993 L1 1946 0 0 1946 1946 0 0 0 0 0 0 0 0 1994 1 CRYL1
chr13 20628905 20629226 320 Alu 308 308 308 0 0 0 0 0 0 0 0 0 0 321 1 SKA3
chr13 20919322 20921401 2078 SVA 1967 0 0 0 0 0 11 1914 0 0 0 0 0 2079 1 ZDHHC20
chr13 21815560 21815891 330 Alu 329 309 309 20 20 0 0 0 0 0 0 0 0 0 0
chr13 21833182 21833909 726 L1 726 0 0 726 726 0 0 0 0 0 0 0 0 0 0
chr13 22173550 22173920 369 Alu 337 337 337 0 0 0 0 0 0 0 0 0 0 0 0
chr13 22918566 22919666 1099 L1 1081 0 0 1060 1060 0 0 0 0 0 0 0 0 0 0
chr13 23444051 23445268 1216 SVA 1177 0 0 0 0 0 0 1177 0 0 0 0 0 0 0
chr13 23608968 23609267 298 Alu 299 299 299 0 0 0 0 0 0 0 0 0 0 0 0
chr13 23763875 23764204 328 Alu 317 317 317 0 0 0 0 0 0 0 0 0 0 329 1 SPATA13
chr13 23955342 23955642 299 Alu 299 299 299 0 0 0 0 0 0 0 0 0 0 300 1 PARP4
chr13 24168553 24168895 341 Alu 321 321 321 0 0 0 0 0 0 0 0 0 0 342 1 ATP12A
chr13 25710916 25711322 405 Alu 400 400 400 0 0 0 0 0 0 0 0 0 0 0 0
chr13 26195233 26196968 1734 SVA 1728 0 0 34 34 0 0 1694 0 0 0 0 0 0 0
chr13 26304378 26304716 337 Alu 336 317 317 0 0 0 0 0 19 0 0 0 0 0 0
chr13 28691084 28691670 585 L1 585 0 0 556 556 0 0 0 29 0 0 0 0 586 1 MTUS2
chr13 28716799 28717116 316 Alu 316 304 304 12 0 0 0 0 0 0 0 0 0 317 1 MTUS2
chr13 28852772 28853097 324 Alu 313 313 313 0 0 0 0 0 0 0 0 0 0 325 1 MTUS2
chr13 28885453 28886632 1178 L1 1169 0 0 1149 1149 0 0 0 0 0 0 0 0 1179 1 MTUS2
chr13 29445383 29445698 314 Alu 313 297 297 0 0 0 16 0 0 0 0 0 0 0 0
chr13 29802726 29803037 310 Alu 310 301 301 0 0 0 9 0 0 0 0 0 0 0 0



chr13 30310650 30312785 2134 SVA 2125 0 0 0 0 0 10 2056 0 0 0 0 0 0 0
chr13 30666750 30667015 264 Alu 264 264 260 0 0 0 0 0 0 0 0 0 0 0 0
chr13 30774450 30780558 6107 L1 6080 0 0 6030 6030 0 50 0 0 0 0 0 0 6108 1 B3GALTL
chr13 31157805 31158131 325 Alu 304 304 304 0 0 0 0 0 0 0 0 0 0 0 0
chr13 31307408 31307908 499 L1 489 2 2 487 487 0 0 0 0 0 0 0 0 0 0
chr13 31617660 31617990 329 Alu 316 316 316 0 0 0 0 0 0 0 0 0 0 330 1 FRY
chr13 31745345 31745663 317 Alu 316 316 301 0 0 0 0 0 0 0 0 0 0 318 1 FRY
chr13 32435348 32436298 949 L1 950 0 0 950 950 0 0 0 0 0 0 0 0 0 0
chr13 33122304 33122631 326 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 0 0
chr13 33246723 33247035 311 Alu 291 291 291 0 0 0 0 0 0 0 0 0 0 0 0
chr13 33327990 33328448 457 L1 457 0 0 457 457 0 0 0 0 0 0 0 0 458 1 RFC3
chr13 33952393 33958569 6175 L1 6031 0 0 6031 6031 0 0 0 0 0 0 0 0 0 0
chr13 34560727 34562266 1538 L1 1417 0 0 1417 1417 0 0 0 0 0 0 0 0 1539 1 NBEA
chr13 35221504 35222207 702 L1 703 0 0 703 703 0 0 0 0 0 0 0 0 703 1 MIR548F5
chr13 35448657 35448968 310 Alu 305 305 305 0 0 0 0 0 0 0 0 0 0 311 1 DCLK1
chr13 35480277 35486423 6145 L1 6053 0 0 6007 6007 0 0 0 0 0 0 0 0 6146 1 DCLK1
chr13 36622074 36628190 6115 L1 6095 0 0 6029 6029 0 0 0 0 0 0 0 0 0 0
chr13 36722477 36728566 6088 L1 6048 0 0 6040 6040 0 0 0 8 0 0 0 0 0 0
chr13 36751609 36753550 1940 SVA 1939 0 0 158 158 0 0 1781 0 0 0 0 0 0 0
chr13 37294343 37300496 6152 L1 6150 0 0 6150 6150 0 0 0 0 0 0 0 0 6153 1 TRPC4
chr13 37836017 37836726 708 SVA 690 0 0 0 0 0 0 690 0 0 0 0 0 0 0
chr13 38906910 38907223 312 Alu 312 311 311 0 0 0 0 0 1 0 0 0 0 313 1 LHFP
chr13 38926463 38926807 343 Alu 308 308 308 0 0 0 0 0 0 0 0 0 0 344 1 LHFP
chr13 39430891 39431764 872 L1 834 0 0 834 834 0 0 0 0 0 0 0 0 0 0
chr13 39789306 39789636 329 Alu 315 315 315 0 0 0 0 0 0 0 0 0 0 0 0
chr13 39828424 39834499 6074 L1 6047 17 17 6030 6030 0 0 0 0 0 0 0 0 6075 1 LOC646982
chr13 40160231 40160539 307 Alu 305 305 305 0 0 0 0 0 0 0 0 0 0 0 0
chr13 40171083 40171393 309 Alu 289 289 289 0 0 0 0 0 0 0 0 0 0 0 0
chr13 40755727 40756018 290 Alu 290 285 285 0 0 0 5 0 0 0 0 0 0 0 0
chr13 41053111 41053438 326 Alu 322 322 322 0 0 0 0 0 0 0 0 0 0 327 1 KIAA0564
chr13 41353492 41355003 1510 SVA 1465 0 0 9 9 0 0 1456 0 0 0 0 0 1511 1 KIAA0564
chr13 41716747 41717086 338 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 0 0
chr13 41896890 41903115 6224 L1 6223 0 0 6223 6223 0 0 0 0 0 0 0 0 0 0
chr13 42403320 42403639 318 Alu 318 311 311 0 0 0 7 0 0 0 0 0 0 319 1 EPSTI1
chr13 42633074 42635565 2490 L1 2490 0 0 2490 2490 0 0 0 0 0 0 0 0 0 0
chr13 42733682 42734131 448 L1 448 0 0 448 448 0 0 0 0 0 0 0 0 449 1 ENOX1
chr13 42823523 42824035 511 L1 492 0 0 492 492 0 0 0 0 0 0 0 0 512 1 ENOX1
chr13 43266129 43266445 315 Alu 308 308 308 0 0 0 0 0 0 0 0 0 0 0 0
chr13 43586075 43587058 982 L1 942 0 0 942 942 0 0 0 0 0 0 0 0 0 0
chr13 43808206 43808527 320 Alu 308 308 308 0 0 0 0 0 0 0 0 0 0 0 0
chr13 44105941 44106375 433 Alu 430 430 430 0 0 0 0 0 0 0 0 0 0 0 0
chr13 44153826 44155629 1802 SVA 1783 0 0 0 0 0 0 1716 0 0 0 0 0 0 0
chr13 44427972 44428290 317 Alu 317 293 293 0 0 0 0 0 24 0 0 0 0 318 1 NUFIP1
chr13 44903185 44903805 619 Alu 598 558 558 0 0 0 0 0 0 0 0 0 0 0 0
chr13 45520418 45520743 324 Alu 308 308 308 0 0 0 0 0 0 0 0 0 0 325 1 ZC3H13
chr13 45634336 45635787 1450 SVA 1410 0 0 0 0 0 0 1384 0 0 0 0 0 1451 1 LCP1
chr13 45937960 45938206 245 HERV 230 0 0 0 0 230 230 0 0 0 0 0 0 0 0
chr13 45937960 45938206 245 LTR 230 0 0 0 0 230 230 0 0 0 0 0 0 0 0
chr13 45957321 45957555 233 L1 216 0 0 216 216 0 0 0 0 0 0 0 0 0 0
chr13 45986988 45987789 800 SVA 761 0 0 0 0 0 0 761 0 0 0 0 0 0 0
chr13 46693671 46697800 4128 L1 4106 0 0 4106 4106 0 0 0 0 0 0 0 0 0 0
chr13 46848867 46849955 1087 L1 1084 0 0 1084 1084 0 0 0 0 0 0 0 0 0 0
chr13 47075993 47076677 683 L1 683 0 0 683 683 0 0 0 0 0 0 0 0 0 0
chr13 47511761 47512073 311 Alu 305 305 305 0 0 0 0 0 0 0 0 0 0 312 1 NUDT15
chr13 47648003 47648351 347 Alu 346 346 315 0 0 0 0 0 0 0 0 0 0 0 0
chr13 48990972 48991288 315 Alu 297 297 297 0 0 0 0 0 0 0 0 0 0 316 1 PHF11
chr13 50132000 50132322 321 Alu 312 306 306 5 5 0 0 0 1 0 0 0 0 0 0
chr13 50239302 50239616 313 Alu 312 304 304 8 0 0 0 0 0 0 0 0 0 314 1 DLEU7
chr13 50373208 50373528 319 Alu 307 307 307 0 0 0 0 0 0 0 0 0 0 0 0
chr13 50961051 50961359 307 Alu 304 304 304 0 0 0 0 0 0 0 0 0 0 0 0
chr13 51535054 51537400 2345 SVA 2111 0 0 0 0 0 0 2111 0 0 0 498 0.21 498 0.21 NEK5
chr13 51551417 51553136 1718 SVA 1669 0 0 51 51 0 0 1585 0 0 0 0 0 1719 1 NEK5



chr13 52565801 52570468 4666 L1 4636 0 0 4636 4636 0 0 0 0 0 0 0 0 0 0
chr13 53753372 53755534 2161 L1 2154 0 0 2132 2132 0 0 0 0 0 0 0 0 0 0
chr13 54172734 54179371 6636 HERV 6636 0 0 0 0 6294 6636 0 0 0 0 0 0 0 0
chr13 54172734 54179371 6636 LTR 6636 0 0 0 0 6294 6636 0 0 0 0 0 0 0 0
chr13 55050591 55055872 5280 HERV 5272 0 0 0 0 4953 5272 0 0 0 0 0 0 0 0
chr13 55050591 55055872 5280 LTR 5272 0 0 0 0 4953 5272 0 0 0 0 0 0 0 0
chr13 55571265 55571771 505 LTR 506 0 0 0 0 0 506 0 0 0 0 0 0 0 0
chr13 56132184 56132410 225 L1 226 0 0 226 226 0 0 0 0 0 0 0 0 0 0
chr13 56691403 56692658 1254 L1 1182 0 0 1182 1182 0 0 0 0 0 0 0 0 0 0
chr13 56957957 56958488 530 L1 529 0 0 529 529 0 0 0 0 0 0 0 0 0 0
chr13 57942757 57943080 322 Alu 302 302 302 0 0 0 0 0 0 0 0 0 0 0 0
chr13 58096713 58097003 289 Alu 288 270 270 18 18 0 0 0 0 0 0 0 0 0 0
chr13 59186179 59186519 339 Alu 339 339 339 0 0 0 0 0 0 0 0 0 0 340 1 DIAPH3
chr13 59320407 59323318 2910 L1 2904 0 0 2904 2866 0 0 0 0 0 0 0 0 2911 1 DIAPH3
chr13 59591590 59591909 318 Alu 318 308 308 0 0 0 10 0 0 0 0 0 0 319 1 DIAPH3
chr13 59727350 59728311 960 L1 960 0 0 920 920 0 40 0 0 0 0 0 0 0 0
chr13 59876446 59876888 441 Alu 433 433 433 0 0 0 0 0 0 0 0 0 0 442 1 TDRD3
chr13 60212807 60216314 3506 L1 3495 0 0 3360 3360 0 135 0 0 0 0 0 0 0 0
chr13 60595058 60595285 226 L1 227 0 0 227 227 0 0 0 0 0 0 0 0 0 0
chr13 60739379 60739974 594 L1 595 0 0 595 595 0 0 0 0 0 0 0 0 0 0
chr13 61372855 61373433 577 LTR 555 0 0 0 0 0 555 0 0 0 0 0 0 0 0
chr13 62482674 62483240 565 LTR 565 0 0 0 0 0 565 0 0 0 0 0 0 0 0
chr13 63006976 63007287 310 Alu 311 311 311 0 0 0 0 0 0 0 0 0 0 0 0
chr13 63346595 63346913 317 Alu 317 304 304 0 0 0 13 0 0 0 0 0 0 0 0
chr13 63651668 63651977 308 Alu 308 305 305 0 0 0 3 0 0 0 0 0 0 0 0
chr13 63703221 63705105 1883 L1 1871 0 0 1871 1871 0 0 0 0 0 0 0 0 0 0
chr13 64040090 64042791 2700 L1 2701 0 0 2701 2701 0 0 0 0 0 0 0 0 0 0
chr13 64176486 64181262 4775 LTR 4717 0 0 0 0 4170 4685 0 0 0 0 0 0 0 0
chr13 65602294 65602578 283 Alu 280 280 280 0 0 0 0 0 0 0 0 0 0 0 0
chr13 67090255 67090574 318 Alu 309 309 309 0 0 0 0 0 0 0 0 0 0 0 0
chr13 67152355 67158489 6133 L1 6040 0 0 6040 6040 0 0 0 0 0 0 0 0 0 0
chr13 67271202 67271523 320 Alu 319 310 310 0 0 0 9 0 0 0 0 0 0 0 0
chr13 67887624 67888836 1211 L1 1197 0 0 1092 1092 0 105 0 0 0 0 0 0 0 0
chr13 68934400 68934730 329 Alu 328 310 310 0 0 0 18 0 0 0 0 0 0 0 0
chr13 69759666 69759995 328 Alu 311 311 311 0 0 0 0 0 0 0 0 0 0 0 0
chr13 69786226 69786553 326 Alu 307 307 307 0 0 0 0 0 0 0 0 0 0 0 0
chr13 69981531 69981847 315 Alu 289 289 289 0 0 0 0 0 0 0 0 0 0 0 0
chr13 72577366 72578234 867 Alu 847 847 847 0 0 0 0 0 0 0 0 0 0 0 0
chr13 73046357 73048389 2031 SVA 1918 0 0 0 0 0 0 1918 0 0 0 0 0 0 0
chr13 73874238 73875018 779 LTR 780 0 0 0 0 0 780 0 0 0 0 0 0 0 0
chr13 74017675 74017989 313 Alu 289 289 289 0 0 0 0 0 0 0 0 0 0 0 0
chr13 75537281 75537602 320 Alu 319 310 310 9 9 0 0 0 0 0 0 0 0 0 0
chr13 75915791 75916624 832 L1 831 0 0 831 831 0 0 0 0 0 0 0 0 0 0
chr13 76017156 76020396 3239 L1 3232 46 46 3164 3164 0 0 0 0 0 0 0 0 0 0
chr13 76084779 76090997 6217 L1 6035 0 0 6035 6035 0 0 0 0 0 0 0 0 0 0
chr13 77492158 77492494 335 Alu 321 314 314 7 0 0 0 0 0 0 0 0 0 0 0
chr13 77567068 77568385 1316 L1 1316 0 0 1309 1309 0 7 0 0 0 0 0 0 0 0
chr13 78111429 78112189 759 L1 685 0 0 685 685 0 0 0 0 0 0 0 0 760 1 RNF219
chr13 79547819 79548133 313 Alu 293 293 293 0 0 0 0 0 0 0 0 0 0 0 0
chr13 79624034 79628586 4551 L1 4518 0 0 4511 4511 0 7 0 0 0 0 0 0 0 0
chr13 80645255 80645566 310 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 0 0
chr13 82213690 82215147 1456 L1 1443 0 0 1443 1443 0 0 0 0 0 0 0 0 0 0
chr13 82993701 82995678 1976 L1 1877 0 0 1830 1830 0 27 0 0 0 0 0 0 0 0
chr13 84866662 84866829 166 LTR 167 0 0 0 0 0 167 0 0 0 0 0 0 0 0
chr13 85058210 85058537 326 Alu 325 307 307 0 0 0 18 0 0 0 0 0 0 0 0
chr13 85398173 85400120 1946 L1 1929 0 0 1899 1899 0 0 0 0 0 0 0 0 0 0
chr13 86288754 86289804 1049 LTR 1049 0 0 0 0 0 1049 0 0 0 0 0 0 0 0
chr13 86313203 86313535 331 Alu 330 317 317 0 0 0 13 0 0 0 0 0 0 0 0
chr13 86341233 86341771 537 L1 536 0 0 496 496 0 40 0 0 0 0 0 0 0 0
chr13 86761681 86765867 4185 LTR 4172 0 0 0 0 0 4172 0 0 0 0 0 0 0 0
chr13 87502145 87502935 789 LTR 790 0 0 0 0 0 790 0 0 0 0 0 0 0 0
chr13 87649208 87651121 1912 L1 1911 0 0 1911 1911 0 0 0 0 0 0 0 0 0 0



chr13 87939353 87940852 1498 LTR 1498 0 0 0 0 0 1498 0 0 0 0 0 0 0 0
chr13 88133155 88134888 1732 L1 1731 0 0 1687 1687 0 44 0 0 0 0 0 0 0 0
chr13 88509238 88512561 3322 L1 3320 342 342 2978 2978 0 0 0 0 0 0 0 0 0 0
chr13 88715235 88716250 1014 L1 919 0 0 919 919 0 0 0 0 0 0 0 0 0 0
chr13 91053902 91057337 3434 L1 3131 0 0 3131 3131 0 0 0 0 0 0 0 0 3435 1 GPC5
chr13 92202693 92208767 6073 L1 6011 0 0 6011 6011 0 0 0 0 0 0 0 0 6074 1 GPC5
chr13 93766679 93767008 328 Alu 301 301 301 0 0 0 0 0 0 0 0 0 0 329 1 GPC6
chr13 95140234 95142405 2170 SVA 2156 0 0 0 0 0 0 2129 0 0 0 0 0 2171 1 DNAJC3
chr13 95504159 95504491 331 Alu 330 302 302 0 0 0 0 0 28 0 0 0 0 0 0
chr13 97033382 97033723 340 Alu 312 312 312 0 0 0 0 0 0 0 0 0 0 0 0
chr13 97117626 97123742 6115 L1 6065 0 0 6031 6031 0 0 0 0 0 0 0 0 0 0
chr13 97434221 97434533 311 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 312 1 IPO5
chr13 97492750 97493061 310 Alu 310 302 302 8 8 0 0 0 0 0 0 0 0 0 0
chr13 98691926 98693336 1409 SVA 1364 0 0 59 59 0 0 1305 0 0 0 0 0 1410 1 UBAC2
chr13 99475312 99475620 307 Alu 307 302 302 0 0 0 0 0 5 0 0 0 0 0 0
chr13 100148322 100154423 6100 L1 6077 0 0 6034 6034 0 0 0 0 0 0 0 0 0 0
chr13 101457069 101457393 323 Alu 314 314 314 0 0 0 0 0 0 0 0 0 0 324 1 FGF14
chr13 102075273 102075860 586 Alu 578 533 533 45 45 0 0 0 0 0 0 0 0 587 1 TPP2
chr13 102729650 102729969 318 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 0 0
chr13 102807850 102808188 337 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 0 0
chr13 102871193 102871498 304 Alu 295 295 295 0 0 0 0 0 0 0 0 0 0 0 0
chr13 102909967 102910720 752 L1 751 0 0 751 751 0 0 0 0 0 0 0 0 0 0
chr13 103501580 103502188 607 L1 593 0 0 593 593 0 0 0 0 0 0 0 0 0 0
chr13 103658160 103664170 6009 HERV 6005 0 0 0 0 5420 6005 0 0 0 0 0 0 0 0
chr13 103658160 103664170 6009 LTR 6005 0 0 0 0 5420 6005 0 0 0 0 0 0 0 0
chr13 104749535 104751751 2215 L1 2177 0 0 2177 2177 0 0 0 0 0 0 0 0 0 0
chr13 106512766 106513075 308 Alu 303 303 303 0 0 0 0 0 0 0 0 0 0 0 0
chr13 107219086 107220138 1051 L1 947 0 0 947 947 0 0 0 0 0 0 0 0 1052 1 FAM155A
chr13 107232319 107234256 1936 SVA 1859 0 0 0 0 0 0 1859 0 0 0 0 0 1937 1 FAM155A
chr13 107268930 107269253 322 Alu 305 305 305 0 0 0 0 0 0 0 0 0 0 323 1 FAM155A
chr13 107882154 107882498 343 Alu 314 314 314 0 0 0 0 0 0 0 0 0 0 0 0
chr13 107960775 107966869 6093 L1 6045 0 0 6022 6022 0 0 0 0 0 0 0 0 0 0
chr13 108524997 108525135 137 LTR 138 0 0 0 0 0 138 0 0 0 0 0 0 138 1 MYO16
chr13 108883091 108883337 245 LTR 246 0 0 0 0 0 246 0 0 0 0 0 0 0 0
chr13 110468842 110470340 1497 L1 1485 0 0 1485 1485 0 0 0 0 0 0 0 0 0 0
chr13 110598026 110598345 318 Alu 305 305 305 0 0 0 0 0 0 0 0 0 0 319 1 ARHGEF7
chr13 112262432 112262753 320 Alu 320 320 320 0 0 0 0 0 0 0 0 0 0 321 1 TUBGCP3
chr13 112280571 112280898 326 Alu 326 305 305 0 0 0 21 0 0 0 0 0 0 327 1 TUBGCP3
chr13 112503328 112503822 493 L1 493 0 0 493 493 0 0 0 0 0 0 0 0 494 1 ATP11A
chr13 112640421 112640584 162 LTR 158 0 0 0 0 0 158 0 0 0 0 0 0 0 0
chr13 112838952 112839415 462 Alu 460 445 445 15 15 0 0 0 0 0 0 0 0 463 1 F10
chr13 113010470 113010901 430 Alu 421 421 421 0 0 0 0 0 0 0 0 0 0 431 1 LAMP1
chr13 113127774 113128189 414 Alu 414 414 414 0 0 0 0 0 0 0 0 0 0 415 1 ADPRHL1
chr13 113129736 113129941 204 Alu 198 198 198 0 0 0 0 0 0 0 0 0 0 205 1 ADPRHL1
chr14 19624311 19624505 193 L1 174 0 0 174 174 0 0 0 0 0 0 0 0 0 0
chr14 19847143 19849314 2170 SVA 2028 0 0 0 0 0 0 1983 0 0 0 0 0 0 0
chr14 20227904 20228237 332 Alu 330 330 330 0 0 0 0 0 0 0 0 0 0 333 1 RNASE4
chr14 21401979 21402528 548 L1 549 0 0 549 549 0 0 0 0 0 0 0 0 0 0
chr14 21434608 21437513 2904 L1 2903 0 0 2903 2903 0 0 0 0 0 0 0 0 0 0
chr14 22406961 22407461 499 Alu 469 465 465 0 0 0 0 0 0 0 0 0 0 0 0
chr14 23244863 23245207 343 Alu 342 320 320 0 0 0 22 0 0 0 0 0 0 0 0
chr14 23286195 23286526 330 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 0 0
chr14 23457668 23460915 3246 L1 3109 0 0 3109 3109 0 0 0 0 0 0 0 0 0 0
chr14 23650734 23652595 1860 L1 1704 0 0 1704 1704 0 0 0 0 0 0 0 0 0 0
chr14 23744311 23744642 330 Alu 305 305 305 0 0 0 0 0 0 0 0 0 0 0 0
chr14 23930822 23931123 300 Alu 293 293 293 0 0 0 0 0 0 0 0 0 0 0 0
chr14 24025131 24029298 4166 L1 4079 0 0 4041 4041 0 0 0 9 0 0 0 0 0 0
chr14 24421122 24421468 345 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 346 1 STXBP6
chr14 24663923 24664248 324 Alu 309 309 309 0 0 0 0 0 0 0 0 0 0 0 0
chr14 25317807 25323930 6122 L1 6073 0 0 6073 6073 0 0 0 0 0 0 0 0 0 0
chr14 25834702 25839768 5065 L1 4947 0 0 4893 4893 0 2 0 0 0 0 0 0 0 0
chr14 26572848 26573160 311 Alu 301 301 301 0 0 0 0 0 0 0 0 0 0 0 0



chr14 27716991 27718926 1934 L1 1923 0 0 1923 1919 0 0 0 0 0 0 0 0 0 0
chr14 27791320 27791553 232 LTR 232 0 0 1 1 0 232 0 0 0 0 0 0 0 0
chr14 27803352 27804968 1615 HERV 1520 0 0 12 12 1508 1508 0 0 0 0 0 0 0 0
chr14 27803352 27804968 1615 LTR 1520 0 0 12 12 1508 1508 0 0 0 0 0 0 0 0
chr14 28037388 28039421 2032 LTR 2029 0 0 0 0 0 2029 0 0 0 0 0 0 0 0
chr14 28725522 28725797 274 LTR 275 0 0 0 0 0 275 0 0 0 0 0 0 0 0
chr14 28797781 28798650 868 L1 830 0 0 796 796 0 0 0 0 0 0 0 0 0 0
chr14 29017055 29020467 3411 L1 3369 0 0 3369 3369 0 0 0 0 0 0 0 0 0 0
chr14 29275966 29276311 344 Alu 313 313 313 0 0 0 0 0 0 0 0 0 0 345 1 PRKD1
chr14 29902490 29908525 6034 L1 6030 0 0 6030 6030 0 0 0 0 0 0 0 0 0 0
chr14 29952570 29952905 334 Alu 309 309 309 0 0 0 0 0 0 0 0 0 0 0 0
chr14 30752980 30753326 345 Alu 341 341 341 0 0 0 0 0 0 0 0 0 0 0 0
chr14 30975668 30977209 1540 SVA 1511 0 0 16 16 0 0 1471 0 0 0 0 0 0 0
chr14 31012760 31013071 310 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 0 0
chr14 31332787 31337077 4289 L1 4289 0 0 4263 4263 0 0 0 0 0 0 0 0 4290 1 NUBPL
chr14 31571383 31571788 404 Alu 403 403 403 0 0 0 0 0 0 0 0 0 0 0 0
chr14 31992527 31992858 330 Alu 299 299 299 0 0 0 0 0 0 0 0 0 0 331 1 AKAP6
chr14 33359793 33360145 351 Alu 323 323 323 0 0 0 0 0 0 0 0 0 0 0 0
chr14 33688997 33695439 6441 L1 6363 0 0 6303 6303 0 0 0 0 0 0 0 0 0 0
chr14 33950178 33951874 1695 SVA 1694 0 0 126 126 0 0 1568 0 0 0 0 0 0 0
chr14 35093264 35093610 345 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 346 1 RALGAPA1
chr14 35362844 35364614 1769 SVA 1713 23 0 0 0 0 0 1660 0 0 0 0 0 0 0
chr14 35515036 35517746 2709 SVA 2673 0 0 150 150 0 0 2431 0 0 0 0 0 0 0
chr14 37093553 37095544 1990 SVA 1921 0 0 11 11 0 0 1874 0 0 0 0 0 0 0
chr14 37401903 37402766 862 L1 843 0 0 843 843 0 0 0 0 0 0 0 0 0 0
chr14 37657040 37658086 1045 LTR 1044 0 0 0 0 0 1044 0 0 0 0 0 0 0 0
chr14 37713262 37713586 323 Alu 301 301 301 0 0 0 0 0 0 0 0 0 0 0 0
chr14 37902707 37903019 311 Alu 307 307 307 0 0 0 0 0 0 0 0 0 0 0 0
chr14 39865151 39871189 6037 L1 6028 0 0 6028 6028 0 0 0 0 0 0 0 0 0 0
chr14 40267570 40269479 1908 L1 1905 0 0 1905 1905 0 0 0 0 0 0 0 0 0 0
chr14 41054773 41060598 5824 LTR 5815 0 0 0 0 5102 5815 0 0 0 0 0 0 0 0
chr14 41356057 41356781 723 L1 724 0 0 724 724 0 0 0 0 0 0 0 0 724 1 LRFN5
chr14 41556085 41556393 307 Alu 305 305 305 0 0 0 0 0 0 0 0 0 0 0 0
chr14 41648447 41650394 1946 L1 1945 0 0 1945 1945 0 0 0 0 0 0 0 0 0 0
chr14 42909182 42915294 6111 L1 6093 0 0 6093 6093 0 0 0 0 0 0 0 0 0 0
chr14 42929956 42931876 1919 L1 1800 0 0 1761 1761 0 0 0 0 0 0 0 0 0 0
chr14 42955831 42957210 1378 L1 1379 0 0 1379 1379 0 0 0 0 0 0 0 0 0 0
chr14 43031136 43037211 6074 L1 6074 0 0 6074 6074 0 0 0 0 0 0 0 0 0 0
chr14 43665742 43667401 1658 L1 1564 0 0 1564 1564 0 0 0 0 0 0 0 0 0 0
chr14 44081686 44081875 188 L1 189 0 0 189 189 0 0 0 0 0 0 0 0 0 0
chr14 44122898 44124492 1593 L1 1511 0 0 1511 1511 0 0 0 0 0 0 0 0 0 0
chr14 44180514 44184290 3775 L1 3554 0 0 3554 3554 0 0 0 0 0 0 0 0 0 0
chr14 44243907 44250167 6259 L1 6157 103 103 6023 6023 0 0 0 0 0 0 0 0 0 0
chr14 44684597 44685224 626 Alu 624 613 613 11 11 0 0 0 0 0 0 0 0 627 1 FANCM
chr14 45529933 45532399 2465 L1 2392 0 0 2392 2392 0 0 0 0 0 0 0 0 0 0
chr14 45647682 45647997 314 Alu 314 309 309 5 5 0 0 0 0 0 0 0 0 0 0
chr14 46187606 46187931 324 Alu 308 308 308 0 0 0 0 0 0 0 0 0 0 0 0
chr14 47893900 47894235 334 Alu 309 309 309 0 0 0 0 0 0 0 0 0 0 0 0
chr14 47992017 47993383 1365 L1 1360 0 0 1360 1360 0 0 0 0 0 0 0 0 0 0
chr14 48541795 48542137 341 Alu 340 308 308 32 32 0 0 0 0 0 0 0 0 0 0
chr14 48633142 48639226 6083 L1 6017 0 0 6017 6017 0 0 0 0 0 0 0 0 0 0
chr14 49070715 49072592 1876 L1 1875 0 0 1856 1856 0 0 0 19 0 0 0 0 0 0
chr14 49226700 49227024 323 Alu 323 306 306 0 0 0 0 0 17 0 0 0 0 0 0
chr14 50246869 50247189 319 Alu 319 308 308 11 0 0 0 0 0 0 0 0 0 0 0
chr14 50481981 50482562 580 Alu 539 539 539 0 0 0 0 0 0 0 0 0 0 0 0
chr14 51186854 51187157 302 Alu 295 295 295 0 0 0 0 0 0 0 0 0 0 303 1 FRMD6
chr14 51791882 51794688 2805 L1 2786 0 0 2786 2786 0 0 0 0 0 0 0 0 0 0
chr14 51826542 51826870 327 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 0 0
chr14 52810513 52815841 5327 HERV 5299 0 0 0 4796 4796 5299 0 0 0 0 0 0 0 0
chr14 52810513 52815841 5327 L1 5299 0 0 0 4796 4796 5299 0 0 0 0 0 0 0 0
chr14 52810513 52815841 5327 LTR 5299 0 0 0 4796 4796 5299 0 0 0 0 0 0 0 0
chr14 53995507 53996518 1010 LTR 1010 0 0 0 0 0 1010 0 0 0 0 0 0 0 0



chr14 54561009 54561970 960 LTR 960 0 0 8 0 0 952 0 0 0 0 0 0 961 1 WDHD1
chr14 54992128 54993511 1382 SVA 1378 0 0 0 0 0 19 1320 0 0 0 0 0 0 0
chr14 55524635 55529814 5178 L1 5156 0 0 5156 5156 0 0 0 0 0 0 0 0 0 0
chr14 56203989 56210038 6048 L1 6041 0 0 6041 6033 0 0 0 0 0 0 0 0 0 0
chr14 57638972 57639317 344 Alu 343 309 309 0 0 0 34 0 0 0 0 0 0 345 1 C14orf37
chr14 57697576 57697904 327 Alu 327 327 306 0 0 0 0 0 0 0 0 0 0 0 0
chr14 58649491 58649819 327 Alu 305 305 305 0 0 0 0 0 0 0 0 0 0 0 0
chr14 59063786 59065030 1243 L1 1234 0 0 1234 1234 0 0 0 0 0 0 0 0 1244 1 C14orf38
chr14 59359162 59360247 1084 L1 1085 0 0 1085 1085 0 0 0 0 0 0 0 0 1085 1 RTN1
chr14 59413799 59416596 2796 L1 2797 0 0 2797 2797 0 0 0 0 0 0 0 0 0 0
chr14 60864409 60864759 349 Alu 316 316 316 0 0 0 0 0 0 0 0 0 0 350 1 PRKCH
chr14 62072184 62078353 6168 L1 6030 0 0 6030 6030 0 0 0 0 0 0 0 0 0 0
chr14 62484278 62485802 1523 L1 1521 0 0 1521 1521 0 0 0 0 0 0 0 0 1524 1 KCNH5
chr14 62856925 62857255 329 Alu 317 317 309 0 0 0 0 0 0 0 0 0 0 0 0
chr14 63573606 63575379 1772 SVA 1772 0 0 19 0 0 0 1753 0 0 0 0 0 1773 1 SYNE2
chr14 63777300 63777642 341 Alu 340 307 307 0 0 0 0 0 33 0 0 0 0 342 1 ESR2
chr14 64082708 64083214 505 Alu 493 493 493 0 0 0 0 0 0 0 0 0 0 0 0
chr14 64169369 64169690 320 Alu 320 314 314 0 0 0 6 0 0 0 0 0 0 0 0
chr14 64515058 64516034 975 LTR 970 0 0 0 0 0 970 0 0 0 0 0 0 0 0
chr14 64579995 64580332 336 Alu 317 317 317 0 0 0 0 0 0 0 0 0 0 337 1 MAX
chr14 64854031 64854331 299 Alu 297 297 297 0 0 0 0 0 0 0 0 0 0 0 0
chr14 66080992 66083344 2351 SVA 2313 3 0 34 0 0 35 2241 0 0 0 0 0 2352 1 GPHN
chr14 66370868 66374178 3309 L1 3242 0 0 3242 3242 0 0 0 0 0 0 0 0 3310 1 GPHN
chr14 66782986 66783426 439 Alu 429 423 423 6 6 0 0 0 0 0 0 0 0 440 1 MPP5
chr14 66877083 66878765 1681 SVA 1678 0 0 115 115 0 0 1563 0 0 0 0 0 1682 1 ATP6V1D
chr14 66916091 66916498 406 Alu 382 382 382 0 0 0 0 0 0 0 0 0 0 407 1 EIF2S1
chr14 67375366 67384061 8694 L1 8660 872 872 7788 7788 0 0 0 0 0 0 0 0 8695 1 RAD51L1
chr14 70083727 70089829 6101 L1 6059 0 0 6059 6059 0 0 0 0 0 0 0 0 0 0
chr14 70390727 70391034 306 Alu 306 280 280 0 0 0 26 0 0 0 0 0 0 0 0
chr14 70904608 70906940 2331 L1 2306 0 0 2306 2306 0 0 0 0 0 0 0 0 0 0
chr14 70955949 70956268 318 Alu 315 315 315 0 0 0 0 0 0 0 0 0 0 0 0
chr14 71088865 71089164 298 Alu 273 273 273 0 0 0 0 0 0 0 0 0 0 299 1 SIPA1L1
chr14 71210999 71211342 342 Alu 341 341 310 0 0 0 0 0 0 0 0 0 0 343 1 SIPA1L1
chr14 72505098 72505748 649 Alu 615 615 615 0 0 0 0 0 0 0 0 0 0 0 0
chr14 73010894 73011188 293 Alu 294 294 294 0 0 0 0 0 0 0 0 0 0 0 0
chr14 74747860 74748183 322 Alu 313 313 313 0 0 0 0 0 0 0 0 0 0 0 0
chr14 75751230 75752034 803 L1 791 0 0 791 791 0 0 0 0 0 0 0 0 0 0
chr14 76357661 76358865 1203 SVA 1183 0 0 17 17 0 0 1166 0 0 0 0 0 0 0
chr14 77319631 77320213 581 Alu 558 558 558 0 0 0 0 0 0 0 0 0 0 0 0
chr14 78474927 78475249 321 Alu 320 301 301 19 0 0 0 0 0 0 0 0 0 322 1 NRXN3
chr14 78844941 78851054 6112 L1 6066 0 0 6009 6009 0 0 0 0 0 0 0 0 6113 1 NRXN3
chr14 79433721 79434128 406 Alu 374 374 374 0 0 0 0 0 0 0 0 0 0 0 0
chr14 80300306 80300635 328 Alu 317 317 317 0 0 0 0 0 0 0 0 0 0 329 1 C14orf145
chr14 80538871 80539195 323 L1 301 0 0 301 301 0 0 0 0 0 0 0 0 324 1 TSHR
chr14 80591202 80591671 468 LTR 469 0 0 0 0 0 469 0 0 0 0 0 0 469 1 TSHR
chr14 80896475 80898338 1862 L1 1863 0 0 1863 1863 0 0 0 0 0 0 0 0 1863 1 STON2
chr14 81395614 81401244 5629 L1 5399 286 286 5113 5113 0 0 0 0 0 0 0 0 0 0
chr14 82089336 82089637 300 Alu 270 270 270 0 0 0 0 0 0 0 0 0 0 0 0
chr14 82525897 82526219 321 Alu 313 313 313 0 0 0 0 0 0 0 0 0 0 0 0
chr14 82705603 82706250 646 L1 612 0 0 589 589 0 0 0 0 0 0 0 0 0 0
chr14 85412590 85412911 320 Alu 307 307 307 0 0 0 0 0 0 0 0 0 0 0 0
chr14 85421688 85427786 6097 L1 6066 0 0 6049 6049 0 17 0 0 0 0 0 0 0 0
chr14 87288943 87289419 475 Alu 474 474 474 0 0 0 0 0 0 0 0 0 0 0 0
chr14 87979544 87985006 5461 L1 5457 0 0 5428 5428 0 0 0 0 0 0 0 0 0 0
chr14 88514627 88514930 302 Alu 299 299 299 0 0 0 0 0 0 0 0 0 0 0 0
chr14 89041343 89043245 1901 SVA 1894 0 0 0 0 0 0 1894 0 0 0 0 0 1902 1 FOXN3
chr14 90726066 90726381 314 Alu 314 308 308 6 0 0 0 0 0 0 0 0 0 315 1 C14orf159
chr14 90734220 90734771 550 Alu 522 522 522 0 0 0 0 0 0 0 0 0 0 551 1 C14orf159
chr14 90811912 90812223 310 Alu 305 303 303 0 0 0 0 0 2 0 0 0 0 311 1 CCDC88C
chr14 91092540 91094537 1996 SVA 1995 0 0 118 118 0 0 1877 0 0 0 0 0 0 0
chr14 91176325 91182334 6008 L1 6000 0 0 6000 5988 0 0 0 0 0 0 0 0 6009 1 CATSPERB
chr14 91664194 91664578 383 Alu 378 378 378 0 0 0 0 0 0 0 0 0 0 384 1 CPSF2



chr14 92446794 92448856 2061 SVA 2032 0 0 0 0 0 0 1995 0 0 0 0 0 0 0
chr14 93498202 93498464 261 Alu 254 254 254 0 0 0 0 0 0 0 0 0 0 0 0
chr14 94460624 94461338 713 L1 691 0 0 663 663 0 0 0 0 0 0 0 0 0 0
chr14 94674776 94675101 324 L1 316 0 0 316 316 0 0 0 0 0 0 0 0 325 1 DICER1
chr14 94925226 94925525 298 Alu 299 299 299 0 0 0 0 0 0 0 0 0 0 0 0
chr14 95509112 95514733 5620 LTR 5602 0 0 0 0 5022 5602 0 0 0 0 0 0 0 0
chr14 97783540 97783876 335 Alu 303 303 303 0 0 0 0 0 0 0 0 0 0 0 0
chr14 97983231 97988484 5252 HERV 5191 0 0 0 0 4949 5191 0 0 0 0 0 0 0 0
chr14 97983231 97988484 5252 LTR 5191 0 0 0 0 4949 5191 0 0 0 0 0 0 0 0
chr14 98300953 98301233 279 Alu 279 271 271 8 8 0 0 0 0 0 0 0 0 0 0
chr14 99244270 99244695 424 L1 425 0 0 425 425 0 0 0 0 0 0 0 0 425 1 CYP46A1
chr14 99914753 99915085 331 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 332 1 WDR25
chr14 101129225 101132531 3305 LTR 3032 0 0 0 0 0 3032 0 0 0 0 0 0 0 0
chr14 101589211 101589757 545 Alu 525 525 525 0 0 0 0 0 0 0 0 0 0 0 0
chr14 102049712 102050001 288 Alu 273 273 273 0 0 0 0 0 0 0 0 0 0 0 0
chr14 102067640 102068284 643 Alu 626 626 626 0 0 0 0 0 0 0 0 0 0 0 0
chr14 102212110 102214353 2242 SVA 2142 0 0 34 34 0 0 2108 0 0 0 0 0 2243 1 RCOR1
chr14 102336940 102337340 399 Alu 398 398 398 0 0 0 0 0 0 0 0 0 0 400 1 TRAF3
chr14 102889877 102890199 321 Alu 321 304 304 0 0 0 17 0 0 0 0 0 0 0 0
chr14 102988564 102988860 295 Alu 296 296 296 0 0 0 0 0 0 0 0 0 0 296 1 MARK3
chr14 104615975 104617489 1513 SVA 1496 0 0 22 22 0 0 1444 0 0 0 0 0 0 0
chr14 105558464 105559602 1137 LTR 1026 0 0 0 0 0 1026 0 0 0 0 0 0 0 0
chr14 105725577 105730037 4459 HERV 4460 0 0 0 0 4460 4460 0 0 0 0 0 0 0 0
chr14 105725577 105730037 4459 LTR 4460 0 0 0 0 4460 4460 0 0 0 0 0 0 0 0
chr14 105733958 105734342 383 HERV 382 0 0 0 0 382 382 0 0 0 0 0 0 0 0
chr14 105733958 105734342 383 LTR 382 0 0 0 0 382 382 0 0 0 0 0 0 0 0
chr14 106292467 106292619 151 LTR 152 0 0 0 0 0 152 0 0 0 0 0 0 0 0
chr15 18503437 18503741 303 Alu 303 303 303 0 0 0 0 0 0 0 0 0 0 0 0
chr15 18775580 18782469 6888 L1 6850 0 0 6491 6491 0 0 0 0 0 0 0 0 0 0
chr15 18802330 18802626 295 L1 293 0 0 293 293 0 0 0 0 0 0 0 0 0 0
chr15 20088840 20089174 333 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 0 0
chr15 21534792 21535708 915 L1 913 36 36 877 877 0 0 0 0 0 0 0 0 0 0
chr15 23434436 23436235 1798 HERV 1799 0 0 0 0 1799 1799 0 0 0 0 0 0 0 0
chr15 23434436 23436235 1798 LTR 1799 0 0 0 0 1799 1799 0 0 0 0 0 0 0 0
chr15 24526496 24526679 182 Alu 169 169 169 0 0 0 0 0 0 0 0 0 0 183 1 GABRB3
chr15 24796168 24796502 333 Alu 315 315 315 0 0 0 0 0 0 0 0 0 0 0 0
chr15 25800648 25801998 1349 L1 1349 0 0 1349 1349 0 0 0 0 0 0 0 0 1350 1 OCA2
chr15 25988087 25989946 1858 SVA 1853 0 0 25 25 0 0 1742 0 0 0 0 0 1859 1 OCA2
chr15 27198751 27199189 437 L1 421 0 0 421 421 0 0 0 0 0 0 0 0 0 0
chr15 27465494 27465762 267 LTR 268 0 0 0 0 0 268 0 0 0 0 0 0 268 1 FAM189A1
chr15 29077281 29077597 315 Alu 287 287 287 0 0 0 0 0 0 0 0 0 0 0 0
chr15 29248724 29249045 320 Alu 308 308 308 0 0 0 0 0 0 0 0 0 0 0 0
chr15 29851439 29851763 323 Alu 297 297 297 0 0 0 0 0 0 0 0 0 0 0 0
chr15 30078511 30078825 313 Alu 312 297 297 15 15 0 0 0 0 0 0 0 0 0 0
chr15 30079188 30080006 817 L1 807 0 0 807 807 0 0 0 0 0 0 0 0 0 0
chr15 33734997 33737203 2205 SVA 2001 0 0 0 0 0 0 2001 0 0 0 0 0 0 0
chr15 35888334 35888660 325 Alu 309 309 309 0 0 0 0 0 0 0 0 0 0 0 0
chr15 36698894 36699176 281 Alu 276 276 276 0 0 0 0 0 0 0 0 0 0 0 0
chr15 36829260 36829602 341 Alu 314 314 314 0 0 0 0 0 0 0 0 0 0 0 0
chr15 37500001 37506079 6077 L1 6015 0 0 6015 6015 0 0 0 0 0 0 0 0 0 0
chr15 37601294 37603633 2338 L1 2321 0 0 2321 2321 0 0 0 0 0 0 0 0 0 0
chr15 37848487 37848785 297 Alu 297 294 294 0 0 0 0 0 3 0 0 0 0 298 1 FSIP1
chr15 38957582 38957917 334 Alu 313 313 312 0 0 0 0 0 0 0 0 0 0 0 0
chr15 39461374 39463542 2167 SVA 2001 0 0 0 0 0 0 1975 0 0 0 0 0 0 0
chr15 41912004 41912534 529 Alu 522 522 522 0 0 0 0 0 0 0 0 0 0 530 1 WDR76
chr15 42331508 42337770 6261 L1 6039 0 0 6014 6014 0 0 0 0 0 0 0 0 0 0
chr15 42365795 42366130 334 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 0 0
chr15 42601133 42601449 315 Alu 305 305 305 0 0 0 0 0 0 0 0 0 0 316 1 CTDSPL2
chr15 43178482 43178797 314 Alu 312 312 312 0 0 0 0 0 0 0 0 0 0 315 1 DUOX2
chr15 43371892 43373640 1747 SVA 1733 82 82 0 0 0 0 1590 0 0 0 0 0 0 0
chr15 43677396 43679918 2521 L1 2522 0 0 2522 2522 0 0 0 0 0 0 0 0 2522 1 PLDN
chr15 43855255 43855606 350 Alu 350 318 318 32 32 0 0 0 0 0 0 0 0 0 0



chr15 44024081 44024386 304 Alu 304 304 304 0 0 0 0 0 0 0 0 0 0 0 0
chr15 44447416 44448983 1566 L1 1544 0 0 1544 1544 0 0 0 0 0 0 0 0 0 0
chr15 45077438 45079101 1662 L1 1631 0 0 1631 1631 0 0 0 0 0 0 0 0 0 0
chr15 46337560 46337879 318 Alu 317 306 306 0 0 0 11 0 0 0 0 0 0 319 1 SLC12A1
chr15 46657980 46658554 573 L1 527 0 0 527 527 0 0 0 0 0 0 0 0 574 1 FBN1
chr15 47119997 47120332 334 Alu 312 312 312 0 0 0 0 0 0 0 0 0 0 335 1 SECISBP2L
chr15 47628693 47630781 2087 SVA 2073 0 0 111 111 0 0 1929 0 0 0 0 0 2088 1 C15orf33
chr15 48471886 48472328 441 Alu 440 435 435 0 0 0 0 0 0 0 0 0 0 0 0
chr15 49198027 49198607 579 L1 556 0 0 556 556 0 0 0 0 0 0 0 0 0 0
chr15 49252989 49258515 5525 L1 5524 0 0 5508 5508 0 0 0 0 0 0 0 0 0 0
chr15 49496564 49502806 6241 L1 6177 0 0 5999 5999 0 132 0 0 0 0 0 0 0 0
chr15 49635538 49635857 318 Alu 318 306 306 12 12 0 0 0 0 0 0 0 0 319 1 DMXL2
chr15 49685004 49685333 328 Alu 317 317 317 0 0 0 0 0 0 0 0 0 0 329 1 DMXL2
chr15 50818039 50824308 6268 HERV 6262 0 0 7 7 5791 6255 0 0 0 0 0 0 0 0
chr15 50818039 50824308 6268 LTR 6262 0 0 7 7 5791 6255 0 0 0 0 0 0 0 0
chr15 51214927 51220965 6037 L1 6032 0 0 6032 6032 0 0 0 0 0 0 0 0 0 0
chr15 51235310 51236697 1386 L1 1350 0 0 1350 1350 0 0 0 0 0 0 0 0 0 0
chr15 51548493 51548992 498 L1 461 0 0 461 461 0 0 0 0 0 0 0 0 0 0
chr15 51989977 51993862 3884 LTR 3623 0 0 0 3078 3078 3623 0 0 0 0 0 0 0 0
chr15 52724366 52724925 558 L1 559 0 0 559 559 0 0 0 0 0 0 0 0 0 0
chr15 52778270 52784492 6221 L1 6188 35 0 6153 6153 0 0 0 0 0 0 0 0 0 0
chr15 52803030 52803711 680 L1 681 0 0 681 681 0 0 0 0 0 0 0 0 0 0
chr15 53096698 53097016 317 Alu 307 307 307 0 0 0 0 0 0 0 0 0 0 0 0
chr15 53170705 53171024 318 Alu 318 317 317 0 0 0 1 0 0 0 0 0 0 0 0
chr15 53294857 53295303 445 Alu 427 427 427 0 0 0 0 0 0 0 0 0 0 446 1 RAB27A
chr15 53381560 53383973 2412 SVA 2314 122 122 0 0 0 0 2192 0 0 0 0 0 0 0
chr15 54411209 54412221 1011 L1 1011 0 0 1011 1011 0 0 0 0 0 0 0 0 0 0
chr15 55146746 55147071 324 Alu 304 304 304 0 0 0 0 0 0 0 0 0 0 325 1 TCF12
chr15 55799304 55799772 467 L1 443 0 0 443 443 0 0 0 0 0 0 0 0 0 0
chr15 57500181 57500522 340 Alu 309 309 309 0 0 0 0 0 0 0 0 0 0 0 0
chr15 57904897 57905447 549 L1 548 0 0 548 548 0 0 0 0 0 0 0 0 0 0
chr15 58047066 58047476 409 Alu 387 387 387 0 0 0 0 0 0 0 0 0 0 0 0
chr15 58168638 58168918 279 Alu 270 270 270 0 0 0 0 0 0 0 0 0 0 0 0
chr15 59651368 59651860 491 L1 441 0 0 441 441 0 0 0 0 0 0 0 0 0 0
chr15 60003344 60003672 327 Alu 326 304 304 22 0 0 0 0 0 0 0 0 0 328 1 VPS13C
chr15 60094772 60095473 700 L1 683 0 0 662 662 0 0 0 0 0 0 0 0 701 1 VPS13C
chr15 61329108 61329417 308 Alu 295 295 295 0 0 0 0 0 0 0 0 0 0 309 1 RAB8B
chr15 62444158 62444635 476 Alu 459 459 459 0 0 0 0 0 0 0 0 370 0.78 370 0.78 KIAA0101
chr15 62803990 62804684 693 Alu 687 687 687 0 0 0 0 0 0 0 0 0 0 0 0
chr15 62848570 62848960 389 Alu 386 366 366 0 0 0 0 0 20 0 0 0 0 390 1 RBPMS2
chr15 62877672 62879364 1691 SVA 1686 14 14 0 0 0 0 1672 0 0 0 0 0 0 0
chr15 63305889 63306900 1010 LTR 967 0 0 0 0 0 967 0 0 0 0 0 0 0 0
chr15 65321525 65321864 338 Alu 317 317 317 0 0 0 0 0 0 0 0 0 0 339 1 AAGAB
chr15 65576120 65576437 316 Alu 308 308 308 0 0 0 0 0 0 0 0 0 0 317 1 IQCH
chr15 66770425 66771023 597 Alu 581 581 581 0 0 0 0 0 0 0 0 0 0 598 1 CORO2B
chr15 66938170 66940518 2347 SVA 2310 0 0 0 0 0 59 2162 0 0 0 0 0 2348 1 MIR548H4
chr15 67062081 67062396 314 Alu 306 306 306 0 0 0 0 0 0 0 0 0 0 315 1 NOX5
chr15 67352842 67353167 324 Alu 318 318 318 0 0 0 0 0 0 0 0 0 0 0 0
chr15 67592123 67592421 297 Alu 297 291 291 6 0 0 0 0 0 0 0 0 0 0 0
chr15 68808881 68814565 5683 L1 5636 0 0 5636 5636 0 0 0 0 0 0 0 0 5684 1 UACA
chr15 69214076 69214809 732 L1 691 0 0 691 691 0 0 0 0 0 0 0 0 0 0
chr15 69253499 69259579 6079 L1 6074 0 0 6051 6051 0 0 0 0 0 0 0 0 6080 1 THSD4
chr15 69666323 69667211 887 L1 810 0 0 810 810 0 0 0 0 0 0 0 0 888 1 THSD4
chr15 70782175 70782511 335 Alu 334 307 307 0 0 0 27 0 0 0 0 0 0 336 1 BBS4
chr15 70885684 70887530 1845 SVA 1823 0 0 0 0 0 0 1775 0 0 0 0 0 0 0
chr15 71217852 71218189 336 Alu 312 310 310 0 0 0 2 0 0 0 0 0 0 337 1 NEO1
chr15 71611378 71615590 4211 L1 4211 0 0 4211 4211 0 0 0 0 0 0 0 0 4212 1 C15orf60
chr15 72582737 72583049 311 Alu 310 307 307 3 3 0 0 0 0 0 0 0 0 0 0
chr15 72807636 72809310 1673 SVA 1587 0 0 0 0 0 0 1587 0 0 0 0 0 0 0
chr15 73485799 73486094 294 Alu 290 290 290 0 0 0 0 0 0 0 0 0 0 295 1 SIN3A
chr15 73582334 73584894 2559 SVA 2418 0 0 0 0 0 0 2418 0 0 0 0 0 2560 1 PTPN9
chr15 73688571 73688883 311 Alu 312 312 312 0 0 0 0 0 0 0 0 0 0 312 1 SNUPN



chr15 73989127 73989690 562 L1 518 0 0 518 518 0 0 0 0 0 0 0 0 563 1 FBXO22
chr15 75285186 75286670 1483 L1 1429 0 0 1429 1429 0 0 0 0 0 0 0 0 1484 1 SGK269
chr15 75376998 75377458 459 Alu 459 459 459 0 0 0 0 0 0 0 0 0 0 0 0
chr15 75697923 75698293 369 Alu 368 368 368 0 0 0 0 0 0 0 0 0 0 370 1 LINGO1
chr15 76599606 76600401 794 SVA 777 0 0 0 0 0 0 743 0 0 0 0 0 795 1 AGPHD1
chr15 77382299 77382441 141 L1 134 0 0 134 134 0 0 0 0 0 0 0 0 0 0
chr15 77678898 77679229 330 Alu 308 308 308 0 0 0 0 0 0 0 0 0 0 0 0
chr15 77698641 77698971 329 Alu 328 303 303 25 25 0 0 0 0 0 0 0 0 0 0
chr15 79242295 79242649 353 Alu 348 327 327 0 0 0 0 0 0 0 0 0 0 0 0
chr15 79256520 79256772 251 Alu 252 252 252 0 0 0 0 0 0 0 0 0 0 0 0
chr15 79768097 79768573 475 LTR 450 0 0 0 0 0 450 0 0 0 0 0 0 0 0
chr15 80249493 80249816 322 Alu 306 306 306 0 0 0 0 0 0 0 0 0 0 323 1 EFTUD1
chr15 80334482 80335546 1063 L1 1057 47 47 1010 1010 0 0 0 0 0 0 0 0 1064 1 EFTUD1
chr15 81564882 81565204 321 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 0 0
chr15 81843247 81849394 6146 L1 6072 0 0 6072 6072 0 0 0 0 0 0 0 0 0 0
chr15 81910341 81916603 6261 L1 6131 0 0 6029 6029 0 0 0 0 0 0 0 0 6262 1 SH3GL3
chr15 82120456 82122366 1909 L1 1908 0 0 1908 1908 0 0 0 0 0 0 0 0 1910 1 ADAMTSL3
chr15 82280910 82283053 2142 SVA 2015 0 0 0 0 0 0 1994 0 0 0 0 0 2143 1 ADAMTSL3
chr15 83016427 83017721 1293 SVA 1187 0 0 0 0 0 0 1187 0 0 0 0 0 1294 1 SEC11A
chr15 83082276 83082570 293 Alu 293 290 290 3 3 0 0 0 0 0 0 0 0 0 0
chr15 83890964 83891277 312 Alu 308 308 308 0 0 0 0 0 0 0 0 0 0 313 1 AKAP13
chr15 84186848 84187166 317 Alu 314 314 314 0 0 0 0 0 0 0 0 0 0 0 0
chr15 84872318 84878420 6101 L1 6030 0 0 6030 6030 0 0 0 0 0 0 0 0 6102 1 AGBL1
chr15 86401104 86401431 326 Alu 307 307 307 0 0 0 0 0 0 0 0 0 0 327 1 NTRK3
chr15 86884773 86885751 977 LTR 977 0 0 0 0 13 977 0 0 0 0 0 0 978 1 DET1
chr15 87640654 87642042 1387 SVA 1367 0 0 0 0 0 0 1303 0 0 0 0 0 1388 1 FANCI
chr15 87958106 87958428 321 Alu 320 309 309 11 11 0 0 0 0 0 0 0 0 322 1 C15orf42
chr15 88211209 88213856 2646 SVA 2592 0 0 0 0 0 0 2592 0 0 0 0 0 2647 1 AP3S2
chr15 88321618 88322795 1176 SVA 1108 0 0 0 0 0 0 1090 0 0 0 0 0 0 0
chr15 88469413 88469781 367 Alu 355 355 355 0 0 0 0 0 0 0 0 0 0 0 0
chr15 88974974 88975314 339 Alu 317 317 317 0 0 0 0 0 0 0 0 0 0 340 1 CRTC3
chr15 89763665 89764389 723 L1 724 0 0 724 724 0 0 0 0 0 0 0 0 0 0
chr15 90951160 90951831 670 SVA 658 0 0 0 0 0 0 633 0 0 0 0 0 0 0
chr15 91585041 91585317 275 LTR 255 0 0 0 0 0 255 0 0 0 0 0 0 0 0
chr15 92019621 92025693 6071 L1 6028 0 0 6028 6028 0 0 0 0 0 0 0 0 0 0
chr15 92856267 92856609 341 Alu 331 331 331 0 0 0 0 0 0 0 0 0 0 0 0
chr15 94977502 94978047 544 L1 538 0 0 512 512 0 0 0 0 0 0 0 0 0 0
chr15 95609800 95616124 6323 L1 6281 258 258 6023 6023 0 0 0 0 0 0 0 0 0 0
chr15 96215887 96216213 325 Alu 314 314 314 0 0 0 0 0 0 0 0 0 0 326 1 LOC91948
chr15 96523621 96523939 317 Alu 317 316 316 0 0 0 1 0 0 0 0 0 0 0 0
chr15 96550855 96551439 583 Alu 579 579 579 0 0 0 0 0 0 0 0 0 0 0 0
chr15 96853128 96854402 1273 SVA 1241 0 0 0 0 0 0 1241 0 0 0 0 0 1274 1 FAM169B
chr15 97650084 97650400 315 Alu 303 303 303 0 0 0 0 0 0 0 0 0 0 316 1 LRRC28
chr15 99488260 99488826 565 L1 565 0 0 565 565 0 0 0 0 0 0 0 0 0 0
chr15 99572355 99572625 269 LTR 269 0 0 0 0 0 269 0 0 0 0 0 0 270 1 CHSY1
chr15 100088043 100088338 294 LTR 288 0 0 0 0 0 288 0 0 0 0 0 0 0 0
chr16 78226 78421 194 Alu 182 182 182 0 0 0 0 0 0 0 0 0 0 195 1 NPRL3
chr16 471567 472223 655 Alu 644 644 644 0 0 0 0 0 0 0 0 0 0 656 1 RAB11FIP3
chr16 874552 874992 439 L1 425 0 0 425 425 0 0 0 0 0 0 0 0 440 1 LMF1
chr16 1588737 1590479 1741 SVA 1684 0 0 4 4 0 0 1680 0 0 0 0 0 1742 1 IFT140
chr16 2110921 2111313 391 Alu 390 352 352 0 0 0 0 0 0 0 0 0 0 392 1 PKD1
chr16 2131027 2131438 410 Alu 409 388 388 21 21 0 0 0 0 0 0 0 0 0 0
chr16 2194047 2194425 377 Alu 368 368 368 0 0 0 0 0 0 0 0 0 0 0 0
chr16 2253738 2253915 176 Alu 160 160 160 0 0 0 0 0 0 0 0 0 0 177 1 RNPS1
chr16 2800983 2801531 547 L1 548 0 0 548 548 0 0 0 0 0 0 0 0 0 0
chr16 4332096 4332664 567 Alu 566 566 566 0 0 0 0 0 0 0 0 0 0 568 1 TIMM16
chr16 4764329 4765065 735 SVA 716 0 0 0 0 0 0 696 0 0 0 0 0 0 0
chr16 4968125 4968493 367 Alu 366 366 366 0 0 0 0 0 0 0 0 0 0 368 1 SEC14L5
chr16 5744383 5745396 1012 LTR 967 0 0 0 0 0 967 0 0 0 0 0 0 0 0
chr16 6564416 6565008 591 Alu 550 550 550 0 0 0 0 0 0 0 0 0 0 592 1 A2BP1
chr16 7602041 7602372 330 Alu 308 308 308 0 0 0 0 0 0 0 0 0 0 331 1 A2BP1
chr16 7892737 7893347 609 SVA 592 0 0 0 0 0 0 592 0 0 0 0 0 0 0



chr16 7998521 7999780 1258 L1 1129 0 0 1129 1129 0 0 0 0 0 0 0 0 0 0
chr16 8168733 8169741 1007 LTR 967 0 0 0 0 0 967 0 0 0 0 0 0 0 0
chr16 8368639 8368960 320 Alu 308 308 308 0 0 0 0 0 0 0 0 0 0 0 0
chr16 8839905 8846812 6906 HERV 6901 0 0 0 0 6476 6901 0 0 0 0 0 0 6907 1 PMM2
chr16 8839905 8846812 6906 LTR 6901 0 0 0 0 6476 6901 0 0 0 0 0 0 6907 1 PMM2
chr16 8873675 8874165 489 Alu 472 448 448 0 0 0 0 0 0 0 0 0 0 0 0
chr16 9305176 9305497 320 LTR 315 0 0 0 0 0 315 0 0 0 0 0 0 0 0
chr16 9318373 9319610 1236 L1 1207 58 0 1149 1149 0 0 0 0 0 0 0 0 0 0
chr16 9585729 9591876 6146 L1 6065 0 0 6027 6027 0 0 0 0 0 0 0 0 0 0
chr16 11580499 11580889 389 Alu 386 385 385 1 1 0 0 0 0 0 0 0 0 390 1 LITAF
chr16 11909800 11910257 456 Alu 455 455 455 0 0 0 0 0 0 0 0 0 0 457 1 GSPT1
chr16 12657549 12657773 223 Alu 224 224 224 0 0 0 0 0 0 0 0 0 0 0 0
chr16 13353923 13359097 5173 LTR 5147 0 0 0 0 4551 5147 0 0 0 0 0 0 0 0
chr16 13852375 13852700 324 Alu 308 308 308 0 0 0 0 0 0 0 0 0 0 0 0
chr16 14533537 14534868 1330 SVA 1305 0 0 0 0 0 0 1226 0 0 0 0 0 1331 1 PARN
chr16 15420920 15421241 320 Alu 320 305 305 15 15 0 0 0 0 0 0 0 0 0 0
chr16 15850827 15851106 278 Alu 279 279 279 0 0 0 0 0 0 0 0 0 0 279 1 MYH11
chr16 15954131 15954605 473 Alu 470 470 470 0 0 0 0 0 0 0 0 0 0 474 1 ABCC1
chr16 16085810 16086158 347 Alu 347 347 347 0 0 0 0 0 0 0 0 0 0 348 1 ABCC1
chr16 16179126 16179599 472 Alu 467 467 467 0 0 0 0 0 0 0 0 0 0 473 1 ABCC6
chr16 16841858 16847925 6066 L1 6024 0 0 6024 6024 0 0 0 0 0 0 0 0 0 0
chr16 17318187 17318483 295 Alu 292 292 292 0 0 0 0 0 0 0 0 0 0 296 1 XYLT1
chr16 17516134 17516479 344 Alu 343 309 309 0 0 0 34 0 0 0 0 0 0 0 0
chr16 18053526 18053846 319 Alu 318 316 316 0 0 0 0 0 2 0 0 0 0 0 0
chr16 18899969 18900257 287 Alu 272 272 272 0 0 0 0 0 0 0 0 0 0 0 0
chr16 19137932 19138277 344 Alu 317 317 317 0 0 0 0 0 0 0 0 0 0 345 1 SYT17
chr16 19312364 19320402 8037 HERV 8035 0 0 40 0 7398 7995 0 0 0 0 0 0 0 0
chr16 19312364 19320402 8037 LTR 8035 0 0 40 0 7398 7995 0 0 0 0 0 0 0 0
chr16 19413825 19414135 309 Alu 303 303 303 0 0 0 0 0 0 0 0 0 0 310 1 TMC5
chr16 20040519 20040824 304 Alu 304 304 304 0 0 0 0 0 0 0 0 0 0 0 0
chr16 20104055 20105187 1131 L1 1092 0 0 1092 1092 0 0 0 0 0 0 0 0 0 0
chr16 20686029 20686363 333 Alu 304 304 304 0 0 0 0 0 0 0 0 0 0 334 1 ACSM3
chr16 21548243 21555853 7609 HERV 7600 0 0 0 0 7581 7600 0 0 0 0 0 0 7610 1 METTL9
chr16 21548243 21555853 7609 LTR 7600 0 0 0 0 7581 7600 0 0 0 0 0 0 7610 1 METTL9
chr16 22618706 22619588 881 L1 844 0 0 811 811 0 0 0 33 0 0 0 0 0 0
chr16 23191122 23191453 330 Alu 306 306 306 0 0 0 0 0 0 0 0 0 0 0 0
chr16 23518281 23519269 987 LTR 977 0 0 18 0 0 959 0 0 0 0 0 0 0 0
chr16 23533481 23534071 589 Alu 588 588 588 0 0 0 0 0 0 0 0 0 0 590 1 PALB2
chr16 25130224 25130670 445 Alu 434 434 434 0 0 0 0 0 0 0 0 0 0 0 0
chr16 25633843 25634191 347 Alu 319 319 319 0 0 0 0 0 0 0 0 0 0 348 1 HS3ST4
chr16 26290918 26291259 340 Alu 307 307 307 0 0 0 0 0 0 0 0 0 0 0 0
chr16 26515519 26515871 351 Alu 350 321 321 29 29 0 0 0 0 0 0 0 0 0 0
chr16 27575302 27575789 486 L1 485 0 0 485 485 0 0 0 0 0 0 0 0 487 1 KIAA0556
chr16 28427868 28428380 511 Alu 510 510 510 0 0 0 0 0 0 0 0 0 0 0 0
chr16 28448315 28449176 860 Alu 854 854 854 0 0 0 0 0 0 0 0 0 0 0 0
chr16 28916462 28916855 392 Alu 391 391 391 0 0 0 0 0 0 0 0 0 0 0 0
chr16 29108187 29108682 494 L1 495 0 0 495 495 0 0 0 0 0 0 0 0 0 0
chr16 29628257 29629072 814 LTR 813 0 0 0 0 0 813 0 0 0 0 0 0 0 0
chr16 30525817 30526360 542 Alu 509 509 509 0 0 0 0 0 0 0 0 0 0 543 1 ZNF689
chr16 31022382 31024594 2211 SVA 2078 0 0 0 0 0 0 2043 0 0 0 0 0 0 0
chr16 31150381 31151936 1554 SVA 1511 0 0 0 0 0 0 1495 0 0 0 0 0 0 0
chr16 31272397 31272722 324 Alu 309 309 309 0 0 0 0 0 0 0 0 0 0 0 0
chr16 31287386 31288237 850 SVA 847 0 0 0 0 0 0 788 31 0 0 0 0 851 1 ITGAX
chr16 31345644 31345968 323 Alu 312 312 312 0 0 0 0 0 0 0 0 0 0 0 0
chr16 31479996 31480317 320 L1 320 0 0 320 320 0 0 0 0 0 0 0 0 0 0
chr16 33249609 33250600 990 L1 965 0 0 943 943 0 0 0 0 0 0 0 0 0 0
chr16 34085154 34085592 437 Alu 436 436 436 0 0 0 0 0 0 0 0 0 0 0 0
chr16 34245291 34246402 1110 LTR 1019 0 0 0 0 0 1019 0 0 0 0 0 0 0 0
chr16 45575805 45576095 289 Alu 277 277 277 0 0 0 0 0 0 0 0 0 0 0 0
chr16 45590769 45592708 1938 SVA 1935 87 87 0 0 0 0 1848 0 0 0 0 0 0 0
chr16 46606862 46612969 6106 L1 6037 14 0 6023 6023 0 0 0 0 0 0 0 0 0 0
chr16 46660967 46661280 312 Alu 297 297 297 0 0 0 0 0 0 0 0 0 0 0 0



chr16 46820871 46821178 306 Alu 304 304 304 0 0 0 0 0 0 0 0 0 0 307 1 ABCC11
chr16 47205345 47205728 382 Alu 382 382 382 0 0 0 0 0 0 0 0 0 0 0 0
chr16 47222859 47223194 334 Alu 307 307 307 0 0 0 0 0 0 0 0 0 0 0 0
chr16 47542468 47544186 1717 SVA 1680 3 0 0 0 0 0 1677 0 0 0 0 0 0 0
chr16 47695714 47696037 322 Alu 321 309 309 0 0 12 12 0 0 0 0 0 0 0 0
chr16 47801068 47802683 1614 SVA 1597 0 0 0 0 0 0 1597 0 0 0 0 0 0 0
chr16 47815781 47816086 304 Alu 303 303 303 0 0 0 0 0 0 0 0 0 0 0 0
chr16 47971982 47973961 1978 L1 1829 0 0 1829 1829 0 0 0 0 0 0 0 0 1979 1 C16orf78
chr16 49087436 49088007 570 Alu 568 568 568 0 0 0 0 0 0 0 0 0 0 0 0
chr16 49242814 49243147 332 Alu 331 331 315 0 0 0 0 0 0 0 0 0 0 0 0
chr16 49518968 49519298 329 Alu 312 312 312 0 0 0 0 0 0 0 0 0 0 0 0
chr16 50766323 50767056 732 L1 712 0 0 712 712 0 0 0 0 0 0 0 0 0 0
chr16 50940948 50941274 325 Alu 324 303 303 21 21 0 0 0 0 0 0 0 0 0 0
chr16 52129884 52131744 1859 SVA 1822 0 0 24 24 0 0 1766 0 0 0 0 0 0 0
chr16 52633507 52639684 6176 L1 6084 0 0 6027 6027 0 0 0 0 0 0 0 0 6177 1 FTO
chr16 53293924 53294242 317 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 0 0
chr16 54215490 54216116 625 L1 625 20 20 605 605 0 0 0 0 0 0 0 0 0 0
chr16 54339803 54340461 657 LTR 658 0 0 0 0 0 658 0 0 0 0 0 0 0 0
chr16 54383278 54383995 716 L1 715 0 0 685 685 0 30 0 0 0 0 0 0 0 0
chr16 54395847 54396541 693 L1 693 0 0 680 680 0 13 0 0 0 0 0 0 694 1 CES1
chr16 54957507 54957809 301 Alu 299 299 299 0 0 0 0 0 0 0 0 0 0 302 1 AMFR
chr16 56020875 56021251 375 Alu 346 346 346 0 0 0 0 0 0 0 0 0 0 376 1 CIAPIN1
chr16 57326895 57327256 360 Alu 359 359 359 0 0 0 0 0 0 0 0 0 0 0 0
chr16 57407777 57407992 214 Alu 201 201 201 0 0 0 0 0 0 0 0 0 0 0 0
chr16 57430354 57431135 780 L1 745 0 0 745 745 0 0 0 0 0 0 0 0 0 0
chr16 57436910 57438626 1715 SVA 1569 0 0 0 0 0 0 1569 0 0 0 0 0 0 0
chr16 57881232 57881541 308 Alu 304 304 304 0 0 0 0 0 0 0 0 0 0 0 0
chr16 58103003 58104316 1312 L1 1309 0 0 1240 1240 0 0 0 69 0 0 0 0 0 0
chr16 59467399 59471461 4061 L1 3968 75 75 3867 3867 0 26 0 0 0 0 0 0 0 0
chr16 60373480 60379505 6024 L1 6021 0 0 6021 6021 0 0 0 0 0 0 0 0 6025 1 CDH8
chr16 60392852 60398935 6082 L1 6064 0 0 6064 6064 0 0 0 0 0 0 0 0 6083 1 CDH8
chr16 60888418 60888720 301 Alu 299 299 299 0 0 0 0 0 0 0 0 0 0 0 0
chr16 61813824 61814551 726 L1 679 0 0 665 665 0 14 0 0 0 0 0 0 0 0
chr16 62362981 62363280 298 Alu 295 295 295 0 0 0 0 0 0 0 0 0 0 0 0
chr16 62428403 62429581 1177 L1 1178 0 0 1178 1178 0 0 0 0 0 0 0 0 0 0
chr16 63217481 63217796 314 Alu 314 310 310 4 4 0 0 0 0 0 0 0 0 0 0
chr16 63392184 63392505 320 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 0 0
chr16 63866936 63870449 3512 HERV 3491 0 0 0 0 3259 3491 0 0 0 0 0 0 0 0
chr16 63866936 63870449 3512 LTR 3491 0 0 0 0 3259 3491 0 0 0 0 0 0 0 0
chr16 64077477 64077823 345 Alu 313 313 313 0 0 0 0 0 0 0 0 0 0 346 1 LOC283867
chr16 64281419 64287439 6019 L1 6005 0 0 6005 6005 0 0 0 0 0 0 0 0 0 0
chr16 65095793 65096233 439 Alu 440 438 438 440 440 0 0 0 0 0 0 0 0 0 0
chr16 65095793 65096233 439 L1 440 438 438 440 440 0 0 0 0 0 0 0 0 0 0
chr16 65221667 65223363 1695 SVA 1677 0 0 0 0 0 0 1653 0 0 0 0 0 1696 1 CMTM4
chr16 65565499 65566790 1290 LTR 1289 0 0 0 0 0 1289 0 0 0 0 1054 0.82 1054 0.82 CES3
chr16 65811169 65811499 329 Alu 328 309 309 19 0 0 0 0 0 0 0 0 0 330 1 LRRC29
chr16 66071319 66071626 306 Alu 304 304 304 0 0 0 0 0 0 0 0 0 0 307 1 ATP6V0D1
chr16 66530078 66530407 328 Alu 300 300 300 0 0 0 0 0 0 0 0 0 0 0 0
chr16 67174857 67180920 6062 L1 6048 0 0 6028 6028 0 0 0 0 0 0 0 0 0 0
chr16 67216014 67216193 178 Alu 179 179 179 0 0 0 0 0 0 0 0 0 0 0 0
chr16 67646053 67646370 316 Alu 315 312 312 3 3 0 0 0 0 0 0 0 0 317 1 TMCO7
chr16 68641671 68644382 2710 SVA 2635 0 0 0 0 0 0 2635 0 0 0 0 0 2711 1 PDXDC2
chr16 69094998 69095303 304 Alu 303 297 297 6 0 0 0 0 0 0 0 0 0 305 1 COG4
chr16 69110524 69110830 305 Alu 306 306 306 0 0 0 0 0 0 0 0 0 0 306 1 COG4
chr16 70864345 70864704 358 Alu 326 326 326 0 0 0 0 0 0 0 0 0 0 0 0
chr16 72415779 72421881 6101 L1 6050 0 0 6030 6030 0 0 0 0 0 0 0 0 0 0
chr16 74030385 74030692 306 Alu 306 300 300 6 6 0 0 0 0 0 0 0 0 0 0
chr16 75219186 75221371 2184 L1 2185 0 0 2185 2185 0 0 0 0 0 0 0 0 0 0
chr16 75348726 75350602 1875 L1 1861 0 0 1861 1861 0 0 0 0 0 0 0 0 0 0
chr16 76265387 76265811 423 Alu 415 415 415 0 0 0 0 0 0 0 0 0 0 0 0
chr16 77025162 77025487 324 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 325 1 WWOX
chr16 77643411 77643975 563 L1 544 0 0 530 530 0 14 0 0 0 0 0 0 564 1 WWOX



chr16 78013120 78013474 353 Alu 349 349 349 0 0 0 0 0 0 0 0 0 0 0 0
chr16 78287274 78288444 1169 L1 1094 0 0 1094 1094 0 0 0 0 0 0 0 0 0 0
chr16 78387548 78387866 317 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 0 0
chr16 78652689 78653040 350 Alu 317 317 317 0 0 0 0 0 0 0 0 0 0 0 0
chr16 79026144 79026561 416 Alu 385 385 385 0 0 0 0 0 0 0 0 0 0 0 0
chr16 79517952 79518585 632 Alu 610 589 589 0 0 0 0 0 0 0 0 0 0 0 0
chr16 79676820 79677343 522 Alu 510 510 510 0 0 0 0 0 0 0 0 0 0 523 1 LOC100329108
chr16 79782196 79782720 523 Alu 522 522 522 0 0 0 0 0 0 0 0 0 0 524 1 PKD1L2
chr16 80360639 80360957 317 Alu 316 316 316 0 0 0 0 0 0 0 0 0 0 0 0
chr16 80958864 80959206 341 Alu 309 309 309 0 0 0 0 0 0 0 0 0 0 0 0
chr16 82086941 82088772 1830 L1 1818 0 0 1815 1815 0 3 0 0 0 0 0 0 1831 1 CDH13
chr16 82731921 82732219 297 Alu 296 283 283 13 13 0 0 0 0 0 0 0 0 298 1 HSDL1
chr16 83046844 83049646 2801 L1 2741 0 0 2741 2741 0 0 0 0 0 0 0 0 2802 1 ATP2C2
chr16 84262315 84262567 251 Alu 247 247 247 0 0 0 0 0 0 0 0 0 0 252 1 KIAA0182
chr16 84398708 84400149 1440 SVA 1414 0 0 0 0 0 0 1414 0 0 0 0 0 0 0
chr16 85269420 85270503 1082 L1 1038 0 0 1038 1038 0 0 0 0 0 0 0 0 0 0
chr16 87396950 87397273 322 Alu 297 297 297 0 0 0 0 0 0 0 0 0 0 0 0
chr16 87838050 87838535 484 Alu 484 484 484 0 0 0 0 0 0 0 0 0 0 0 0
chr16 88055919 88057625 1705 SVA 1672 0 0 0 0 0 0 1649 0 0 0 0 0 1706 1 ANKRD11
chr16 88094628 88094976 347 Alu 325 325 325 0 0 0 0 0 0 0 0 0 0 0 0
chr16 88400251 88400928 676 SVA 669 0 0 4 4 0 0 665 0 0 0 0 0 677 1 FANCA
chr17 104280 107773 3492 L1 3491 0 0 3491 3491 0 0 0 0 0 0 0 0 3493 1 RPH3AL
chr17 211198 212559 1360 LTR 1286 0 0 0 0 0 1286 0 0 0 0 0 0 0 0
chr17 352406 352796 389 Alu 389 389 389 0 0 0 0 0 0 0 0 0 0 0 0
chr17 447934 449931 1996 SVA 1824 0 0 0 0 0 0 1824 0 0 0 0 0 1997 1 VPS53
chr17 467516 468580 1063 Alu 1058 1058 1058 0 0 0 0 0 0 0 0 0 0 1064 1 VPS53
chr17 468961 469962 1000 Alu 997 997 997 0 0 0 0 0 0 0 0 0 0 1001 1 VPS53
chr17 577500 578010 509 Alu 507 507 507 0 0 0 0 0 0 0 0 0 0 0 0
chr17 663693 664238 544 Alu 544 544 544 0 0 0 0 0 0 0 0 0 0 545 1 NXN
chr17 732400 732862 461 Alu 417 417 417 0 0 0 0 0 0 0 0 0 0 462 1 NXN
chr17 1420518 1420840 321 Alu 300 300 300 0 0 0 0 0 0 0 0 0 0 0 0
chr17 1446092 1446434 341 Alu 339 339 339 0 0 0 0 0 0 0 0 0 0 342 1 SLC43A2
chr17 2105509 2106274 764 SVA 739 0 0 53 0 0 0 686 0 0 0 0 0 765 1 SMG6
chr17 2356275 2358187 1911 SVA 1910 0 0 21 0 0 0 1889 0 0 0 0 0 1912 1 METT10D
chr17 2523382 2523710 327 Alu 298 298 298 0 0 0 0 0 0 0 0 0 0 328 1 PAFAH1B1
chr17 2961897 2963725 1827 SVA 1823 0 0 0 0 0 0 1789 34 0 0 0 0 0 0
chr17 3026548 3032604 6055 L1 6026 0 0 6026 6026 0 0 0 0 0 0 0 0 0 0
chr17 3313946 3315878 1931 SVA 1899 0 0 15 0 0 0 1791 0 0 0 0 0 1932 1 SPATA22
chr17 3413676 3415131 1454 SVA 1384 0 0 0 0 0 0 1384 0 0 0 0 0 0 0
chr17 4052337 4052779 441 Alu 423 423 423 0 0 0 0 0 0 0 0 0 0 442 1 ANKFY1
chr17 4918698 4919663 964 LTR 964 0 0 0 0 0 964 0 0 0 0 0 0 0 0
chr17 5405470 5405806 335 Alu 315 315 315 0 0 0 0 0 0 0 0 0 0 336 1 NLRP1
chr17 6019636 6019787 150 LTR 144 0 0 0 0 91 144 0 0 0 0 0 0 0 0
chr17 6494945 6495189 243 Alu 236 236 236 0 0 0 0 0 0 0 0 0 0 244 1 MED31
chr17 6815443 6815754 310 Alu 310 293 293 0 0 0 0 0 17 0 0 0 0 0 0
chr17 7056789 7057354 564 Alu 531 511 511 0 0 0 0 0 0 0 0 0 0 565 1 DLG4
chr17 7493293 7494048 754 Alu 728 728 728 0 0 0 0 0 0 0 0 0 0 0 0
chr17 7718663 7719243 579 Alu 576 576 576 0 0 0 0 0 0 0 0 0 0 0 0
chr17 8016065 8016372 306 Alu 307 307 307 0 0 0 0 0 0 0 0 0 0 0 0
chr17 8271458 8271795 336 Alu 305 305 305 0 0 0 0 0 0 0 0 0 0 0 0
chr17 8393677 8395264 1586 SVA 1478 0 0 0 0 0 0 1428 0 0 0 0 0 1587 1 MYH10
chr17 9196510 9196809 298 Alu 299 293 293 299 299 0 0 0 0 0 0 0 0 299 1 STX8
chr17 9196510 9196809 298 L1 299 293 293 299 299 0 0 0 0 0 0 0 0 299 1 STX8
chr17 9370949 9371255 305 Alu 297 297 297 0 0 0 0 0 0 0 0 0 0 306 1 STX8
chr17 10309795 10310123 327 Alu 308 308 308 0 0 0 0 0 0 0 0 0 0 328 1 MYH4
chr17 10532867 10533190 322 Alu 304 304 304 0 0 0 0 0 0 0 0 0 0 323 1 SCO1
chr17 12224750 12225054 303 Alu 303 301 301 0 0 0 2 0 0 0 0 0 0 0 0
chr17 12293839 12300090 6250 L1 6225 39 39 6167 6167 0 0 0 0 0 0 0 0 0 0
chr17 12498840 12499856 1015 L1 1008 0 0 980 980 0 0 0 0 0 0 0 0 0 0
chr17 12819548 12819857 308 Alu 298 298 298 0 0 0 0 0 0 0 0 0 0 309 1 RICH2
chr17 13356113 13356371 257 Alu 246 246 246 0 0 0 0 0 0 0 0 0 0 258 1 HS3ST3A1
chr17 13563675 13564000 324 Alu 323 323 323 0 0 0 0 0 0 0 0 0 0 0 0



chr17 13820573 13820880 306 Alu 297 297 297 0 0 0 0 0 0 0 0 0 0 0 0
chr17 14393876 14394210 333 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 0 0
chr17 15721180 15722078 897 L1 898 0 0 898 898 0 0 0 0 0 0 0 0 0 0
chr17 15822928 15824187 1258 SVA 1202 21 0 0 0 0 0 1154 0 0 0 0 0 1259 1 ZSWIM7
chr17 16090701 16091043 341 Alu 340 315 315 0 0 0 25 0 0 0 0 0 0 342 1 PIGL
chr17 16370058 16370269 210 L1 211 0 0 211 211 0 0 0 0 0 0 0 0 0 0
chr17 16500831 16501148 316 Alu 315 315 315 0 0 0 0 0 0 0 0 0 0 0 0
chr17 17285637 17287353 1715 SVA 1676 0 0 0 0 0 0 1619 0 0 0 0 0 0 0
chr17 17454935 17455982 1046 LTR 978 0 0 0 0 0 978 0 0 0 0 0 0 0 0
chr17 18133003 18133509 505 Alu 492 473 473 0 0 0 0 0 0 0 0 0 0 506 1 TOP3A
chr17 18196180 18196510 329 Alu 300 300 300 0 0 0 0 0 0 0 0 0 0 330 1 SHMT1
chr17 18819942 18820247 304 Alu 289 289 289 0 0 0 0 0 0 0 0 0 0 305 1 FAM83G
chr17 19284689 19286336 1646 SVA 1645 0 0 0 0 0 14 1631 0 0 0 0 0 0 0
chr17 19319203 19320635 1431 SVA 1430 0 0 36 36 0 0 1394 0 0 0 0 0 0 0
chr17 19567445 19567766 320 Alu 312 312 312 0 0 0 0 0 0 0 0 0 0 0 0
chr17 20131026 20131358 331 Alu 317 317 317 0 0 0 0 0 0 0 0 0 0 332 1 CYTSB
chr17 20849905 20850075 169 LTR 170 0 0 0 0 0 170 0 0 0 0 0 0 170 1 USP22
chr17 23251785 23253562 1776 L1 1596 0 0 1596 1596 0 0 0 0 0 0 0 0 0 0
chr17 23574106 23576455 2348 SVA 2293 0 0 0 0 0 34 2193 0 0 0 0 0 0 0
chr17 23581583 23590076 8492 HERV 8465 0 0 0 0 7829 8465 0 0 0 0 0 0 0 0
chr17 23581583 23590076 8492 LTR 8465 0 0 0 0 7829 8465 0 0 0 0 0 0 0 0
chr17 23602052 23602365 312 Alu 307 307 307 0 0 0 0 0 0 0 0 0 0 0 0
chr17 23806529 23807650 1120 SVA 1110 0 0 0 0 0 36 1074 0 0 0 0 0 0 0
chr17 24762196 24762701 504 Alu 480 480 480 0 0 0 0 0 0 0 0 0 0 505 1 TAOK1
chr17 26015552 26016400 847 Alu 837 837 837 0 0 0 0 0 0 0 0 0 0 0 0
chr17 26098280 26098877 596 Alu 571 571 571 0 0 0 0 0 0 0 0 0 0 597 1 SUZ12P
chr17 26329686 26332561 2874 SVA 2831 0 0 81 81 0 0 2724 0 0 0 0 0 2875 1 RNF135
chr17 26683714 26684081 366 L1 344 0 0 344 344 0 0 0 0 0 0 0 0 367 1 NF1
chr17 27144813 27145336 522 L1 492 0 0 472 472 0 0 0 0 0 0 0 0 0 0
chr17 27751944 27752557 612 Alu 606 555 555 0 0 0 0 0 0 0 0 0 0 0 0
chr17 28029372 28035417 6044 L1 6020 0 0 6020 6014 0 0 0 0 0 0 0 0 6045 1 MYO1D
chr17 28045553 28045866 312 Alu 308 300 300 8 0 0 0 0 0 0 0 0 0 313 1 MYO1D
chr17 28168968 28169278 309 Alu 308 308 300 0 0 0 0 0 0 0 0 0 0 310 1 MYO1D
chr17 28238212 28244331 6118 L1 6026 0 0 6026 6026 0 0 0 0 0 0 0 0 0 0
chr17 28477987 28478317 329 Alu 322 322 311 0 0 0 0 0 0 0 0 0 0 330 1 ACCN1
chr17 28787958 28788306 347 Alu 315 315 315 0 0 0 0 0 0 0 0 0 0 348 1 ACCN1
chr17 28794534 28794847 312 Alu 311 308 308 3 3 0 0 0 0 0 0 0 0 313 1 ACCN1
chr17 29063764 29064090 325 Alu 324 307 307 0 0 0 17 0 0 0 0 0 0 326 1 ACCN1
chr17 29643556 29649586 6029 L1 6001 0 0 6001 6001 0 0 0 0 0 0 0 0 0 0
chr17 30039627 30039962 334 Alu 311 311 311 0 0 0 0 0 0 0 0 0 0 0 0
chr17 31246017 31246326 308 Alu 307 307 307 0 0 0 0 0 0 0 0 0 0 0 0
chr17 32217550 32217862 311 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 0 0
chr17 32440948 32441290 341 Alu 314 314 314 0 0 0 0 0 0 0 0 0 0 342 1 AATF
chr17 33819428 33819734 305 Alu 298 298 298 0 0 0 0 0 0 0 0 0 0 0 0
chr17 33871912 33872314 401 Alu 401 401 401 0 0 0 0 0 0 0 0 0 0 402 1 ARHGAP23
chr17 34615282 34615652 369 Alu 368 368 368 0 0 0 0 0 0 0 0 0 0 0 0
chr17 34676781 34677015 233 Alu 234 234 234 0 0 0 0 0 0 0 0 0 0 234 1 FBXL20
chr17 34746699 34748438 1738 SVA 1704 0 0 96 96 0 0 1589 0 0 0 0 0 1739 1 FBXL20
chr17 34780022 34780598 575 Alu 575 575 575 0 0 0 0 0 0 0 0 0 0 576 1 FBXL20
chr17 35512088 35512586 497 Alu 486 486 486 0 0 0 0 0 0 0 0 0 0 0 0
chr17 36598384 36598710 325 Alu 296 296 296 0 0 0 0 0 0 0 0 0 0 0 0
chr17 37285134 37286742 1607 SVA 1528 10 10 0 0 0 0 1518 0 0 0 0 0 1608 1 ACLY
chr17 38136030 38136352 321 Alu 309 309 309 0 0 0 0 0 0 0 0 0 0 322 1 EZH1
chr17 38362208 38362513 304 Alu 304 304 304 0 0 0 0 0 0 0 0 0 0 305 1 AARSD1
chr17 38377809 38379584 1774 SVA 1738 0 0 0 0 0 0 1713 0 0 0 0 0 1775 1 AARSD1
chr17 38757516 38768206 10689 LTR 10353 211 211 0 0 8011 10142 0 0 0 0 0 0 0 0
chr17 39762092 39762435 342 Alu 315 315 315 0 0 0 0 0 0 0 0 0 0 0 0
chr17 39956859 39958691 1831 SVA 1770 0 0 0 0 0 0 1770 0 0 0 0 0 0 0
chr17 40279963 40280352 388 Alu 376 376 376 0 0 0 0 0 0 0 0 0 0 0 0
chr17 40394445 40394821 375 Alu 374 358 358 0 0 0 0 0 0 0 0 0 0 376 1 C1QL1
chr17 40566396 40566734 337 Alu 309 309 309 0 0 0 0 0 0 0 0 0 0 338 1 ACBD4
chr17 42568201 42568531 329 Alu 305 305 305 0 0 0 0 0 0 0 0 0 0 330 1 CDC27



chr17 42579471 42579799 327 Alu 327 314 314 13 13 0 0 0 0 0 0 0 0 328 1 CDC27
chr17 44307818 44308348 529 Alu 520 520 502 0 0 0 0 0 0 0 0 0 0 0 0
chr17 44331133 44331464 330 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 0 0
chr17 44459926 44460319 392 Alu 379 379 379 0 0 0 0 0 0 0 0 0 0 393 1 IGF2BP1
chr17 44582394 44583337 942 SVA 876 0 0 20 20 0 0 856 0 0 0 0 0 943 1 B4GALNT2
chr17 45392393 45392710 316 Alu 310 310 308 0 0 0 0 0 0 0 0 0 0 0 0
chr17 47617789 47619091 1301 L1 1280 107 107 1173 1173 0 0 0 0 0 0 0 0 0 0
chr17 47835948 47842232 6283 L1 6090 0 0 6065 6065 0 0 0 0 0 0 0 0 0 0
chr17 49424815 49425002 186 LTR 169 0 0 0 0 0 169 0 0 0 0 0 0 0 0
chr17 50220204 50220597 392 Alu 352 352 352 0 0 0 0 0 0 0 0 0 0 0 0
chr17 51481733 51484586 2852 L1 2830 0 0 2830 2830 0 0 0 0 0 0 0 0 0 0
chr17 51505333 51505659 325 Alu 305 305 305 0 0 0 0 0 0 0 0 0 0 0 0
chr17 51621520 51621849 328 Alu 327 298 298 0 0 0 29 0 0 0 0 0 0 329 1 ANKFN1
chr17 51622357 51626046 3688 L1 3508 0 0 3508 3508 0 0 0 0 0 0 0 0 3689 1 ANKFN1
chr17 52104057 52104383 325 Alu 319 319 319 0 0 0 0 0 0 0 0 0 0 0 0
chr17 53508974 53509424 449 L1 450 0 0 450 450 0 0 0 0 0 0 0 0 0 0
chr17 53574018 53575937 1918 SVA 1887 0 0 57 57 0 0 1726 0 0 0 0 0 0 0
chr17 53636010 53636334 323 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 324 1 EPX
chr17 54825600 54827265 1664 SVA 1639 0 0 0 0 0 0 1563 0 0 0 0 0 1665 1 YPEL2
chr17 54904284 54904679 394 Alu 375 354 354 20 20 0 0 0 1 0 0 0 0 0 0
chr17 54925635 54925982 346 Alu 316 316 316 0 0 0 0 0 0 0 0 0 0 0 0
chr17 54931462 54933332 1869 SVA 1717 0 0 0 0 0 0 1717 0 0 0 0 0 0 0
chr17 55266117 55266526 408 Alu 405 405 405 0 0 0 0 0 0 0 0 0 0 409 1 TMEM49
chr17 55340754 55341295 540 Alu 534 534 534 0 0 0 0 0 0 0 0 0 0 541 1 RPS6KB1
chr17 55499126 55499437 310 Alu 305 305 305 0 0 0 0 0 0 0 0 0 0 311 1 HEATR6
chr17 56542280 56548434 6153 L1 6139 0 0 6139 6139 0 0 0 0 0 0 0 0 6154 1 BCAS3
chr17 56990783 56991088 304 Alu 303 303 303 0 0 0 0 0 0 0 0 0 0 0 0
chr17 57380946 57381272 325 Alu 298 298 298 0 0 0 0 0 0 0 0 0 0 326 1 MED13
chr17 59292830 59293168 337 Alu 307 307 307 0 0 0 0 0 0 0 0 0 0 338 1 TCAM1P
chr17 59899646 59899950 303 Alu 303 303 303 0 0 0 0 0 0 0 0 0 0 0 0
chr17 60142498 60143970 1471 SVA 1470 91 91 0 0 0 0 1379 0 0 0 0 0 0 0
chr17 60910276 60911867 1590 SVA 1539 0 0 0 0 0 0 1476 0 0 0 0 0 0 0
chr17 61363321 61365069 1747 SVA 1746 0 0 94 94 0 0 1652 0 0 0 0 0 1748 1 CCDC46
chr17 61695503 61696654 1150 SVA 1125 0 0 69 69 0 0 1056 0 0 0 0 0 0 0
chr17 62023124 62029243 6118 L1 6015 0 0 6015 6015 0 0 0 0 0 0 0 0 6119 1 PRKCA
chr17 62361021 62361330 308 Alu 303 303 303 0 0 0 0 0 0 0 0 0 0 0 0
chr17 62835649 62835975 325 Alu 325 312 312 13 13 0 0 0 0 0 0 0 0 326 1 PITPNC1
chr17 63157833 63158092 258 Alu 259 259 259 0 0 0 0 0 0 0 0 0 0 259 1 NOL11
chr17 63297323 63297648 324 Alu 307 307 307 0 0 0 0 0 0 0 0 0 0 325 1 BPTF
chr17 63382612 63382927 314 Alu 311 311 311 0 0 0 0 0 0 0 0 0 0 315 1 BPTF
chr17 64060385 64060717 331 Alu 313 313 313 0 0 0 0 0 0 0 0 0 0 332 1 FAM20A
chr17 64111722 64112693 970 LTR 959 0 0 0 0 0 959 0 0 0 0 0 0 0 0
chr17 64506859 64512904 6044 L1 6024 0 0 6004 6004 0 0 0 0 0 0 0 0 6045 1 ABCA9
chr17 64982880 64983207 326 Alu 302 302 302 0 0 0 0 0 0 0 0 0 0 327 1 MAP2K6
chr17 65966682 65972885 6202 L1 6147 0 0 6030 6030 0 0 0 91 0 0 0 0 0 0
chr17 66052525 66058652 6126 L1 6122 0 0 6029 6029 0 74 0 0 0 0 0 0 0 0
chr17 66796073 66796688 614 L1 579 0 0 579 579 0 0 0 0 0 0 0 0 0 0
chr17 67208805 67209367 561 L1 542 0 0 542 542 0 0 0 0 0 0 0 0 0 0
chr17 68170042 68170564 521 L1 522 0 0 522 522 0 0 0 0 0 0 0 0 522 1 SLC39A11
chr17 70295074 70295377 302 Alu 302 302 302 0 0 0 0 0 0 0 0 0 0 303 1 TMEM104
chr17 70529291 70529607 315 Alu 312 312 312 0 0 0 0 0 0 0 0 0 0 0 0
chr17 71852633 71853168 534 Alu 527 527 527 0 0 0 0 0 0 0 0 0 0 535 1 PRPSAP1
chr17 72069966 72070293 326 Alu 312 312 312 0 0 0 0 0 0 0 0 0 0 0 0
chr17 72675947 72682995 7047 LTR 7035 324 324 0 0 0 6711 0 0 0 0 0 0 7048 1 SEC14L1
chr17 73273747 73274063 315 Alu 304 304 304 0 0 0 0 0 0 0 0 0 0 0 0
chr17 73283290 73285330 2039 SVA 2017 0 0 0 0 0 0 2017 0 0 0 0 0 0 0
chr17 73413216 73413499 282 Alu 276 258 258 0 0 0 0 0 0 0 0 0 0 0 0
chr17 73499879 73500207 327 Alu 300 300 300 0 0 0 0 0 0 0 0 0 0 0 0
chr17 73563894 73564385 490 Alu 480 480 480 0 0 0 0 0 0 0 0 0 0 491 1 TNRC6C
chr17 73972614 73974157 1542 SVA 1538 0 0 0 0 0 0 1510 28 0 0 0 0 1543 1 DNAH17
chr17 74050843 74051322 478 Alu 477 477 477 0 0 0 0 0 0 0 0 0 0 479 1 DNAH17
chr17 76189965 76190888 922 SVA 903 0 0 0 0 0 0 903 0 0 0 0 0 923 1 RPTOR



chr17 76341722 76342047 324 Alu 299 299 299 0 0 0 0 0 0 0 0 0 0 325 1 RPTOR
chr17 76503629 76504065 435 LTR 436 0 0 0 0 0 436 0 0 0 0 0 0 436 1 RPTOR
chr17 76561623 76562147 523 Alu 521 521 521 0 0 0 0 0 0 0 0 0 0 0 0
chr17 77188117 77188457 339 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 340 1 NPLOC4
chr17 77927938 77928677 738 SVA 666 0 0 0 0 0 0 666 0 0 0 0 0 0 0
chr17 77998223 77998544 320 Alu 299 299 299 0 0 0 0 0 0 0 0 0 0 321 1 C17orf62
chr17 78413071 78413389 317 Alu 309 309 309 0 0 0 0 0 0 0 0 0 0 318 1 TBCD
chr17 78579399 78579728 328 Alu 327 309 309 18 18 0 0 0 0 0 0 0 0 329 1 B3GNTL1
chr18 19046 20216 1169 L1 1167 0 0 1167 1167 0 0 0 0 0 0 0 0 0 0
chr18 170635 171102 466 L1 467 0 0 467 467 0 0 0 0 0 0 0 0 467 1 USP14
chr18 468350 468528 177 Alu 178 178 178 0 0 0 0 0 0 0 0 0 0 178 1 COLEC12
chr18 525430 531768 6337 L1 6293 269 269 6024 6024 0 0 0 0 0 0 0 0 0 0
chr18 1310775 1311235 459 L1 460 0 0 460 460 0 0 0 0 0 0 0 0 460 1 C18orf2
chr18 1808084 1808417 332 Alu 332 303 303 29 29 0 0 0 0 0 0 0 0 0 0
chr18 3887777 3888097 319 Alu 318 314 314 0 0 0 0 0 4 0 0 0 0 0 0
chr18 4435297 4435613 315 L1 309 0 0 309 309 0 0 0 0 0 0 0 0 0 0
chr18 4639120 4641399 2278 L1 2176 0 0 2156 2156 0 20 0 0 0 0 0 0 0 0
chr18 4671938 4672591 652 LTR 652 0 0 0 0 160 652 0 0 0 0 0 0 0 0
chr18 4907259 4908249 989 LTR 988 0 0 0 0 0 988 0 0 0 0 0 0 0 0
chr18 5322408 5324600 2191 L1 2192 0 0 2192 2192 0 0 0 0 0 0 0 0 0 0
chr18 7087731 7089527 1795 SVA 1794 0 0 130 130 0 0 1664 0 0 0 0 0 1796 1 LAMA1
chr18 7231668 7231953 284 Alu 274 274 274 0 0 0 0 0 0 0 0 0 0 0 0
chr18 7298029 7298600 570 L1 562 0 0 562 562 0 0 0 0 0 0 0 0 0 0
chr18 7387908 7393556 5647 L1 5619 0 0 5580 5580 0 0 0 0 0 0 0 0 0 0
chr18 8047401 8053552 6150 L1 6034 0 0 6010 6010 0 0 0 0 0 0 0 0 6151 1 PTPRM
chr18 8362043 8362370 326 Alu 318 318 318 0 0 0 0 0 0 0 0 0 0 327 1 PTPRM
chr18 8895663 8895977 313 Alu 313 303 303 10 10 0 0 0 0 0 0 0 0 0 0
chr18 9219909 9220394 484 L1 485 0 0 485 485 0 0 0 0 0 0 0 0 485 1 ANKRD12
chr18 9267300 9267639 338 Alu 323 323 323 0 0 0 0 0 0 0 0 0 0 339 1 ANKRD12
chr18 10088805 10089147 341 Alu 332 332 312 0 0 0 0 0 0 0 0 0 0 0 0
chr18 10241313 10241634 320 Alu 313 313 313 0 0 0 0 0 0 0 0 0 0 0 0
chr18 10347012 10347212 199 LTR 200 0 0 0 0 0 200 0 0 0 0 0 0 0 0
chr18 10578250 10578579 328 Alu 316 316 316 0 0 0 0 0 0 0 0 0 0 0 0
chr18 11207484 11207791 306 Alu 286 286 286 0 0 0 0 0 0 0 0 0 0 0 0
chr18 11249045 11249381 335 Alu 317 317 317 0 0 0 0 0 0 0 0 0 0 0 0
chr18 11948926 11950789 1862 SVA 1779 48 48 0 0 0 0 1679 0 0 0 0 0 0 0
chr18 11961922 11962240 317 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 0 0
chr18 13021225 13021548 322 Alu 302 302 302 0 0 0 0 0 0 0 0 0 0 323 1 CEP192
chr18 13087619 13089217 1597 SVA 1564 0 0 0 0 0 0 1564 0 0 0 0 0 1598 1 CEP192
chr18 13733033 13733396 362 Alu 330 330 330 0 0 0 0 0 0 0 0 0 0 363 1 RNMT
chr18 13825901 13826397 495 L1 492 0 0 492 492 0 0 0 0 0 0 0 0 0 0
chr18 13965775 13971901 6125 L1 6078 0 0 6030 6030 0 0 0 0 0 0 0 0 0 0
chr18 13999938 14002039 2100 SVA 2017 0 0 113 113 0 0 1904 0 0 0 0 0 0 0
chr18 14257674 14274051 16376 LTR 15270 0 0 0 0 0 15137 0 0 0 0 0 0 0 0
chr18 14277439 14313096 35656 LTR 32873 0 0 0 0 0 32519 0 0 0 0 0 0 0 0
chr18 14775791 14776072 280 Alu 277 277 277 0 0 0 0 0 0 0 0 0 0 281 1 ANKRD30B
chr18 16910922 16911237 314 Alu 314 309 309 5 5 0 0 0 0 0 0 0 0 315 1 ROCK1
chr18 17425596 17427620 2023 SVA 1955 0 0 0 0 0 0 1922 0 0 0 0 0 2024 1 ESCO1
chr18 17885907 17886271 363 Alu 362 362 362 0 0 0 0 0 0 0 0 0 0 0 0
chr18 18363570 18369667 6096 L1 6069 0 0 6069 6069 0 0 0 0 0 0 0 0 0 0
chr18 19205881 19206213 331 Alu 308 308 308 0 0 0 0 0 0 0 0 0 0 332 1 C18orf45
chr18 20165352 20165657 304 Alu 296 296 296 0 0 0 0 0 0 0 0 0 0 305 1 OSBPL1A
chr18 20273191 20273765 573 Alu 571 552 552 0 0 0 19 0 0 0 0 0 0 574 1 IMPACT
chr18 20452947 20459053 6105 L1 6050 0 0 6029 6029 0 0 0 0 0 0 0 0 0 0
chr18 21319031 21321462 2430 L1 2413 0 0 2413 2413 0 0 0 0 0 0 0 0 0 0
chr18 22095130 22095471 340 Alu 339 326 326 13 13 0 0 0 0 0 0 0 0 341 1 TAF4B
chr18 22674300 22674644 343 Alu 342 312 312 30 30 0 0 0 0 0 0 0 0 0 0
chr18 23057091 23057541 449 L1 450 0 0 450 450 0 0 0 0 0 0 0 0 0 0
chr18 24250420 24256558 6137 L1 6127 0 0 6102 6102 0 0 0 0 0 0 0 0 0 0
chr18 24776145 24777359 1213 L1 1201 0 0 1169 1169 0 0 0 0 0 0 0 0 0 0
chr18 25035723 25036267 543 LTR 542 0 0 0 0 0 542 0 0 0 0 0 0 0 0
chr18 25713697 25718332 4634 LTR 4604 0 0 0 0 0 4604 0 0 0 0 0 0 0 0



chr18 26607119 26608396 1276 LTR 1273 0 0 0 0 0 1273 0 0 0 0 0 0 0 0
chr18 27326476 27330450 3973 LTR 3822 0 0 0 0 3136 3779 0 0 0 0 0 0 0 0
chr18 29828782 29829828 1045 L1 990 0 0 990 990 0 0 0 0 0 0 0 0 1046 1 NOL4
chr18 30291172 30291481 308 Alu 295 295 295 0 0 0 0 0 0 0 0 0 0 0 0
chr18 30386226 30392380 6153 L1 6016 0 0 6016 6016 0 0 0 0 0 0 0 0 6154 1 DTNA
chr18 31204467 31204773 305 Alu 306 306 306 0 0 0 0 0 0 0 0 0 0 306 1 ZNF396
chr18 31895991 31896304 312 Alu 312 307 307 5 5 0 0 0 0 0 0 0 0 313 1 RPRD1A
chr18 32069063 32075195 6131 L1 6119 0 0 6023 6023 0 101 0 0 0 0 0 0 6132 1 MOCOS
chr18 32820245 32821585 1339 L1 1338 0 0 1338 1338 0 0 0 0 0 0 0 0 1340 1 KIAA1328
chr18 33429715 33430045 329 Alu 307 307 307 0 0 0 0 0 0 0 0 0 0 0 0
chr18 33569624 33569941 316 Alu 315 307 307 0 0 0 0 0 8 0 0 0 0 0 0
chr18 33912623 33912927 303 Alu 293 293 293 0 0 0 0 0 0 0 0 0 0 0 0
chr18 35084880 35086662 1781 L1 1716 51 51 1602 1602 0 0 0 0 0 0 0 0 1782 1 LOC647946
chr18 35399534 35405606 6071 L1 6041 0 0 6041 6041 0 0 0 0 0 0 0 0 6072 1 LOC647946
chr18 35549600 35549937 336 Alu 305 305 305 0 0 0 0 0 0 0 0 0 0 337 1 LOC647946
chr18 35693947 35695729 1781 L1 1773 0 0 1773 1773 0 0 0 0 0 0 0 0 0 0
chr18 36204888 36205216 327 Alu 301 301 301 0 0 0 0 0 0 0 0 0 0 0 0
chr18 36678785 36682333 3547 L1 3445 0 0 3405 3405 0 0 0 0 0 0 0 0 0 0
chr18 36766515 36766832 316 Alu 313 313 313 0 0 0 0 0 0 0 0 0 0 0 0
chr18 37608957 37615503 6545 L1 6244 0 0 6169 6169 0 0 0 0 0 0 0 0 0 0
chr18 38462064 38462391 326 Alu 325 299 299 0 0 0 0 0 26 0 0 0 0 0 0
chr18 38463508 38463847 338 Alu 337 314 314 0 0 0 0 0 23 0 0 0 0 0 0
chr18 39132013 39134381 2367 L1 2322 0 0 2322 2322 0 0 0 0 0 0 0 0 0 0
chr18 39771990 39772236 245 Alu 222 222 222 0 0 0 0 0 0 0 0 0 0 0 0
chr18 40332903 40333224 320 Alu 305 305 305 0 0 0 0 0 0 0 0 0 0 0 0
chr18 40771132 40771464 331 Alu 330 330 305 0 0 0 0 0 0 0 0 0 0 332 1 SETBP1
chr18 40882622 40882966 343 Alu 312 312 312 0 0 0 0 0 0 0 0 0 0 344 1 SETBP1
chr18 41515015 41515326 310 Alu 311 311 311 0 0 0 0 0 0 0 0 0 0 311 1 SLC14A2
chr18 42379574 42379904 329 Alu 299 299 299 0 0 0 0 0 0 0 0 0 0 330 1 LOXHD1
chr18 42384246 42384559 312 Alu 306 306 306 0 0 0 0 0 0 0 0 0 0 313 1 LOXHD1
chr18 42592409 42592762 352 Alu 317 317 317 0 0 0 0 0 0 0 0 0 0 0 0
chr18 42636721 42637082 360 Alu 340 340 340 0 0 0 0 0 0 0 0 0 0 0 0
chr18 43440644 43446860 6215 L1 6199 147 147 6028 6028 0 0 0 0 0 0 0 0 0 0
chr18 44056630 44057836 1205 L1 1161 0 0 1161 1161 0 0 0 0 0 0 0 0 0 0
chr18 44250149 44250462 312 Alu 303 303 303 0 0 0 0 0 0 0 0 0 0 0 0
chr18 44445247 44445583 335 Alu 334 311 311 0 0 0 0 0 23 0 0 0 0 336 1 KIAA0427
chr18 44859763 44861945 2181 SVA 2180 0 0 30 30 0 0 2150 0 0 0 0 0 2182 1 DYM
chr18 44982631 44984277 1645 SVA 1586 0 0 0 0 0 5 1547 0 0 0 0 0 1646 1 DYM
chr18 45273863 45274174 310 Alu 306 306 306 0 0 0 0 0 0 0 0 0 0 0 0
chr18 45579564 45581294 1729 SVA 1727 0 0 28 28 0 0 1699 0 0 0 0 0 1730 1 ACAA2
chr18 46165016 46165277 260 L1 259 0 0 259 259 0 0 0 0 0 0 0 0 261 1 SKA1
chr18 46369684 46369979 294 Alu 281 281 281 0 0 0 0 0 0 0 0 0 0 295 1 MAPK4
chr18 46389072 46389791 718 SVA 702 10 0 0 0 0 0 692 0 0 0 0 0 719 1 MAPK4
chr18 46589221 46589568 346 Alu 317 317 317 0 0 0 0 0 0 0 0 0 0 347 1 MRO
chr18 47520987 47527067 6079 L1 6065 0 0 6033 6033 0 0 0 0 0 0 0 0 0 0
chr18 48616420 48617796 1375 LTR 1373 0 0 0 0 0 1373 0 0 0 0 0 0 1376 1 DCC
chr18 48953872 48957730 3857 L1 3857 0 0 3857 3857 0 0 0 0 0 0 0 0 3858 1 DCC
chr18 49316560 49316876 315 Alu 315 302 302 0 0 0 13 0 0 0 0 0 0 0 0
chr18 49621145 49621472 326 Alu 315 315 315 0 0 0 0 0 0 0 0 0 0 0 0
chr18 49638125 49638742 616 L1 611 0 0 611 611 0 0 0 0 0 0 0 0 0 0
chr18 49830319 49830639 319 Alu 319 310 310 0 0 0 9 0 0 0 0 0 0 0 0
chr18 50122783 50125092 2308 SVA 2307 0 0 146 146 0 0 2161 0 0 0 0 0 2309 1 STARD6
chr18 50206950 50211004 4053 L1 3983 0 0 3983 3983 0 0 0 0 0 0 0 0 0 0
chr18 51875980 51876314 333 Alu 332 307 307 0 0 0 0 0 25 0 0 0 0 0 0
chr18 52631180 52631435 254 L1 253 0 0 238 238 0 15 0 0 0 0 0 0 255 1 WDR7
chr18 53145745 53146390 644 Alu 612 612 612 0 0 0 0 0 0 0 0 0 0 0 0
chr18 53537473 53543528 6054 L1 6054 0 0 6054 6054 0 0 0 0 0 0 0 0 6055 1 ATP8B1
chr18 53655760 53656173 412 Alu 409 409 409 0 0 0 0 0 0 0 0 0 0 0 0
chr18 53822133 53822429 295 Alu 295 295 293 0 0 0 0 0 0 0 0 0 0 0 0
chr18 54498887 54499170 282 Alu 279 279 279 0 0 0 0 0 0 0 0 0 0 283 1 MALT1
chr18 54932009 54932334 324 Alu 313 313 313 0 0 0 0 0 0 0 0 0 0 0 0
chr18 55868376 55868823 446 LTR 404 0 0 0 0 0 404 0 0 0 0 0 0 0 0



chr18 56892732 56894325 1592 L1 1587 0 0 1587 1587 0 0 0 0 0 0 0 0 0 0
chr18 56962969 56964027 1057 L1 1031 0 0 997 997 0 0 0 0 0 0 0 0 0 0
chr18 57115300 57115637 336 Alu 319 319 319 0 0 0 0 0 0 0 0 0 0 0 0
chr18 57533493 57536743 3249 L1 3242 0 0 3142 3142 0 100 0 0 0 0 0 0 0 0
chr18 57721466 57722089 622 L1 595 18 18 577 577 0 0 0 0 0 0 0 0 0 0
chr18 58502914 58503297 382 Alu 372 343 343 0 0 0 29 0 0 0 0 0 0 0 0
chr18 59267953 59268806 852 SVA 833 0 0 0 0 0 0 813 0 0 0 0 0 0 0
chr18 59444682 59445412 729 L1 728 0 0 728 728 0 0 0 0 0 0 0 0 0 0
chr18 59573070 59573425 354 Alu 322 322 322 0 0 0 0 0 0 0 0 0 0 355 1 SERPINB7
chr18 59681013 59684705 3691 L1 3637 18 0 3619 3619 0 0 0 0 0 0 0 0 0 0
chr18 59770150 59770516 365 L1 365 0 0 365 365 0 0 0 0 0 0 0 0 366 1 HMSD
chr18 61537617 61537953 335 Alu 334 304 304 30 30 0 0 0 0 0 0 0 0 0 0
chr18 64023237 64023799 561 L1 503 0 0 503 503 0 0 0 0 0 0 0 0 0 0
chr18 64603046 64609247 6200 L1 6018 0 0 6018 6018 0 0 0 0 0 0 0 0 6201 1 CCDC102B
chr18 65578879 65579398 518 LTR 510 0 0 0 0 0 510 0 0 0 0 0 0 519 1 DOK6
chr18 65670342 65670670 327 Alu 307 307 307 0 0 0 0 0 0 0 0 0 0 0 0
chr18 65741876 65742208 331 Alu 298 298 298 0 0 0 0 0 0 0 0 0 0 332 1 CD226
chr18 66019528 66019844 315 Alu 307 307 307 0 0 0 0 0 0 0 0 0 0 316 1 RTTN
chr18 66100583 66100910 326 Alu 314 314 314 0 0 0 0 0 0 0 0 0 0 0 0
chr18 66364692 66364921 228 L1 229 0 0 229 229 0 0 0 0 0 0 0 0 0 0
chr18 66503346 66504913 1566 L1 1556 0 0 1556 1556 0 0 0 0 0 0 0 0 0 0
chr18 66564760 66570798 6037 L1 6031 0 0 6031 6031 0 0 0 0 0 0 0 0 0 0
chr18 66634860 66635353 492 L1 491 0 0 491 491 0 0 0 0 0 0 0 0 0 0
chr18 66672436 66676121 3684 L1 3596 0 0 3596 3596 0 0 0 0 0 0 0 0 0 0
chr18 66997720 66998037 316 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 0 0
chr18 67045118 67045445 326 Alu 307 307 307 0 0 0 0 0 0 0 0 0 0 0 0
chr18 67473794 67476038 2243 L1 2214 0 0 2214 2167 0 0 0 0 0 0 0 0 0 0
chr18 68793579 68795307 1727 L1 1683 0 0 1683 1682 0 0 0 0 0 0 0 0 0 0
chr18 69911243 69911427 183 L1 167 0 0 167 167 0 0 0 0 0 0 0 0 184 1 FBXO15
chr18 70303419 70303754 334 Alu 318 318 318 0 0 0 0 0 0 0 0 0 0 0 0
chr18 71352809 71353153 343 Alu 342 316 316 26 26 0 0 0 0 0 0 0 0 0 0
chr18 71431996 71432324 327 Alu 326 310 310 16 16 0 0 0 0 0 0 0 0 0 0
chr18 71687784 71694446 6661 L1 6632 0 0 6608 6608 0 0 0 0 0 0 0 0 0 0
chr18 72128819 72129138 318 Alu 318 296 296 22 22 0 0 0 0 0 0 0 0 0 0
chr18 72868879 72870443 1563 SVA 1545 69 69 0 0 0 0 1447 0 0 0 0 0 1564 1 MBP
chr18 74098271 74098601 329 Alu 311 311 311 0 0 0 0 0 0 0 0 0 0 0 0
chr18 74589826 74589951 124 LTR 124 0 0 0 0 0 124 0 0 0 0 0 0 0 0
chr18 74975891 74978031 2139 L1 2059 0 0 2031 2031 0 0 0 0 0 0 0 0 2140 1 ATP9B
chr19 371755 372220 464 Alu 450 450 450 0 0 0 0 0 0 0 0 0 0 465 1 SHC2
chr19 788601 789179 577 Alu 563 563 563 0 0 0 0 0 0 0 0 0 0 0 0
chr19 1151073 1151958 884 Alu 878 878 878 0 0 0 0 0 0 0 0 0 0 0 0
chr19 2108157 2108471 313 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 0 0
chr19 2638684 2639241 556 Alu 546 546 546 0 0 0 0 0 0 0 0 0 0 557 1 GNG7
chr19 2937191 2937720 528 Alu 519 519 519 0 0 0 0 0 0 0 0 0 0 529 1 TLE6
chr19 3382120 3382552 431 Alu 430 403 403 27 27 0 0 0 0 0 0 0 0 432 1 NFIC
chr19 3424333 3424756 422 Alu 406 406 406 0 0 0 0 0 0 0 0 0 0 0 0
chr19 3654281 3654732 450 Alu 422 422 422 0 0 0 0 0 0 0 0 0 0 0 0
chr19 3918188 3918612 423 Alu 412 412 412 0 0 0 0 0 0 0 0 0 0 424 1 DAPK3
chr19 4333248 4333561 312 Alu 312 305 305 0 0 0 7 0 0 0 0 0 0 313 1 SH3GL1
chr19 5652202 5654048 1845 SVA 1844 113 113 0 0 0 0 1731 0 0 0 0 0 1846 1 LONP1
chr19 5710807 5711382 574 Alu 530 530 530 0 0 0 0 0 0 0 0 0 0 575 1 TMEM146
chr19 5957371 5957837 465 Alu 452 452 452 0 0 0 0 0 0 0 0 0 0 466 1 RFX2
chr19 7223000 7223577 576 Alu 570 570 570 0 0 0 0 0 0 0 0 0 0 577 1 INSR
chr19 8139171 8140802 1630 Alu 1524 1524 1524 0 0 0 0 0 0 0 0 0 0 0 0
chr19 8420420 8420719 298 Alu 296 296 296 0 0 0 0 0 0 0 0 0 0 299 1 HNRNPM
chr19 9031270 9032302 1031 Alu 1028 1015 1015 0 0 0 13 0 0 0 0 0 0 0 0
chr19 9650988 9652752 1763 SVA 1759 146 146 0 0 0 0 1613 0 0 0 0 0 0 0
chr19 9956844 9957238 393 Alu 391 391 391 0 0 0 0 0 0 0 0 0 0 394 1 COL5A3
chr19 10359336 10360044 707 Alu 705 705 705 0 0 0 0 0 0 0 0 0 0 0 0
chr19 10770337 10770548 210 L1 198 0 0 198 198 0 0 0 0 0 0 0 0 211 1 DNM2
chr19 10823309 10823755 445 Alu 444 444 444 0 0 0 0 0 0 0 0 0 0 446 1 C19orf38
chr19 11529212 11529659 446 Alu 446 446 446 0 0 0 0 0 0 0 0 0 0 447 1 ELOF1



chr19 11915385 11916569 1183 LTR 1184 0 0 0 0 0 1184 0 0 0 0 0 0 1184 1 ZNF700
chr19 12070415 12075720 5304 HERV 5300 0 0 0 0 4871 5240 0 60 0 0 0 0 5305 1 ZNF788
chr19 12070415 12075720 5304 LTR 5300 0 0 0 0 4871 5240 0 60 0 0 0 0 5305 1 ZNF788
chr19 12141562 12142046 483 Alu 478 478 478 0 0 0 0 0 0 0 0 0 0 484 1 ZNF136
chr19 12747688 12748014 325 Alu 302 302 302 0 0 0 0 0 0 0 0 0 0 0 0
chr19 13340565 13340888 322 Alu 304 304 304 0 0 0 0 0 0 0 0 0 0 323 1 CACNA1A
chr19 14012766 14013308 541 Alu 538 538 538 0 0 0 0 0 0 0 0 0 0 542 1 IL27RA
chr19 14105594 14105919 324 Alu 305 305 305 0 0 0 0 0 0 0 0 0 0 325 1 ASF1B
chr19 15181782 15181975 192 Alu 174 174 174 0 0 0 0 0 0 0 0 0 0 0 0
chr19 15356705 15357330 624 Alu 582 582 582 0 0 0 0 0 0 0 0 0 0 625 1 AKAP8L
chr19 15367491 15367828 336 Alu 312 302 302 10 0 0 0 0 0 0 0 0 0 337 1 AKAP8L
chr19 15774112 15774390 277 Alu 277 273 273 4 0 0 0 0 0 0 0 0 0 0 0
chr19 16216388 16216666 277 Alu 276 272 272 4 4 0 0 0 0 0 0 0 0 0 0
chr19 17213581 17214128 546 Alu 546 546 546 0 0 0 0 0 0 0 0 0 0 547 1 NR2F6
chr19 17625321 17625899 577 Alu 538 538 538 0 0 0 0 0 0 0 0 0 0 578 1 UNC13A
chr19 17632845 17633021 175 Alu 176 176 176 0 0 0 0 0 0 0 0 0 0 176 1 UNC13A
chr19 17889305 17891322 2016 SVA 2009 113 113 0 0 0 0 1896 0 0 0 0 0 0 0
chr19 18000842 18001227 384 Alu 377 377 377 0 0 0 0 0 0 0 0 0 0 0 0
chr19 18323747 18324110 362 Alu 361 361 361 0 0 0 0 0 0 0 0 0 0 363 1 PGPEP1
chr19 19779912 19780257 344 Alu 343 310 310 33 33 0 0 0 0 0 0 0 0 345 1 ZNF506
chr19 20185639 20187149 1509 SVA 1477 0 0 2 2 27 27 1448 0 0 0 0 0 0 0
chr19 20267535 20269142 1606 SVA 1463 0 0 0 0 0 0 1463 0 0 0 0 0 0 0
chr19 20400925 20407129 6203 LTR 6200 0 0 0 0 0 6175 0 0 0 0 0 0 0 0
chr19 21239454 21239617 162 SVA 163 0 0 0 0 0 0 163 0 0 0 0 0 0 0
chr19 21478617 21478950 332 Alu 311 311 311 0 0 0 0 0 0 0 0 0 0 0 0
chr19 21542454 21543627 1172 LTR 1171 0 0 0 0 205 1171 0 0 0 0 0 0 0 0
chr19 21663260 21672420 9159 HERV 9148 0 0 0 0 8733 9148 0 0 0 0 0 0 0 0
chr19 21663260 21672420 9159 LTR 9148 0 0 0 0 8733 9148 0 0 0 0 0 0 0 0
chr19 21681269 21681498 228 Alu 213 213 213 0 0 0 0 0 0 0 0 0 0 0 0
chr19 21720149 21720470 320 Alu 319 311 311 0 0 0 0 0 8 0 0 0 0 321 1 ZNF100
chr19 22258200 22259145 944 LTR 943 0 0 0 0 0 943 0 0 0 0 0 0 0 0
chr19 23112645 23112956 310 Alu 310 305 305 5 5 0 0 0 0 0 0 0 0 0 0
chr19 23393251 23394962 1710 SVA 1635 0 0 0 0 0 0 1635 0 0 0 0 0 0 0
chr19 23532481 23532795 313 Alu 313 303 303 0 0 10 10 0 0 0 0 0 0 0 0
chr19 23568776 23570115 1338 SVA 1325 0 0 0 0 0 0 1325 0 0 0 0 0 0 0
chr19 33628028 33636104 8075 LTR 8037 585 585 0 0 0 7452 0 0 0 0 0 0 0 0
chr19 34704929 34705241 311 Alu 296 296 296 0 0 0 0 0 0 0 0 0 0 0 0
chr19 34900529 34900923 393 Alu 357 357 357 0 0 0 0 0 0 0 0 0 0 0 0
chr19 35255242 35255559 316 Alu 315 300 300 0 0 0 15 0 0 0 0 0 0 0 0
chr19 35312304 35312601 296 Alu 283 283 283 0 0 0 0 0 0 0 0 0 0 0 0
chr19 35323756 35326713 2956 L1 2875 67 67 2776 2776 0 0 0 0 0 0 0 0 0 0
chr19 35395792 35396119 326 Alu 301 301 301 0 0 0 0 0 0 0 0 0 0 0 0
chr19 35443752 35444077 324 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 0 0
chr19 37500637 37500955 317 Alu 309 309 309 0 0 0 0 0 0 0 0 0 0 0 0
chr19 37524156 37524483 326 Alu 298 298 298 0 0 0 0 0 0 0 0 0 0 0 0
chr19 37673288 37673747 458 Alu 457 457 457 0 0 0 0 0 0 0 0 0 0 0 0
chr19 38505208 38505527 318 Alu 317 297 297 20 20 0 0 0 0 0 0 0 0 0 0
chr19 39462441 39462755 313 Alu 312 303 303 0 0 0 9 0 0 0 0 0 0 314 1 KIAA0355
chr19 39589691 39590161 469 Alu 460 460 460 0 0 0 0 0 0 0 0 0 0 470 1 PDCD2L
chr19 39905143 39910448 5304 LTR 5276 0 0 0 0 4717 5276 0 0 0 0 0 0 0 0
chr19 40434585 40434874 288 Alu 289 289 289 0 0 0 0 0 0 0 0 0 0 289 1 LSR
chr19 41006380 41006897 516 Alu 513 513 513 0 0 0 0 0 0 0 0 0 0 0 0
chr19 41250991 41252826 1834 SVA 1706 17 0 0 0 0 0 1689 0 0 0 0 0 1835 1 WDR62
chr19 41850397 41850717 319 Alu 317 317 317 0 0 0 0 0 0 0 0 0 0 0 0
chr19 42372993 42373448 454 Alu 448 448 448 0 0 0 0 0 0 0 0 0 0 455 1 ZNF585B
chr19 43048641 43049628 986 LTR 976 9 9 0 0 0 967 0 0 0 0 0 0 0 0
chr19 43305726 43307548 1821 SVA 1799 25 25 0 0 0 0 1774 0 0 0 0 0 1822 1 SIPA1L3
chr19 43485617 43486020 402 Alu 376 376 376 0 0 0 0 0 0 0 0 0 0 0 0
chr19 44002525 44002843 317 Alu 304 304 304 0 0 0 0 0 0 0 0 0 0 318 1 ECH1
chr19 44949398 44949687 288 Alu 288 288 288 0 0 0 0 0 0 0 0 0 0 0 0
chr19 45303050 45303370 319 Alu 294 289 289 0 0 0 5 0 0 0 0 0 0 0 0
chr19 45314897 45317188 2290 SVA 2276 80 80 0 0 0 0 2196 0 0 0 0 0 0 0



chr19 45468729 45469204 474 Alu 467 467 467 0 0 0 0 0 0 0 0 0 0 475 1 AKT2
chr19 45573101 45573349 247 Alu 233 233 233 0 0 0 0 0 0 0 0 0 0 248 1 PLD3
chr19 45951120 45951455 334 Alu 311 311 311 0 0 0 0 0 0 0 0 0 0 335 1 SNRPA
chr19 46196124 46197345 1220 L1 1175 0 0 1175 1175 0 0 0 0 0 0 0 0 1221 1 CYP2B6
chr19 46377334 46379611 2276 SVA 2212 133 133 0 0 0 0 2079 0 0 0 0 0 0 0
chr19 47805626 47807317 1690 SVA 1675 0 0 0 0 0 30 1645 0 0 0 0 0 0 0
chr19 47834723 47836596 1872 SVA 1862 0 0 91 91 0 0 1747 0 0 0 0 0 0 0
chr19 47867178 47867738 559 LTR 549 0 0 0 0 0 549 0 0 0 0 0 0 0 0
chr19 48647159 48647477 317 Alu 317 305 305 0 0 0 12 0 0 0 0 0 0 0 0
chr19 48744019 48744785 765 SVA 705 0 0 0 0 0 0 705 0 0 0 0 0 766 1 XRCC1
chr19 49147846 49148163 316 Alu 309 309 309 0 0 0 0 0 0 0 0 0 0 317 1 ZNF221
chr19 49505091 49505406 314 Alu 313 305 305 0 0 0 8 0 0 0 0 0 0 0 0
chr19 49789257 49790221 963 LTR 963 0 0 0 0 0 963 0 0 0 0 0 0 0 0
chr19 50116173 50117128 954 SVA 947 7 7 0 0 0 0 940 0 0 0 0 0 0 0
chr19 50595798 50596197 398 Alu 397 397 397 0 0 0 0 0 0 0 0 0 0 399 1 PPP1R13L
chr19 50885082 50885517 434 Alu 430 430 430 0 0 0 0 0 0 0 0 0 0 435 1 SNRPD2
chr19 51091716 51092043 326 Alu 326 326 326 0 0 0 0 0 0 0 0 0 0 327 1 MYPOP
chr19 52083797 52084537 739 Alu 713 713 713 0 0 0 0 0 0 0 0 0 0 0 0
chr19 53272268 53272648 379 L1 377 0 0 377 377 0 0 0 0 0 0 0 0 380 1 PLA2G4C
chr19 53817039 53817381 341 Alu 340 312 312 0 0 0 28 0 0 0 0 0 0 342 1 SPHK2
chr19 54273760 54274179 418 Alu 416 416 416 0 0 0 0 0 0 0 0 0 0 0 0
chr19 55639669 55639964 294 Alu 295 295 295 0 0 0 0 0 0 0 0 0 0 295 1 MYBPC2
chr19 56156096 56156523 426 Alu 418 418 418 0 0 0 0 0 0 0 0 0 0 427 1 KLK6
chr19 56245112 56245346 233 Alu 229 229 229 0 0 0 0 0 0 0 0 0 0 0 0
chr19 56286660 56286976 315 Alu 311 311 311 0 0 0 0 0 0 0 0 0 0 0 0
chr19 56468186 56468518 331 Alu 298 298 298 0 0 0 0 0 0 0 0 0 0 0 0
chr19 56867748 56869331 1582 L1 1572 0 0 1572 1572 0 0 0 0 0 0 0 0 0 0
chr19 57238186 57239167 980 LTR 965 0 0 0 0 0 965 0 0 0 0 0 0 981 1 ZNF432
chr19 57787716 57789422 1705 SVA 1694 121 121 0 0 0 0 1573 0 0 0 0 0 0 0
chr19 58225077 58225281 203 Alu 202 199 199 0 0 3 3 0 0 0 0 0 0 0 0
chr19 58417252 58418788 1535 SVA 1417 0 0 0 0 0 0 1417 0 0 0 0 0 0 0
chr19 59640187 59640666 478 Alu 458 458 458 0 0 0 0 0 0 0 0 0 0 0 0
chr19 59816461 59816862 400 L1 399 0 0 399 399 0 0 0 0 0 0 0 0 0 0
chr19 60173946 60174902 955 L1 914 0 0 867 867 0 0 0 0 0 0 0 0 956 1 NLRP2
chr19 60737749 60738238 488 Alu 479 468 468 0 0 0 11 0 0 0 0 0 0 489 1 SBK2
chr19 61025575 61031701 6125 L1 6027 0 0 6027 6027 0 0 0 0 0 0 0 0 6126 1 NLRP11
chr19 61438224 61440142 1917 LTR 1918 0 0 0 0 0 1918 0 0 0 0 0 0 0 0
chr19 61647589 61649197 1607 LTR 1590 0 0 0 0 0 1590 0 0 0 0 0 0 1608 1 ZNF667
chr19 62460942 62461462 519 Alu 518 518 518 0 0 0 0 0 0 0 0 520 1 520 1 ZNF805
chr19 62532681 62532997 315 Alu 296 296 296 0 0 0 0 0 0 0 0 316 1 316 1 ZNF543
chr19 63509188 63518215 9026 LTR 9003 616 616 0 0 7108 8387 0 0 0 0 0 0 0 0
chr19 63547347 63547815 467 Alu 442 442 442 0 0 0 0 0 0 0 0 0 0 0 0
chr19 63607395 63609624 2228 SVA 2153 0 0 0 0 0 0 2153 0 0 0 0 0 0 0
chr19 63778069 63778379 309 Alu 304 304 304 0 0 0 0 0 0 0 0 0 0 0 0
chr2 116066 117655 1588 SVA 1477 0 0 0 0 0 0 1477 0 0 0 0 0 0 0
chr2 922385 922941 555 LTR 556 0 0 0 0 0 556 0 0 0 0 0 0 0 0
chr2 978759 978989 229 L1 228 0 0 228 228 0 0 0 0 0 0 0 0 230 1 SNTG2
chr2 1056828 1057360 531 L1 530 0 0 513 513 0 0 0 17 0 0 0 0 532 1 SNTG2
chr2 1103368 1103750 381 L1 382 0 0 382 382 0 0 0 0 0 0 0 0 382 1 SNTG2
chr2 1787806 1788124 317 Alu 316 307 307 0 0 0 0 0 9 0 0 0 0 318 1 MYT1L
chr2 2784944 2785965 1020 L1 918 0 0 918 918 0 0 0 0 0 0 0 0 0 0
chr2 3130942 3133308 2365 SVA 2258 0 0 62 62 0 0 2141 0 0 0 0 0 0 0
chr2 5140498 5141602 1103 L1 1094 0 0 1094 1094 0 0 0 0 0 0 0 0 0 0
chr2 5287634 5290693 3058 L1 3055 50 0 3005 3005 0 0 0 0 0 0 0 0 0 0
chr2 5474362 5474700 337 Alu 309 309 309 0 0 0 0 0 0 0 0 0 0 0 0
chr2 5835322 5835654 331 Alu 308 308 308 0 0 0 0 0 0 0 0 0 0 0 0
chr2 5852682 5853007 324 Alu 308 308 308 0 0 0 0 0 0 0 0 0 0 0 0
chr2 6510597 6510942 344 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 0 0
chr2 8096035 8096408 372 Alu 368 342 342 0 0 0 0 0 0 0 0 0 0 0 0
chr2 8131496 8132511 1014 L1 929 0 0 929 929 0 0 0 0 0 0 0 0 0 0
chr2 8567406 8567709 302 Alu 295 295 295 0 0 0 0 0 0 0 0 0 0 0 0
chr2 10008493 10008824 330 Alu 329 329 298 0 0 0 0 0 0 0 0 0 0 331 1 TAF1B



chr2 10445896 10446226 329 Alu 308 308 308 0 0 0 0 0 0 0 0 0 0 330 1 HPCAL1
chr2 10789173 10789494 320 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 0 0
chr2 10992653 10994685 2031 SVA 1979 0 0 0 0 0 0 1959 0 0 0 0 0 0 0
chr2 11086792 11092883 6090 L1 6030 0 0 6030 6030 0 0 0 0 0 0 0 0 0 0
chr2 11266962 11267534 571 Alu 561 561 561 0 0 0 0 0 0 0 0 0 0 572 1 PQLC3
chr2 11843155 11843455 299 Alu 296 296 296 0 0 0 0 0 0 0 0 0 0 300 1 LPIN1
chr2 11849828 11851496 1667 SVA 1621 15 0 0 0 0 0 1519 0 0 0 0 0 1668 1 LPIN1
chr2 11970420 11970656 235 L1 234 0 0 234 234 0 0 0 0 0 0 0 0 0 0
chr2 12582638 12583694 1055 L1 1018 0 0 1018 1018 0 0 0 0 0 0 0 0 0 0
chr2 13616993 13624459 7465 LTR 7337 0 0 0 0 0 7337 0 0 0 0 0 0 0 0
chr2 13657825 13658803 977 L1 951 0 0 951 951 0 0 0 0 0 0 0 0 0 0
chr2 13973306 13974012 705 L1 705 0 0 705 705 0 0 0 0 0 0 0 0 0 0
chr2 14752600 14753856 1255 L1 1203 0 0 1203 1203 0 0 0 0 0 0 0 0 0 0
chr2 14892523 14893882 1358 L1 1345 0 0 1345 1345 0 0 0 0 0 0 0 0 0 0
chr2 14938773 14944883 6109 L1 6096 0 0 6096 6096 0 0 0 0 0 0 0 0 0 0
chr2 15701408 15703804 2395 SVA 2172 0 0 0 0 0 0 2172 0 0 0 0 0 2396 1 DDX1
chr2 16201702 16202031 328 Alu 312 312 312 0 0 0 0 0 0 0 0 0 0 0 0
chr2 16696577 16702745 6167 L1 6119 87 87 6032 6032 0 0 0 0 0 0 0 0 6168 1 FAM49A
chr2 17548479 17555061 6581 L1 6526 0 0 6526 6526 0 0 0 0 0 0 0 0 0 0
chr2 18114882 18120918 6035 L1 6007 0 0 6007 6007 0 0 0 0 0 0 0 0 0 0
chr2 18978318 18978951 632 Alu 606 606 606 0 0 0 0 0 0 0 0 0 0 0 0
chr2 19300346 19303314 2967 L1 2889 0 0 2889 2889 0 0 0 0 0 0 0 0 0 0
chr2 19321870 19322440 569 L1 565 0 0 521 521 0 0 0 0 0 0 0 0 0 0
chr2 19952885 19954943 2057 L1 1996 65 65 1931 1931 0 0 0 0 0 0 0 0 0 0
chr2 20588304 20588601 296 Alu 294 294 294 0 0 0 0 0 0 0 0 0 0 0 0
chr2 20719907 20720252 344 Alu 327 310 310 0 0 0 0 0 17 0 0 0 0 0 0
chr2 20779914 20780234 319 Alu 319 309 309 10 10 0 0 0 0 0 0 0 0 0 0
chr2 23359353 23365418 6064 L1 6034 0 0 6034 6034 0 0 0 0 0 0 0 0 0 0
chr2 24126249 24126863 613 Alu 601 601 601 0 0 0 0 0 0 0 0 0 0 614 1 UBXN2A
chr2 24454665 24455173 507 Alu 506 506 506 0 0 0 0 0 0 0 0 0 0 508 1 ITSN2
chr2 25139169 25139695 525 Alu 524 524 524 0 0 0 0 0 0 0 0 0 0 0 0
chr2 26066205 26066959 753 Alu 689 689 689 0 0 0 0 0 0 0 0 0 0 754 1 KIF3C
chr2 26504369 26506434 2064 SVA 2014 0 0 0 0 0 0 2014 0 0 0 0 0 2065 1 EPT1
chr2 26790734 26791086 351 Alu 331 331 331 0 0 0 0 0 0 0 0 0 0 0 0
chr2 27001964 27002305 340 Alu 340 309 309 31 31 0 0 0 0 0 0 0 0 341 1 DPYSL5
chr2 27108044 27108373 328 Alu 307 307 307 0 0 0 0 0 0 0 0 0 0 329 1 MAPRE3
chr2 27581201 27581623 421 Alu 421 421 421 0 0 0 0 0 0 0 0 0 0 422 1 IFT172
chr2 27594497 27595464 966 LTR 967 0 0 0 0 0 967 0 0 0 0 0 0 967 1 IFT172
chr2 27673620 27676001 2380 SVA 2290 0 0 8 0 0 0 2258 0 0 0 0 0 0 0
chr2 27691187 27693516 2328 SVA 2257 0 0 0 0 0 0 2162 0 0 0 0 0 0 0
chr2 28790808 28791369 560 Alu 542 517 517 0 0 0 0 0 0 0 0 0 0 0 0
chr2 29226546 29229491 2944 L1 2942 2 2 2909 2909 0 31 0 0 0 0 0 0 0 0
chr2 29725302 29725619 316 Alu 315 310 310 0 0 0 5 0 0 0 0 0 0 317 1 ALK
chr2 29886848 29887177 328 Alu 327 308 308 0 0 0 0 0 19 0 0 0 0 329 1 ALK
chr2 30331299 30331775 475 Alu 473 473 473 0 0 0 0 0 0 0 0 0 0 0 0
chr2 30747987 30749001 1013 LTR 1012 0 0 45 0 0 967 0 0 0 0 0 0 1014 1 LCLAT1
chr2 31086763 31087314 550 L1 549 0 0 549 549 0 0 0 0 0 0 0 0 551 1 GALNT14
chr2 31712716 31713907 1190 L1 1178 0 0 1159 1159 0 0 0 0 0 0 0 0 1191 1 SRD5A2
chr2 31827114 31827423 308 Alu 307 298 298 0 0 0 9 0 0 0 0 0 0 0 0
chr2 32214559 32214951 391 Alu 377 377 377 0 0 0 0 0 0 0 0 0 0 392 1 SPAST
chr2 32229617 32230083 465 Alu 463 463 463 0 0 0 0 0 0 0 0 0 0 466 1 SPAST
chr2 32337058 32337580 521 SVA 515 0 0 4 0 0 0 492 0 0 0 0 0 522 1 SLC30A6
chr2 32583454 32585421 1966 SVA 1940 0 0 0 0 0 0 1940 0 0 0 0 0 1967 1 BIRC6
chr2 33684789 33685099 309 Alu 301 301 301 0 0 0 0 0 0 0 0 0 0 310 1 RASGRP3
chr2 34262413 34263178 764 LTR 745 0 0 0 0 0 745 0 0 0 0 0 0 0 0
chr2 34555283 34555591 307 Alu 306 293 293 0 0 0 13 0 0 0 0 0 0 0 0
chr2 34730979 34731961 981 L1 887 0 0 887 887 0 0 0 0 0 0 0 0 0 0
chr2 36318076 36319977 1900 SVA 1881 0 0 0 0 0 0 1881 0 0 0 0 0 0 0
chr2 37173124 37173473 348 Alu 347 347 347 0 0 0 0 0 0 0 0 0 0 349 1 HEATR5B
chr2 37303107 37303422 314 Alu 314 305 305 9 9 0 0 0 0 0 0 0 0 0 0
chr2 37364071 37365091 1019 LTR 1003 36 0 0 0 0 967 0 0 0 0 0 0 1020 1 CEBPZ
chr2 37632556 37633881 1324 L1 1323 0 0 1323 1323 0 0 0 0 0 0 0 0 0 0



chr2 38102079 38103058 978 SVA 929 0 0 0 0 0 0 929 0 0 0 0 0 979 1 FAM82A1
chr2 38541343 38543225 1881 SVA 1845 26 26 0 0 0 0 1735 0 0 0 0 0 0 0
chr2 38763070 38763392 321 Alu 298 298 298 0 0 0 0 0 0 0 0 0 0 0 0
chr2 39245092 39245410 317 Alu 309 309 309 0 0 0 0 0 0 0 0 0 0 318 1 SOS1
chr2 39766292 39768072 1779 SVA 1723 0 0 0 0 0 0 1723 0 0 0 0 0 0 0
chr2 40147351 40153515 6163 L1 6041 0 0 6018 6018 0 0 0 0 0 0 0 0 0 0
chr2 40354127 40354502 374 Alu 373 373 373 0 0 0 0 0 0 0 0 0 0 375 1 SLC8A1
chr2 41884800 41887638 2837 SVA 2728 0 0 0 0 0 54 2576 0 0 0 0 0 0 0
chr2 42133728 42135047 1318 SVA 1191 2 0 0 0 0 0 1189 0 0 0 0 0 0 0
chr2 42172197 42172494 296 Alu 297 297 297 0 0 0 0 0 0 0 0 0 0 0 0
chr2 42209739 42210386 646 Alu 596 596 596 0 0 0 0 0 0 0 0 0 0 0 0
chr2 42743335 42745949 2613 SVA 2488 0 0 0 0 0 0 2488 0 0 0 0 0 2614 1 MTA3
chr2 43201263 43202940 1676 SVA 1665 56 56 61 61 0 0 1548 0 0 0 0 0 0 0
chr2 43211665 43211984 318 Alu 318 306 306 0 0 0 0 0 12 0 0 0 0 0 0
chr2 43435627 43437428 1800 SVA 1713 0 0 0 0 0 0 1713 0 0 0 0 0 1801 1 THADA
chr2 43473412 43473590 177 Alu 177 177 177 0 0 0 0 0 0 0 0 0 0 178 1 THADA
chr2 43799127 43805330 6202 L1 6166 0 0 6166 6166 0 0 0 0 0 0 0 0 6203 1 PLEKHH2
chr2 43815985 43817664 1678 SVA 1557 0 0 0 0 0 0 1557 0 0 12 12 0.01 1679 1 PLEKHH2
chr2 44204999 44207185 2185 SVA 2068 0 0 0 0 0 0 2010 0 0 0 0 0 0 0
chr2 44298080 44299343 1262 Alu 1157 1157 1157 0 0 0 0 0 0 0 0 0 0 0 0
chr2 44726159 44728737 2577 SVA 2477 0 0 86 86 0 0 2391 0 0 0 0 0 2578 1 C2orf34
chr2 45890597 45890934 336 Alu 305 305 305 0 0 0 0 0 0 0 0 0 0 337 1 PRKCE
chr2 45968557 45968883 325 Alu 301 301 301 0 0 0 0 0 0 0 0 0 0 326 1 PRKCE
chr2 46663977 46664283 305 Alu 296 296 296 0 0 0 0 0 0 0 0 0 0 0 0
chr2 46821791 46822103 311 Alu 306 306 306 0 0 0 0 0 0 0 0 0 0 0 0
chr2 47571180 47573377 2196 SVA 2156 0 0 0 0 0 0 2122 0 0 0 0 0 2197 1 MSH2
chr2 48752617 48754381 1763 SVA 1748 0 0 0 0 0 55 1657 0 0 0 0 0 1764 1 STON1-GTF2A1L
chr2 49070412 49070725 312 Alu 307 307 307 0 0 0 0 0 0 0 0 0 0 0 0
chr2 49124484 49124834 349 Alu 348 314 314 34 34 0 0 0 0 0 0 0 0 350 1 FSHR
chr2 49146772 49150532 3759 L1 3690 104 0 3586 3586 0 0 0 0 0 0 0 0 3760 1 FSHR
chr2 49809004 49809345 340 Alu 312 312 312 0 0 0 0 0 0 0 0 0 0 0 0
chr2 50209281 50209603 321 Alu 297 297 297 0 0 0 0 0 0 0 0 0 0 322 1 NRXN1
chr2 51419673 51419998 324 Alu 316 316 316 0 0 0 0 0 0 0 0 0 0 0 0
chr2 52007059 52007362 302 Alu 302 302 302 0 0 0 0 0 0 0 0 0 0 0 0
chr2 52110782 52111107 324 Alu 318 318 318 0 0 0 0 0 0 0 0 0 0 0 0
chr2 53725747 53731848 6100 L1 6036 0 0 5890 5890 0 28 0 118 0 0 0 0 0 0
chr2 53818464 53820427 1962 L1 1888 0 0 1860 1860 0 0 0 0 0 0 0 0 1963 1 LOC100302652
chr2 54623930 54625635 1704 SVA 1576 0 0 0 0 0 0 1576 0 0 0 0 0 1705 1 SPTBN1
chr2 54928002 54928347 344 Alu 311 311 311 0 0 0 0 0 0 0 0 0 0 345 1 EML6
chr2 55069735 55070044 308 Alu 301 301 301 0 0 0 0 0 0 0 0 0 0 309 1 EML6
chr2 55844470 55845269 798 SVA 781 0 0 0 0 0 0 738 0 0 0 0 0 0 0
chr2 55911703 55913550 1846 SVA 1826 0 0 0 0 0 0 1802 0 0 0 0 0 0 0
chr2 55995187 55995493 305 Alu 305 302 302 3 0 0 0 0 0 0 0 0 0 0 0
chr2 56968533 56968835 301 Alu 302 302 302 0 0 0 0 0 0 0 0 0 0 0 0
chr2 57119371 57123982 4610 HERV 4608 0 0 0 0 4130 4548 0 63 0 0 0 0 0 0
chr2 57119371 57123982 4610 LTR 4608 0 0 0 0 4130 4548 0 63 0 0 0 0 0 0
chr2 57288489 57288810 320 Alu 319 308 308 11 11 0 0 0 0 0 0 0 0 0 0
chr2 57519942 57520865 922 L1 899 0 0 875 875 0 24 0 0 0 0 0 0 0 0
chr2 57747598 57753839 6240 L1 6000 0 0 6000 6000 0 0 0 0 0 0 0 0 0 0
chr2 58450939 58451281 341 Alu 341 312 312 0 0 0 29 0 0 0 0 0 0 0 0
chr2 58453180 58457925 4744 HERV 4714 0 0 0 0 4401 4714 0 0 0 0 0 0 0 0
chr2 58453180 58457925 4744 LTR 4714 0 0 0 0 4401 4714 0 0 0 0 0 0 0 0
chr2 58712244 58712575 330 Alu 309 309 309 0 0 0 0 0 0 0 0 0 0 0 0
chr2 59693476 59698000 4523 L1 4522 0 0 4522 4522 0 0 0 0 0 0 0 0 0 0
chr2 59970303 59971589 1285 L1 1202 0 0 1202 1202 0 0 0 0 0 0 0 0 0 0
chr2 60118665 60118985 319 Alu 318 307 307 0 0 0 0 0 11 0 0 0 0 0 0
chr2 60279965 60286069 6103 L1 6082 0 0 6082 6082 0 0 0 0 0 0 0 0 0 0
chr2 61534274 61534722 447 Alu 418 418 418 0 0 0 0 0 0 0 0 0 0 448 1 USP34
chr2 63430484 63430933 448 Alu 434 434 434 0 0 0 0 0 0 0 0 0 0 449 1 C2orf86
chr2 64016483 64016835 351 Alu 317 317 317 0 0 0 0 0 0 0 0 0 0 352 1 UGP2
chr2 65253341 65253657 315 Alu 315 310 310 0 0 0 5 0 0 0 0 0 0 316 1 RAB1A
chr2 65738736 65740669 1932 SVA 1888 0 0 0 0 0 0 1859 0 0 0 0 0 0 0



chr2 65798581 65798910 328 Alu 308 308 308 0 0 0 0 0 0 0 0 0 0 0 0
chr2 65815351 65815682 330 Alu 329 310 310 0 0 0 19 0 0 0 0 0 0 0 0
chr2 66087868 66088196 327 Alu 317 317 317 0 0 0 0 0 0 0 0 0 0 0 0
chr2 66297624 66298594 969 L1 970 0 0 970 970 0 0 0 0 0 0 0 0 0 0
chr2 66382693 66388075 5381 LTR 5371 0 0 0 0 4750 5371 0 0 0 0 0 0 0 0
chr2 67680242 67681334 1091 L1 1092 0 0 1092 1092 0 0 0 0 0 0 0 0 0 0
chr2 68600064 68600406 341 Alu 312 312 312 0 0 0 0 0 0 0 0 0 0 0 0
chr2 68665852 68666938 1085 SVA 1086 0 0 0 0 0 0 1086 0 0 0 0 0 1086 1 APLF
chr2 70251438 70251749 310 Alu 308 308 308 0 0 0 0 0 0 0 0 0 0 0 0
chr2 70339213 70339543 329 Alu 306 306 306 0 0 0 0 0 0 0 0 0 0 0 0
chr2 70580297 70580797 499 L1 493 0 0 493 493 0 0 0 0 0 0 0 0 0 0
chr2 70694575 70695021 445 Alu 440 440 440 0 0 0 0 0 0 0 0 0 0 0 0
chr2 70759354 70765011 5656 HERV 5648 0 0 0 0 5103 5648 0 0 0 0 0 0 0 0
chr2 70759354 70765011 5656 LTR 5648 0 0 0 0 5103 5648 0 0 0 0 0 0 0 0
chr2 70864728 70864996 267 Alu 265 265 265 0 0 0 0 0 0 0 0 0 0 268 1 ADD2
chr2 71336925 71337428 502 Alu 501 501 501 0 0 0 0 0 0 0 0 0 0 503 1 PAIP2B
chr2 71681167 71682780 1612 SVA 1603 0 0 0 0 0 0 1473 0 0 0 0 0 1613 1 DYSF
chr2 72840660 72844259 3598 L1 3525 0 0 3525 3525 0 0 0 0 0 0 0 0 3599 1 EXOC6B
chr2 73266037 73266515 477 L1 476 0 0 476 476 0 0 0 0 0 0 0 0 0 0
chr2 73656824 73657865 1040 L1 1037 0 0 1037 1037 0 0 0 0 0 0 0 0 1041 1 ALMS1
chr2 74199239 74201092 1852 SVA 1741 0 0 3 3 0 0 1738 0 0 0 0 0 1853 1 TET3
chr2 74442632 74442946 313 Alu 296 296 296 0 0 0 0 0 0 0 0 0 0 314 1 SLC4A5
chr2 76079581 76079890 308 Alu 305 305 305 0 0 0 0 0 0 0 0 0 0 0 0
chr2 76082743 76083058 314 Alu 305 305 305 0 0 0 0 0 0 0 0 0 0 0 0
chr2 77701821 77702384 562 L1 563 0 0 563 563 0 0 0 0 0 0 0 0 0 0
chr2 77750673 77750894 220 L1 221 0 0 221 221 0 0 0 0 0 0 0 0 0 0
chr2 78680948 78681120 171 L1 172 0 0 172 172 0 0 0 0 0 0 0 0 0 0
chr2 79112818 79113138 319 Alu 306 306 306 0 0 0 0 0 0 0 0 0 0 0 0
chr2 79789395 79789911 515 L1 489 0 0 489 489 0 0 0 0 0 0 0 0 516 1 CTNNA2
chr2 80052649 80052981 331 Alu 307 307 307 0 0 0 0 0 0 0 0 0 0 332 1 CTNNA2
chr2 80101572 80101876 303 Alu 302 302 302 0 0 0 0 0 0 0 0 0 0 304 1 CTNNA2
chr2 83227528 83233683 6154 L1 6055 0 0 6028 6028 0 0 0 0 0 0 0 0 0 0
chr2 83906912 83913224 6311 L1 6249 0 0 6227 6227 0 0 0 0 0 0 0 0 0 0
chr2 84105396 84105979 582 L1 581 0 0 581 581 0 0 0 0 0 0 0 0 0 0
chr2 84393772 84394285 512 L1 513 0 0 513 513 0 0 0 0 0 0 0 0 0 0
chr2 84508005 84511067 3061 L1 2966 0 0 2966 2966 0 0 0 0 0 0 0 0 0 0
chr2 84859041 84859364 322 Alu 321 309 309 12 12 0 0 0 0 0 0 0 0 323 1 DNAH6
chr2 85571009 85571588 578 Alu 556 556 556 0 0 0 0 0 0 0 0 0 0 0 0
chr2 85621624 85623940 2315 L1 2314 0 0 2094 2094 0 220 0 0 0 0 0 0 0 0
chr2 85772615 85772952 336 Alu 302 302 302 0 0 0 0 0 0 0 0 0 0 337 1 USP39
chr2 86250070 86250425 354 Alu 325 325 325 0 0 0 0 0 0 0 0 0 0 355 1 PTCD3
chr2 88868506 88871571 3064 L1 3043 0 0 3043 3043 0 0 0 0 0 0 0 0 3065 1 RPIA
chr2 91138867 91139357 489 L1 487 0 0 487 487 0 0 0 0 0 0 0 0 0 0
chr2 95919959 95921990 2030 L1 1908 0 0 1908 1908 0 0 0 0 0 0 0 0 0 0
chr2 96812265 96812818 552 Alu 550 550 550 0 0 0 0 0 0 0 0 0 0 553 1 LMAN2L
chr2 98210301 98210623 321 Alu 308 308 308 0 0 0 0 0 0 0 0 0 0 322 1 VWA3B
chr2 98780642 98780956 313 Alu 313 313 313 0 0 0 0 0 0 0 0 0 0 314 1 MGAT4A
chr2 99556902 99557273 370 LTR 371 0 0 0 0 0 371 0 0 0 0 0 0 371 1 MIR1302-5
chr2 100196759 100197085 325 Alu 316 316 316 0 0 0 0 0 0 0 0 0 0 326 1 AFF3
chr2 100788822 100789773 950 HERV 951 0 0 0 0 951 951 0 0 0 0 0 0 0 0
chr2 100788822 100789773 950 LTR 951 0 0 0 0 951 951 0 0 0 0 0 0 0 0
chr2 101556362 101556683 320 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 0 0
chr2 101815129 101815464 334 Alu 301 301 301 0 0 0 0 0 0 0 0 0 0 335 1 MAP4K4
chr2 102640431 102648255 7823 L1 7679 0 0 7679 7679 0 0 0 0 0 0 0 0 0 0
chr2 103671106 103671493 386 L1 387 0 0 387 387 0 0 0 0 0 0 0 0 0 0
chr2 103771177 103771528 350 Alu 349 325 325 24 24 0 0 0 0 0 0 0 0 0 0
chr2 104217660 104217964 303 Alu 300 300 300 0 0 0 0 0 0 0 0 0 0 0 0
chr2 105325499 105327138 1638 SVA 1598 0 0 0 0 0 0 1548 0 0 0 0 0 0 0
chr2 105537531 105537867 335 Alu 309 309 309 0 0 0 0 0 0 0 0 0 0 0 0
chr2 105661314 105662432 1117 L1 1117 0 0 1117 1117 0 0 0 0 0 0 0 0 0 0
chr2 106064853 106069312 4458 LTR 4454 0 0 0 0 3919 4454 0 0 0 0 0 0 0 0
chr2 106373162 106373480 317 Alu 317 309 309 0 0 0 8 0 0 0 0 0 0 0 0



chr2 106605362 106605622 259 Alu 260 260 260 0 0 0 0 0 0 0 0 0 0 0 0
chr2 108116464 108118086 1621 LTR 1607 0 0 0 0 0 1607 0 0 0 0 0 0 0 0
chr2 108275929 108276239 309 Alu 308 298 298 0 0 0 10 0 0 0 0 0 0 0 0
chr2 108559460 108560358 897 L1 841 0 0 841 841 0 0 0 0 0 0 0 0 898 1 GCC2
chr2 108770089 108770503 413 Alu 372 372 372 0 0 0 0 0 0 0 0 0 0 0 0
chr2 108788200 108788527 326 Alu 325 317 317 0 0 0 0 0 8 0 0 0 0 0 0
chr2 108875582 108877964 2381 L1 2361 0 0 2361 2361 0 0 0 0 0 0 0 0 2382 1 CCDC138
chr2 109065017 109065471 453 Alu 452 452 452 0 0 0 0 0 0 0 0 0 0 0 0
chr2 109238365 109238671 305 Alu 306 306 306 0 0 0 0 0 0 0 0 0 0 306 1 SH3RF3
chr2 109382397 109386565 4167 L1 4164 0 0 4164 4164 0 0 0 0 0 0 0 0 4168 1 SH3RF3
chr2 112115713 112116038 324 Alu 311 311 311 0 0 0 0 0 0 0 0 0 0 0 0
chr2 112145771 112147312 1540 SVA 1452 0 0 0 0 0 0 1452 0 0 0 0 0 0 0
chr2 113086936 113088319 1382 L1 1383 0 0 1383 1383 0 0 0 0 0 0 0 0 0 0
chr2 113297412 113297720 307 Alu 307 305 305 2 0 0 0 0 0 0 0 0 0 0 0
chr2 113405974 113406304 329 Alu 328 310 310 0 0 0 18 0 0 0 0 0 0 0 0
chr2 113569631 113570378 746 SVA 744 0 0 53 53 0 0 669 0 0 0 0 0 0 0
chr2 113572613 113573120 506 L1 507 0 0 507 507 0 0 0 0 0 0 0 0 0 0
chr2 113573533 113573851 317 Alu 308 308 308 0 0 0 0 0 0 0 0 0 0 0 0
chr2 114110514 114110815 300 Alu 301 301 301 0 0 0 0 0 0 0 0 0 0 301 1 RABL2A
chr2 114995567 114996092 524 Alu 522 477 477 45 45 0 0 0 0 0 0 0 0 525 1 DPP10
chr2 115960875 115962730 1854 L1 1813 0 0 1813 1813 0 0 0 0 0 0 0 0 1855 1 DPP10
chr2 116286768 116287043 274 Alu 274 273 273 0 0 0 1 0 0 0 0 0 0 275 1 DPP10
chr2 116522737 116528787 6049 L1 6048 0 0 6048 6048 0 0 0 0 0 0 0 0 0 0
chr2 116725307 116729736 4428 LTR 4390 0 0 0 0 3728 4390 0 0 0 0 0 0 0 0
chr2 117051142 117051479 336 Alu 335 307 307 28 28 0 0 0 0 0 0 0 0 0 0
chr2 117932917 117936134 3216 L1 3216 0 0 3216 3216 0 0 0 0 0 0 0 0 0 0
chr2 117999179 118005637 6457 L1 6449 0 0 6365 6365 0 12 0 0 0 0 0 0 0 0
chr2 118223400 118225987 2586 L1 2520 0 0 2467 2467 0 0 0 0 0 0 0 0 0 0
chr2 118712230 118712539 308 Alu 300 300 300 0 0 0 0 0 0 0 0 0 0 0 0
chr2 118959650 118961779 2128 L1 2101 0 0 2101 2101 0 0 0 0 0 0 0 0 0 0
chr2 119365981 119366499 517 Alu 504 504 504 0 0 0 0 0 0 0 0 0 0 0 0
chr2 119369559 119375609 6049 L1 6030 0 0 6030 6030 0 0 0 0 0 0 0 0 0 0
chr2 120780324 120780644 319 Alu 318 318 310 0 0 0 0 0 0 0 0 0 0 0 0
chr2 122055068 122055378 309 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 310 1 CLASP1
chr2 122280621 122280942 320 Alu 319 307 307 0 0 0 12 0 0 0 0 0 0 0 0
chr2 122365840 122367639 1798 SVA 1785 0 0 0 0 0 0 1748 0 0 0 0 0 0 0
chr2 122486466 122492512 6045 L1 6032 0 0 6032 6032 0 0 0 0 0 0 0 0 0 0
chr2 122519940 122526055 6114 L1 6044 0 0 6044 6044 0 0 0 0 0 0 0 0 0 0
chr2 122819761 122826126 6364 L1 6344 308 308 6036 6036 0 0 0 0 0 0 0 0 0 0
chr2 123540106 123540682 575 L1 527 0 0 527 527 0 0 0 0 0 0 0 0 0 0
chr2 123880515 123880821 305 Alu 302 302 302 0 0 0 0 0 0 0 0 0 0 0 0
chr2 124815524 124816062 537 LTR 538 0 0 0 0 0 538 0 0 0 0 0 0 538 1 CNTNAP5
chr2 124881666 124887793 6126 L1 6125 0 0 6037 6037 0 88 0 0 0 0 0 0 6127 1 CNTNAP5
chr2 124892640 124892985 344 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 345 1 CNTNAP5
chr2 124897462 124897776 313 Alu 308 308 308 0 0 0 0 0 0 0 0 0 0 314 1 CNTNAP5
chr2 125750291 125751679 1387 SVA 1386 131 0 0 0 0 0 1255 0 0 0 0 0 0 0
chr2 125946398 125946838 439 L1 430 0 0 430 430 0 0 0 0 0 0 0 0 0 0
chr2 126225951 126226827 875 L1 875 0 0 875 875 0 0 0 0 0 0 0 0 0 0
chr2 127592681 127594377 1695 SVA 1594 0 0 0 0 0 0 1594 0 0 0 0 0 0 0
chr2 127826386 127828100 1713 SVA 1630 0 0 48 0 0 0 1582 0 0 0 0 0 0 0
chr2 128091277 128091608 330 Alu 329 313 313 0 0 16 16 0 0 0 0 0 0 331 1 MYO7B
chr2 128226112 128226431 318 Alu 315 315 315 0 0 0 0 0 0 0 0 0 0 319 1 WDR33
chr2 129178480 129178786 305 Alu 292 292 292 0 0 0 0 0 0 0 0 0 0 0 0
chr2 129811749 129812083 333 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 0 0
chr2 130068796 130069152 355 L1 356 0 0 356 356 0 0 0 0 0 0 0 0 0 0
chr2 130234174 130234431 256 Alu 256 256 256 0 0 0 0 0 0 0 0 0 0 0 0
chr2 130234893 130235259 365 Alu 331 331 331 0 0 0 0 0 0 0 0 0 0 0 0
chr2 130281332 130282013 680 SVA 663 0 0 0 0 0 0 663 0 0 0 0 0 0 0
chr2 130435766 130438879 3112 LTR 3075 0 0 0 0 2118 3075 0 0 0 0 0 0 0 0
chr2 131531851 131532185 333 Alu 301 301 301 0 0 0 0 0 0 0 0 0 0 334 1 ARHGEF4
chr2 132862506 132862524 17 L1 18 0 0 18 18 0 0 0 0 0 0 0 0 0 0
chr2 132862671 132862678 6 L1 7 0 0 7 7 0 0 0 0 0 0 0 0 0 0



chr2 133156687 133157752 1064 L1 1047 0 0 1047 1047 0 0 0 0 0 0 0 0 1065 1 GPR39
chr2 133899374 133899717 342 Alu 307 307 307 0 0 0 0 0 0 0 0 0 0 343 1 NCKAP5
chr2 134020124 134020496 371 L1 372 0 0 372 372 0 0 0 0 0 0 0 0 372 1 NCKAP5
chr2 134138170 134144083 5912 L1 5890 0 0 5890 5890 0 0 0 0 0 0 0 0 5913 1 NCKAP5
chr2 134501745 134507838 6092 L1 6075 0 0 6075 6075 0 0 0 0 0 0 0 0 0 0
chr2 134681818 134682149 330 Alu 307 307 307 0 0 0 0 0 0 0 0 0 0 0 0
chr2 134702541 134702872 330 Alu 330 307 307 0 0 0 23 0 0 0 0 0 0 0 0
chr2 134800445 134803862 3416 L1 3405 0 0 3359 3359 0 0 0 0 0 0 0 0 0 0
chr2 135241813 135247918 6104 L1 6102 0 0 6102 6102 0 0 0 0 0 0 0 0 6105 1 TMEM163
chr2 135671135 135671447 311 Alu 310 310 290 0 0 0 0 0 0 0 0 0 0 312 1 RAB3GAP1
chr2 135967894 135968226 331 L1 332 0 0 332 332 0 0 0 0 0 0 0 0 332 1 ZRANB3
chr2 136663190 136668464 5273 LTR 5250 0 0 0 0 4523 5250 0 0 0 0 0 0 0 0
chr2 136900978 136901299 320 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 0 0
chr2 137408458 137409909 1450 L1 1343 0 0 1343 1343 0 0 0 0 0 0 0 0 0 0
chr2 138190131 138191032 900 L1 872 0 0 829 829 0 0 0 0 0 0 0 0 901 1 THSD7B
chr2 138991371 138994482 3110 L1 3083 0 0 3083 3083 0 0 0 0 0 0 0 0 0 0
chr2 141882876 141883217 340 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 341 1 LRP1B
chr2 143198951 143205260 6308 L1 6032 0 0 6032 6032 0 0 0 0 0 0 0 0 0 0
chr2 143491164 143492084 919 LTR 918 0 0 0 0 159 918 0 0 0 0 0 0 920 1 KYNU
chr2 143597343 143603404 6060 L1 6033 0 0 6033 6033 0 0 0 0 0 0 0 0 6061 1 KYNU
chr2 144452204 144458313 6108 L1 6030 0 0 6030 6030 0 0 0 0 0 0 0 0 0 0
chr2 144512553 144514177 1623 SVA 1499 0 0 16 16 0 0 1483 0 0 0 0 0 0 0
chr2 144837587 144837919 331 Alu 315 315 315 0 0 0 0 0 0 0 0 0 0 332 1 GTDC1
chr2 146997005 147002696 5690 L1 5607 0 0 5607 5607 0 0 0 0 0 0 0 0 0 0
chr2 147421945 147422282 336 Alu 308 308 308 0 0 0 0 0 0 0 0 0 0 0 0
chr2 148779868 148786103 6234 L1 6234 136 136 6098 6098 0 0 0 0 0 0 0 0 6235 1 MBD5
chr2 148849287 148849587 299 HERV 300 0 0 0 300 300 300 0 0 0 0 0 0 300 1 MBD5
chr2 148849287 148849587 299 L1 300 0 0 0 300 300 300 0 0 0 0 0 0 300 1 MBD5
chr2 148849287 148849587 299 LTR 300 0 0 0 300 300 300 0 0 0 0 0 0 300 1 MBD5
chr2 148896075 148896410 334 Alu 333 310 310 0 0 0 23 0 0 0 0 0 0 335 1 MBD5
chr2 149923248 149923578 329 Alu 328 297 297 31 31 0 0 0 0 0 0 0 0 0 0
chr2 149979775 149984472 4696 L1 4568 0 0 4568 4568 0 0 0 0 0 0 0 0 0 0
chr2 150452466 150452795 328 Alu 328 306 306 0 0 0 22 0 0 0 0 0 0 0 0
chr2 150627243 150633344 6100 L1 6048 0 0 6026 6026 0 0 0 0 0 0 0 0 0 0
chr2 150739096 150739263 166 Alu 153 153 153 0 0 0 0 0 0 0 0 0 0 0 0
chr2 151728590 151728869 278 Alu 271 271 271 0 0 0 0 0 0 0 0 0 0 0 0
chr2 152380164 152386967 6802 L1 6634 231 231 6403 6403 0 0 0 0 0 0 0 0 6803 1 NEB
chr2 152557044 152558069 1024 SVA 1023 0 0 0 0 0 0 1023 0 0 0 0 0 1025 1 CACNB4
chr2 152736092 152736412 319 Alu 318 303 303 0 0 0 15 0 0 0 0 0 0 320 1 CACNB4
chr2 152956084 152961402 5317 HERV 5314 0 0 0 0 5037 5246 0 68 0 0 0 0 0 0
chr2 152956084 152961402 5317 LTR 5314 0 0 0 0 5037 5246 0 68 0 0 0 0 0 0
chr2 153875148 153875685 536 L1 536 0 0 536 536 0 0 0 0 0 0 0 0 0 0
chr2 153883996 153884276 279 Alu 278 278 278 0 0 0 0 0 0 0 0 0 0 0 0
chr2 154220324 154221897 1572 L1 1571 0 0 1469 1469 0 102 0 0 0 0 0 0 0 0
chr2 154401442 154407521 6078 L1 6038 0 0 6016 6016 0 0 0 0 0 0 0 0 0 0
chr2 154468040 154468722 681 L1 682 0 0 682 682 0 0 0 0 0 0 0 0 0 0
chr2 154546298 154548368 2069 L1 1931 0 0 1931 1931 0 0 0 0 0 0 0 0 0 0
chr2 155670690 155672403 1712 L1 1712 0 0 1712 1712 0 0 0 0 0 0 0 0 0 0
chr2 157132662 157134646 1983 SVA 1982 0 0 65 0 0 0 1917 0 0 0 0 0 1984 1 GPD2
chr2 158050554 158056589 6034 L1 6031 1 0 6030 6030 0 0 0 0 0 0 0 0 0 0
chr2 158228777 158230735 1957 L1 1914 0 0 1914 1914 0 0 0 0 0 0 0 0 1958 1 ACVR1C
chr2 158248356 158254511 6154 L1 6023 0 0 6023 6023 0 0 0 0 0 0 0 0 6155 1 ACVR1C
chr2 159033071 159039331 6259 L1 6108 0 0 6108 6010 0 0 0 0 0 0 0 0 6260 1 CCDC148
chr2 159166045 159166391 345 Alu 321 321 321 0 0 0 0 0 0 0 0 0 0 346 1 PKP4
chr2 159204626 159210756 6129 L1 6031 0 0 6031 6031 0 0 0 0 0 0 0 0 6130 1 PKP4
chr2 159744697 159745021 323 Alu 313 313 313 0 0 0 0 0 0 0 0 0 0 324 1 TANC1
chr2 159974479 159977164 2684 L1 2621 0 0 2523 2523 0 98 0 0 0 0 0 0 0 0
chr2 160312541 160312866 324 Alu 304 304 304 0 0 0 0 0 0 0 0 0 0 0 0
chr2 160345871 160347811 1939 L1 1939 0 0 1939 1939 0 0 0 0 0 0 0 0 0 0
chr2 161120267 161122248 1980 SVA 1944 94 94 0 0 0 0 1850 0 0 0 0 0 1981 1 RBMS1
chr2 161532696 161538774 6077 L1 6070 0 0 6070 6070 0 0 0 0 0 0 0 0 0 0
chr2 161542475 161543110 634 L1 615 0 0 615 615 0 0 0 0 0 0 0 0 0 0



chr2 161651666 161651991 324 Alu 314 314 314 0 0 0 0 0 0 0 0 0 0 0 0
chr2 163151663 163153281 1617 SVA 1617 0 0 0 0 0 0 1591 26 0 0 0 0 1618 1 KCNH7
chr2 164064891 164065323 431 L1 432 0 0 432 432 0 0 0 0 0 0 0 0 0 0
chr2 164177993 164178641 647 L1 648 0 0 648 648 0 0 0 0 0 0 0 0 0 0
chr2 164802944 164805781 2836 L1 2728 0 0 2683 2683 0 0 0 10 0 0 0 0 0 0
chr2 164851987 164852283 295 Alu 296 296 296 0 0 0 0 0 0 0 0 0 0 0 0
chr2 165340194 165340885 690 HERV 690 0 0 0 0 621 690 0 0 0 0 0 0 0 0
chr2 165340194 165340885 690 LTR 690 0 0 0 0 621 690 0 0 0 0 0 0 0 0
chr2 165354431 165354765 333 Alu 312 312 312 0 0 0 0 0 0 0 0 0 0 0 0
chr2 165483082 165483504 421 Alu 420 420 420 0 0 0 0 0 0 0 0 0 0 422 1 COBLL1
chr2 166032467 166032801 333 Alu 307 307 307 0 0 0 0 0 0 0 0 0 0 334 1 SCN2A
chr2 166167946 166173986 6039 L1 6028 0 0 6028 6028 0 0 0 0 0 0 0 0 6040 1 CSRNP3
chr2 166413655 166419730 6074 L1 6036 0 0 6036 6036 0 0 0 0 0 0 0 0 0 0
chr2 166781164 166783569 2404 L1 2404 0 0 2404 2404 0 0 0 0 0 0 0 0 0 0
chr2 166904589 166905010 420 Alu 410 378 378 32 32 0 0 0 0 0 0 0 0 421 1 SCN9A
chr2 167670382 167676718 6335 L1 6120 0 0 6099 6099 0 0 0 0 0 0 0 0 6336 1 XIRP2
chr2 167897928 167899332 1403 L1 1360 9 0 1351 1351 0 0 0 0 0 0 0 0 1404 1 XIRP2
chr2 168012886 168013397 510 L1 511 0 0 511 511 0 0 0 0 0 0 0 0 0 0
chr2 168586372 168586699 326 Alu 305 305 305 0 0 0 0 0 0 0 0 0 0 0 0
chr2 168721327 168721638 310 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 311 1 STK39
chr2 169711735 169712056 320 Alu 314 314 314 0 0 0 0 0 0 0 0 0 0 321 1 ABCB11
chr2 169930640 169936692 6051 L1 6032 0 0 6032 6032 0 0 0 0 0 0 0 0 6052 1 LRP2
chr2 170155120 170155460 339 Alu 338 324 324 14 14 0 0 0 0 0 0 0 0 0 0
chr2 170256510 170258201 1690 SVA 1655 0 0 0 0 0 0 1655 0 0 0 0 0 0 0
chr2 170915905 170916225 319 Alu 318 307 307 0 0 0 11 0 0 0 0 0 0 320 1 MYO3B
chr2 171165393 171165689 295 Alu 271 271 271 0 0 0 0 0 0 0 0 0 0 296 1 MYO3B
chr2 173227391 173229389 1997 SVA 1995 0 0 0 0 0 27 1968 0 0 0 0 0 0 0
chr2 173714436 173714760 323 Alu 309 309 309 0 0 0 0 0 0 0 0 0 0 324 1 RAPGEF4
chr2 174389610 174395658 6047 L1 6034 0 0 6034 6034 0 0 0 0 0 0 0 0 0 0
chr2 174460402 174460723 320 LTR 321 0 0 0 0 0 321 0 0 0 0 0 0 0 0
chr2 174497687 174498013 325 Alu 324 310 310 0 0 0 14 0 0 0 0 0 0 0 0
chr2 174959549 174964713 5163 L1 5001 0 0 5001 5001 0 0 0 0 0 0 0 0 0 0
chr2 175197589 175198883 1293 L1 1294 0 0 1294 1294 0 0 0 0 0 0 0 0 0 0
chr2 176172175 176178267 6091 L1 6028 0 0 6028 6028 0 0 0 0 0 0 0 0 0 0
chr2 176381490 176384893 3402 L1 3295 97 0 3171 3171 0 0 0 0 0 0 0 0 0 0
chr2 176449772 176455933 6160 L1 6033 0 0 6033 6033 0 0 0 0 0 0 0 0 0 0
chr2 176475393 176475723 329 Alu 328 317 317 11 11 0 0 0 0 0 0 0 0 0 0
chr2 176898547 176898880 332 Alu 331 319 319 0 0 0 12 0 0 0 0 0 0 0 0
chr2 177323646 177323952 305 Alu 303 303 303 0 0 0 0 0 0 0 0 0 0 0 0
chr2 177332651 177332872 220 Alu 211 211 211 0 0 0 0 0 0 0 0 0 0 0 0
chr2 177745173 177745658 484 Alu 451 451 451 0 0 0 0 0 0 0 0 0 0 0 0
chr2 178524231 178528341 4109 LTR 3813 110 110 0 0 0 3703 0 0 0 0 0 0 4110 1 PDE11A
chr2 178534706 178536310 1603 SVA 1556 0 0 0 0 0 4 1527 0 0 0 0 0 1604 1 PDE11A
chr2 178663230 178669341 6110 L1 6017 0 0 6016 6016 0 1 0 0 0 0 0 0 6111 1 PDE11A
chr2 179376353 179376692 338 Alu 330 330 330 0 0 0 0 0 0 0 0 0 0 339 1 TTN
chr2 180526745 180527071 325 Alu 305 305 305 0 0 0 0 0 0 0 0 0 0 326 1 ZNF385B
chr2 181275259 181275607 347 Alu 315 315 315 0 0 0 0 0 0 0 0 0 0 0 0
chr2 181751335 181751668 332 Alu 315 315 315 0 0 0 0 0 0 0 0 0 0 333 1 UBE2E3
chr2 182417953 182418283 329 Alu 312 303 303 0 0 0 0 0 0 0 0 0 0 0 0
chr2 182902634 182908783 6148 L1 6137 0 0 6137 6137 0 0 0 0 0 0 0 0 6149 1 PDE1A
chr2 182985280 182985592 311 Alu 281 281 281 0 0 0 0 0 0 0 0 0 0 312 1 PDE1A
chr2 184075473 184075819 345 Alu 332 332 332 0 0 0 0 0 0 0 0 0 0 0 0
chr2 184189481 184189873 391 L1 376 0 0 376 376 0 0 0 0 0 0 0 0 0 0
chr2 184856149 184856448 298 Alu 296 296 296 0 0 0 0 0 0 0 0 0 0 0 0
chr2 185298167 185298487 319 Alu 318 307 307 0 0 0 11 0 0 0 0 0 0 320 1 ZNF804A
chr2 185637424 185641291 3866 L1 3693 0 0 3693 3693 0 0 0 0 0 0 0 0 0 0
chr2 187091945 187093442 1496 L1 1440 0 0 1440 1440 0 0 0 0 0 0 0 0 0 0
chr2 187612764 187613584 819 L1 817 0 0 776 776 0 41 0 0 0 0 0 0 0 0
chr2 187642946 187644045 1098 L1 1097 0 0 1088 1088 0 9 0 0 0 0 0 0 0 0
chr2 188196826 188198512 1685 L1 1678 0 0 1678 1678 0 0 0 0 0 0 0 0 1686 1 TFPI
chr2 189609186 189609364 177 LTR 177 0 0 15 0 0 162 0 0 0 0 0 0 0 0
chr2 189919232 189920086 853 L1 852 0 0 827 827 0 0 0 0 0 0 0 0 0 0



chr2 190996753 190997321 567 LTR 559 0 0 0 0 0 559 0 0 0 0 0 0 568 1 HIBCH
chr2 192087311 192089548 2236 SVA 2194 0 0 0 0 0 0 2052 42 0 0 0 0 2237 1 MYO1B
chr2 192384918 192385249 330 Alu 329 310 310 19 19 0 0 0 0 0 0 0 0 0 0
chr2 192958597 192964879 6281 L1 6045 0 0 6045 6045 0 0 0 0 0 0 0 0 0 0
chr2 193902604 193908693 6088 L1 6027 0 0 6027 6027 0 0 0 0 0 0 0 0 0 0
chr2 194287323 194287969 645 L1 646 0 0 646 646 0 0 0 0 0 0 0 0 0 0
chr2 194297408 194297772 363 LTR 335 0 0 0 0 0 335 0 0 0 0 0 0 0 0
chr2 194510689 194512670 1980 L1 1886 45 0 1841 1841 0 0 0 0 0 0 0 0 0 0
chr2 195382580 195383214 633 L1 584 0 0 584 584 0 0 0 0 0 0 0 0 0 0
chr2 195753614 195755397 1782 L1 1769 0 0 1724 1724 0 0 0 0 0 0 0 0 0 0
chr2 195757739 195763928 6188 L1 6182 0 0 6021 6021 0 161 0 0 0 0 0 0 0 0
chr2 195816302 195816549 246 LTR 247 0 0 0 0 0 247 0 0 0 0 0 0 0 0
chr2 195856823 195857125 301 Alu 301 297 297 0 0 0 0 0 4 0 0 0 0 0 0
chr2 196257304 196259457 2152 SVA 2069 0 0 0 0 0 0 2069 0 0 0 0 0 0 0
chr2 196821287 196821590 302 LTR 275 0 0 0 0 0 275 0 0 0 0 0 0 0 0
chr2 197211691 197217790 6098 L1 6039 0 0 6039 6039 0 0 0 0 0 0 0 0 6099 1 HECW2
chr2 197244282 197244568 285 Alu 281 281 281 0 0 0 0 0 0 0 0 0 0 286 1 HECW2
chr2 197382337 197382669 331 Alu 330 311 311 19 19 0 0 0 0 0 0 0 0 332 1 CCDC150
chr2 197844403 197844718 314 Alu 314 305 305 9 9 0 0 0 0 0 0 0 0 315 1 ANKRD44
chr2 198308273 198310099 1825 SVA 1740 0 0 0 0 0 0 1700 0 0 0 0 0 1826 1 RFTN2
chr2 198589863 198590171 307 Alu 307 301 301 6 0 0 0 0 0 0 0 0 0 308 1 PLCL1
chr2 198602364 198603202 837 L1 785 0 0 785 785 0 0 0 0 0 0 0 0 838 1 PLCL1
chr2 198612220 198614580 2359 SVA 2241 0 0 0 0 0 0 2131 61 0 0 0 0 2360 1 PLCL1
chr2 198665083 198665426 342 Alu 320 320 314 0 0 0 0 0 0 0 0 0 0 343 1 PLCL1
chr2 200421835 200422127 291 Alu 276 276 276 0 0 0 0 0 0 0 0 0 0 0 0
chr2 201372812 201375050 2237 SVA 2186 0 0 0 0 0 0 2042 0 0 0 0 0 0 0
chr2 201486195 201486509 313 Alu 312 302 302 0 0 0 10 0 0 0 0 0 0 0 0
chr2 201972162 201974955 2792 SVA 2708 0 0 0 0 0 0 2708 0 0 0 0 0 2793 1 CASP8
chr2 202048592 202048976 383 Alu 382 382 382 0 0 0 0 0 0 0 0 0 0 0 0
chr2 202694642 202695196 553 Alu 551 551 551 0 0 0 0 0 0 0 0 0 0 0 0
chr2 202718971 202719281 309 Alu 299 299 299 0 0 0 0 0 0 0 0 0 0 0 0
chr2 203160706 203161051 344 Alu 345 330 330 345 345 0 0 0 0 0 0 0 0 345 1 BMPR2
chr2 203160706 203161051 344 L1 345 330 330 345 345 0 0 0 0 0 0 0 0 345 1 BMPR2
chr2 203577805 203578145 339 Alu 309 309 309 0 0 0 0 0 0 0 0 0 0 340 1 WDR12
chr2 203896585 203898030 1444 SVA 1415 0 0 0 0 0 0 1415 0 0 0 0 0 1445 1 NBEAL1
chr2 205000655 205000958 302 Alu 300 300 300 0 0 0 0 0 0 0 0 0 0 0 0
chr2 205273032 205273869 836 L1 834 0 0 834 834 0 0 0 0 0 0 0 0 837 1 PARD3B
chr2 205457179 205460849 3669 L1 3566 0 0 3541 3541 0 0 0 0 0 0 0 0 3670 1 PARD3B
chr2 205681266 205687430 6163 L1 6033 0 0 6033 6033 0 0 0 0 0 0 0 0 6164 1 PARD3B
chr2 207090212 207091954 1741 SVA 1732 0 0 0 0 0 30 1702 0 0 0 0 0 0 0
chr2 207288869 207289381 511 Alu 480 480 480 0 0 0 0 0 0 0 0 0 0 512 1 ADAM23
chr2 207554699 207555010 310 Alu 297 297 297 0 0 0 0 0 0 0 0 0 0 0 0
chr2 207707433 207713312 5878 LTR 5868 0 0 14 14 5236 5854 0 0 0 0 0 0 0 0
chr2 207727048 207728021 972 LTR 972 14 0 0 0 0 958 0 0 0 0 0 0 0 0
chr2 208392732 208393034 301 Alu 302 302 302 0 0 0 0 0 0 0 0 0 0 0 0
chr2 208633817 208634122 304 Alu 305 305 305 0 0 0 0 0 0 0 0 0 0 305 1 PLEKHM3
chr2 208735780 208736158 377 Alu 376 376 376 0 0 0 0 0 0 0 0 0 0 0 0
chr2 208784552 208785131 578 Alu 543 543 543 0 0 0 0 0 0 0 0 0 0 0 0
chr2 209067087 209068642 1554 SVA 1549 0 0 0 0 0 0 1523 0 0 0 0 0 0 0
chr2 209749256 209749598 341 L1 315 0 0 315 315 0 0 0 0 0 0 0 0 0 0
chr2 210179258 210185578 6319 L1 5995 0 0 5706 5706 0 289 0 0 0 0 0 0 6320 1 MAP2
chr2 211900116 211900436 319 Alu 303 303 303 0 0 0 0 0 0 0 0 0 0 0 0
chr2 213400175 213400490 314 Alu 294 294 294 0 0 0 0 0 0 0 0 0 0 0 0
chr2 213559477 213559821 343 Alu 308 308 308 0 0 0 0 0 0 0 0 0 0 0 0
chr2 213889309 213889591 281 Alu 281 265 265 0 0 16 16 0 0 0 0 0 0 0 0
chr2 215524510 215526680 2169 SVA 2151 0 0 0 0 0 20 2048 0 0 0 0 0 0 0
chr2 215780168 215785906 5737 HERV 5658 0 0 0 0 5259 5636 0 0 0 0 0 0 5738 1 ABCA12
chr2 215780168 215785906 5737 LTR 5658 0 0 0 0 5259 5636 0 0 0 0 0 0 5738 1 ABCA12
chr2 216918257 216918628 370 Alu 359 358 358 1 1 0 0 0 0 0 0 0 0 0 0
chr2 218001453 218002024 570 L1 561 0 0 561 561 0 0 0 0 0 0 0 0 571 1 DIRC3
chr2 218371657 218371962 304 Alu 297 297 297 0 0 0 0 0 0 0 0 0 0 305 1 DIRC3
chr2 218800340 218801134 793 HERV 793 0 0 0 0 793 793 0 0 0 0 0 0 0 0



chr2 218800340 218801134 793 LTR 793 0 0 0 0 793 793 0 0 0 0 0 0 0 0
chr2 218864228 218869829 5600 LTR 5570 0 0 0 0 5000 5570 0 0 0 0 0 0 0 0
chr2 219217006 219217336 329 Alu 301 301 301 0 0 0 0 0 0 0 0 0 0 330 1 USP37
chr2 219536105 219537599 1493 SVA 1454 0 0 0 0 0 0 1409 0 0 0 0 0 0 0
chr2 219620954 219622882 1927 SVA 1924 0 0 0 0 0 40 1850 0 0 0 0 0 0 0
chr2 220622038 220628170 6131 L1 6119 0 0 6085 6085 0 0 0 0 0 0 0 0 0 0
chr2 221228212 221228601 388 HERV 389 0 0 0 0 389 389 0 0 0 0 0 0 0 0
chr2 221228212 221228601 388 LTR 389 0 0 0 0 389 389 0 0 0 0 0 0 0 0
chr2 221687330 221687662 331 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 0 0
chr2 221910601 221910902 300 Alu 301 301 301 0 0 0 0 0 0 0 0 0 0 0 0
chr2 222581717 222583285 1567 SVA 1557 0 0 0 0 0 0 1557 0 0 0 0 0 0 0
chr2 222774906 222775235 328 Alu 327 309 309 18 0 0 0 0 0 0 0 0 0 0 0
chr2 223505722 223507598 1875 SVA 1860 152 152 0 0 0 0 1698 0 0 0 0 0 0 0
chr2 223585694 223588183 2488 SVA 2443 0 0 0 0 0 0 2402 0 0 0 0 0 2489 1 ACSL3
chr2 223729556 223729945 388 L1 387 0 0 387 387 0 0 0 0 0 0 0 0 0 0
chr2 224107822 224108471 648 L1 643 0 0 616 616 0 0 0 0 0 0 0 0 0 0
chr2 224298613 224298846 232 Alu 223 223 223 0 0 0 0 0 0 0 0 0 0 0 0
chr2 225650952 225651291 338 Alu 307 307 307 0 0 0 0 0 0 0 0 0 0 339 1 DOCK10
chr2 226541512 226542497 984 L1 984 0 0 984 984 0 0 0 0 0 0 0 0 0 0
chr2 226563612 226565454 1841 L1 1802 0 0 1725 1702 0 77 0 0 0 0 0 0 0 0
chr2 227263987 227265591 1603 L1 1592 0 0 1592 1592 0 0 0 0 0 0 0 0 0 0
chr2 227981502 227981826 323 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 324 1 COL4A3
chr2 228022169 228022508 338 Alu 311 311 311 0 0 0 0 0 0 0 0 0 0 339 1 MFF
chr2 228534576 228535095 518 Alu 486 486 486 0 0 0 0 0 0 0 0 0 0 0 0
chr2 229543754 229546191 2436 L1 2281 0 0 2238 2238 0 43 0 0 0 0 0 0 0 0
chr2 230432258 230434444 2185 SVA 2134 50 50 53 53 0 0 2003 0 0 0 0 0 0 0
chr2 231150792 231151143 350 Alu 339 317 317 22 22 0 0 0 0 0 0 0 0 351 1 SP100
chr2 231533845 231534829 983 LTR 957 0 0 0 0 0 957 0 0 0 0 0 0 0 0
chr2 232000378 232000864 485 Alu 469 469 469 0 0 0 0 0 0 0 0 0 0 486 1 ARMC9
chr2 232266977 232267958 980 LTR 958 0 0 0 0 0 958 0 0 0 0 0 0 0 0
chr2 232480948 232481270 321 Alu 306 304 304 0 0 0 0 0 0 0 0 0 0 322 1 COPS7B
chr2 232741740 232742052 311 Alu 306 306 306 0 0 0 0 0 0 0 0 0 0 312 1 DIS3L2
chr2 232838957 232845450 6492 L1 6062 0 0 6032 6032 0 0 0 0 0 0 0 0 6493 1 DIS3L2
chr2 233595199 233597497 2297 SVA 2127 0 0 0 0 0 0 2127 0 0 0 0 0 2298 1 NGEF
chr2 234051132 234051325 192 Alu 188 188 188 0 0 0 0 0 0 0 0 0 0 193 1 DGKD
chr2 234652016 234652573 556 Alu 541 541 541 0 0 0 0 0 0 0 0 0 0 557 1 TRPM8
chr2 234804870 234805186 315 Alu 314 304 304 10 10 0 0 0 0 0 0 0 0 0 0
chr2 235252716 235254375 1658 SVA 1640 77 77 56 56 0 0 1507 0 0 0 0 0 0 0
chr2 237074277 237080335 6057 L1 6039 0 0 6039 6039 0 0 0 0 0 0 0 0 6058 1 IQCA1
chr2 237216783 237217117 333 Alu 312 312 312 0 0 0 0 0 0 0 0 0 0 0 0
chr2 238372033 238372580 546 Alu 537 537 537 0 0 0 0 0 0 0 0 0 0 547 1 LRRFIP1
chr2 239164951 239165427 475 L1 476 0 0 476 476 0 0 0 0 0 0 0 0 0 0
chr2 239191370 239191705 334 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 0 0
chr2 239952970 239953305 334 Alu 309 309 309 0 0 0 0 0 0 0 0 0 0 335 1 HDAC4
chr2 240719360 240720201 840 LTR 822 0 0 0 0 0 822 0 0 0 0 0 0 0 0
chr2 242678608 242678818 209 LTR 196 0 0 0 0 0 196 0 0 0 0 0 0 0 0
chr2 242740197 242741712 1514 L1 1491 0 0 1491 1491 0 0 0 0 0 0 0 0 0 0
chr20 1230304 1231357 1052 L1 1003 0 0 1003 1003 0 0 0 0 0 0 0 0 1053 1 SNPH
chr20 1656237 1662192 5954 HERV 5952 0 0 0 0 5484 5952 0 0 0 0 0 0 0 0
chr20 1656237 1662192 5954 LTR 5952 0 0 0 0 5484 5952 0 0 0 0 0 0 0 0
chr20 1670917 1673767 2849 L1 2783 0 0 2762 2762 0 0 0 0 0 0 0 0 0 0
chr20 2371650 2372531 880 LTR 807 0 0 0 0 0 807 0 0 0 0 0 0 0 0
chr20 2427823 2428139 315 Alu 307 307 307 0 0 0 0 0 0 0 0 0 0 316 1 ZNF343
chr20 2462994 2463085 90 Alu 91 91 91 0 0 0 0 0 0 0 0 0 0 0 0
chr20 2946775 2948758 1982 SVA 1906 1 1 0 0 0 0 1866 0 0 0 0 0 1983 1 PTPRA
chr20 3188690 3189021 330 Alu 298 298 298 0 0 0 0 0 0 0 0 0 0 331 1 C20orf194
chr20 3483625 3483948 322 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 323 1 ATRN
chr20 3780640 3780957 316 Alu 300 300 300 0 0 0 0 0 0 0 0 0 0 317 1 MAVS
chr20 4314934 4318372 3437 L1 3424 0 0 3424 3424 0 0 0 0 0 0 0 0 0 0
chr20 4955494 4957353 1858 SVA 1842 0 0 36 36 0 0 1752 0 0 0 0 0 0 0
chr20 5308719 5310136 1416 L1 1413 0 0 1319 1319 0 71 0 0 0 0 0 0 0 0
chr20 5890993 5891316 322 Alu 322 314 314 0 0 0 8 0 0 0 0 0 0 323 1 MCM8



chr20 6098958 6099292 333 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 0 0
chr20 7227664 7228381 716 L1 715 0 0 715 715 0 0 0 0 0 0 0 0 0 0
chr20 7455247 7455578 330 Alu 330 309 309 0 0 0 0 0 21 0 0 0 0 0 0
chr20 8269060 8269371 310 Alu 309 309 309 0 0 0 0 0 0 0 0 0 0 311 1 PLCB1
chr20 8523691 8529880 6188 L1 6038 0 0 6038 6038 0 0 0 0 0 0 0 0 6189 1 PLCB1
chr20 8572284 8573967 1682 SVA 1665 102 102 0 0 0 0 1563 0 0 0 0 0 1683 1 PLCB1
chr20 9884015 9884326 310 Alu 308 308 308 0 0 0 0 0 0 0 0 0 0 0 0
chr20 11547389 11547716 326 Alu 315 315 315 0 0 0 0 0 0 0 0 0 0 0 0
chr20 12052345 12058357 6011 L1 5988 0 0 5988 5988 0 0 0 0 0 0 0 0 0 0
chr20 12511059 12517195 6135 L1 6023 0 0 6023 6023 0 0 0 0 0 0 0 0 0 0
chr20 12729643 12735704 6060 L1 6026 0 0 6026 6026 0 0 0 0 0 0 0 0 0 0
chr20 13688823 13690088 1264 SVA 1251 0 0 0 0 0 0 1220 0 0 0 0 0 1265 1 ESF1
chr20 15407900 15408237 336 Alu 306 306 306 0 0 0 0 0 0 0 0 0 0 337 1 MACROD2
chr20 15838152 15838467 314 Alu 307 307 307 0 0 0 0 0 0 0 0 0 0 315 1 MACROD2
chr20 16155164 16157111 1946 SVA 1803 0 0 0 0 0 0 1803 0 0 0 0 0 0 0
chr20 16477525 16479129 1603 L1 1438 0 0 1438 1438 0 0 0 0 0 0 0 0 1604 1 KIF16B
chr20 17938175 17939643 1467 SVA 1368 22 22 0 0 0 0 1346 0 0 0 0 0 0 0
chr20 17965474 17965813 338 Alu 306 306 306 0 0 0 0 0 0 0 0 0 0 339 1 OVOL2
chr20 18423629 18424305 675 SVA 662 0 0 0 0 0 0 621 0 0 0 0 0 676 1 RBBP9
chr20 18428176 18428505 328 Alu 327 297 297 0 0 0 30 0 0 0 0 0 0 0 0
chr20 18530134 18535590 5455 L1 5450 30 30 5420 5420 0 0 0 0 0 0 0 0 5456 1 DTD1
chr20 19009425 19009742 316 Alu 315 303 303 0 0 0 12 0 0 0 0 0 0 0 0
chr20 19016473 19018107 1633 L1 1594 0 0 1594 1594 0 0 0 0 0 0 0 0 0 0
chr20 19047088 19047802 713 L1 688 0 0 688 688 0 0 0 0 0 0 0 0 0 0
chr20 19190760 19191102 341 Alu 340 308 308 0 0 0 32 0 0 0 0 0 0 342 1 LOC100130264
chr20 19348458 19350117 1658 L1 1644 0 0 1644 1644 0 0 0 0 0 0 0 0 1659 1 SLC24A3
chr20 19562003 19562323 319 Alu 318 305 305 0 0 0 13 0 0 0 0 0 0 320 1 SLC24A3
chr20 19606259 19608276 2016 SVA 1955 0 0 21 21 0 0 1850 0 0 0 0 0 2017 1 SLC24A3
chr20 19680608 19685114 4505 LTR 4473 0 0 57 0 3867 4416 0 0 0 0 0 0 0 0
chr20 20274293 20274849 555 Alu 554 554 554 0 0 0 0 0 0 0 0 0 0 556 1 C20orf26
chr20 21419463 21419687 223 LTR 224 0 0 0 0 0 224 0 0 0 0 0 0 0 0
chr20 21839449 21845546 6096 L1 6027 0 0 6027 6027 0 0 0 0 0 0 0 0 0 0
chr20 22018788 22019549 760 L1 761 0 0 761 761 0 0 0 0 0 0 0 0 0 0
chr20 22690962 22691043 80 HERV 81 0 0 0 0 81 81 0 0 0 0 0 0 0 0
chr20 22690962 22691043 80 LTR 81 0 0 0 0 81 81 0 0 0 0 0 0 0 0
chr20 23171746 23172405 658 L1 645 0 0 635 635 0 10 0 0 0 0 0 0 0 0
chr20 23517937 23523951 6013 L1 6002 0 0 6002 6002 0 0 0 0 0 0 0 0 0 0
chr20 23608429 23608738 308 L1 309 0 0 309 309 0 0 0 0 0 0 0 0 0 0
chr20 23664916 23671119 6202 HERV 6117 0 0 0 0 5611 6117 0 0 0 0 0 0 0 0
chr20 23664916 23671119 6202 LTR 6117 0 0 0 0 5611 6117 0 0 0 0 0 0 0 0
chr20 23728577 23728906 328 Alu 307 307 307 0 0 0 0 0 0 0 0 0 0 0 0
chr20 23789193 23790227 1033 LTR 1032 72 72 0 0 0 960 0 0 0 0 0 0 0 0
chr20 24140531 24141174 642 L1 643 0 0 643 643 0 0 0 0 0 0 0 0 0 0
chr20 24208617 24210061 1443 LTR 1444 0 0 0 0 0 1444 0 0 0 0 0 0 0 0
chr20 24553971 24555840 1868 SVA 1852 0 0 53 53 0 0 1752 0 0 0 0 0 1869 1 TMEM90B
chr20 24829111 24835266 6154 L1 6012 0 0 6012 6012 0 0 0 0 0 0 0 0 0 0
chr20 25489585 25491431 1845 SVA 1844 0 0 71 71 0 0 1773 0 0 0 0 0 1846 1 NINL
chr20 28252472 28255075 2602 SVA 2561 0 0 0 0 0 138 2331 0 0 0 0 0 0 0
chr20 28264255 28265033 777 L1 778 0 0 778 778 0 0 0 0 0 0 0 0 0 0
chr20 29341919 29342198 278 L1 279 0 0 279 279 0 0 0 0 0 0 0 0 0 0
chr20 30172642 30174747 2104 SVA 2033 0 0 0 0 0 0 2008 0 0 0 0 0 2105 1 TM9SF4
chr20 30226714 30229092 2377 SVA 2287 62 62 0 0 0 0 2140 0 0 0 0 0 0 0
chr20 31798792 31799106 313 Alu 305 305 305 0 0 0 0 0 0 0 0 0 0 314 1 ZNF341
chr20 32055098 32055407 308 Alu 307 303 303 4 4 0 0 0 0 0 0 0 0 309 1 RALY
chr20 32236299 32236605 305 Alu 297 297 297 0 0 0 0 0 0 0 0 0 0 0 0
chr20 32274093 32275721 1627 SVA 1610 0 0 0 0 0 0 1570 0 0 0 0 0 0 0
chr20 32505599 32505907 307 Alu 300 300 300 0 0 0 0 0 0 0 0 0 0 308 1 ITCH
chr20 32525605 32527275 1669 SVA 1543 0 0 0 0 0 0 1543 0 0 0 0 0 1670 1 ITCH
chr20 32579489 32579805 315 Alu 308 308 308 0 0 0 0 0 0 0 0 0 0 316 1 DYNLRB1
chr20 32716663 32717105 441 Alu 440 440 440 0 0 0 0 0 0 0 0 0 0 442 1 PIGU
chr20 32718160 32718640 479 Alu 445 445 445 0 0 0 0 0 0 0 0 0 0 480 1 PIGU
chr20 33204303 33206540 2236 SVA 2194 0 0 0 0 0 0 2124 0 0 0 0 0 0 0



chr20 33865935 33866476 540 Alu 541 541 541 0 0 0 0 0 0 0 0 0 0 541 1 PHF20
chr20 33977564 33977878 313 Alu 307 307 307 0 0 0 0 0 0 0 0 0 0 314 1 PHF20
chr20 34338657 34339398 740 L1 734 0 0 734 734 0 0 0 0 0 0 0 0 0 0
chr20 34989949 34990684 734 Alu 702 661 661 0 0 0 0 0 41 0 0 0 0 735 1 SAMHD1
chr20 35073672 35075438 1765 SVA 1749 0 0 0 0 0 0 1749 0 0 0 0 0 1766 1 RBL1
chr20 35779411 35780474 1062 SVA 980 0 0 0 0 0 0 980 0 0 0 0 0 1063 1 CTNNBL1
chr20 36440129 36442023 1893 SVA 1866 0 0 0 0 0 0 1756 0 0 0 0 0 0 0
chr20 36863591 36863916 324 Alu 324 300 300 24 24 0 0 0 0 0 0 0 0 0 0
chr20 37017210 37017865 654 Alu 618 618 618 0 0 0 0 0 0 0 0 0 0 0 0
chr20 37430154 37435590 5435 L1 5357 0 0 5357 5245 0 0 0 0 0 0 0 0 0 0
chr20 37665935 37666173 237 L1 229 0 0 229 229 0 0 0 0 0 0 0 0 0 0
chr20 37726910 37727157 246 LTR 247 0 0 0 0 0 247 0 0 0 0 0 0 0 0
chr20 37863504 37868594 5089 L1 4900 0 0 4900 4900 0 0 0 0 0 0 0 0 0 0
chr20 38004118 38004435 316 Alu 302 302 302 0 0 0 0 0 0 0 0 0 0 0 0
chr20 38310246 38310574 327 Alu 309 309 309 0 0 0 0 0 0 0 0 0 0 0 0
chr20 38729091 38729401 309 Alu 308 308 308 0 0 0 0 0 0 0 0 0 0 0 0
chr20 39070825 39071267 441 Alu 440 440 440 0 0 0 0 0 0 0 0 0 0 0 0
chr20 39363826 39364151 324 Alu 309 309 309 0 0 0 0 0 0 0 0 0 0 0 0
chr20 39616422 39618410 1987 SVA 1926 0 0 3 3 0 0 1886 0 0 0 0 0 1988 1 CHD6
chr20 39847271 39848305 1033 L1 1033 0 0 1024 1024 0 0 0 9 0 0 0 0 0 0
chr20 40032904 40033934 1029 LTR 1026 0 0 59 0 0 967 0 0 0 0 0 0 0 0
chr20 40268322 40274489 6166 L1 6065 0 0 6047 6047 0 0 0 0 0 0 0 0 6167 1 PTPRT
chr20 40676925 40683029 6103 L1 6068 0 0 6029 6029 0 39 0 0 0 0 0 0 6104 1 PTPRT
chr20 41191657 41191970 312 Alu 305 305 305 0 0 0 0 0 0 0 0 0 0 313 1 PTPRT
chr20 41395256 41395958 701 SVA 700 0 0 0 0 0 49 651 0 0 0 0 0 0 0
chr20 41457942 41459217 1274 L1 1258 84 84 1155 1155 0 0 0 0 0 0 0 0 0 0
chr20 41668646 41670243 1596 SVA 1597 0 0 0 0 0 0 1597 0 0 0 0 0 1597 1 IFT52
chr20 41714752 41715100 347 Alu 317 317 317 0 0 0 0 0 0 0 0 0 0 0 0
chr20 41739657 41740397 739 SVA 736 0 0 0 0 0 0 736 0 0 0 0 0 740 1 MYBL2
chr20 41876508 41882616 6107 L1 6068 0 0 6028 6028 0 40 0 0 0 0 0 0 0 0
chr20 41972185 41972509 323 Alu 323 301 301 0 0 0 22 0 0 0 0 0 0 0 0
chr20 42299756 42300086 329 Alu 329 308 308 0 0 0 0 0 21 0 0 0 0 0 0
chr20 43426507 43426829 321 Alu 320 320 307 0 0 0 0 0 0 0 0 0 0 322 1 SYS1-DBNDD2
chr20 43463604 43463880 275 LTR 276 0 0 0 0 0 276 0 0 0 0 0 0 276 1 SYS1-DBNDD2
chr20 43467161 43467472 310 Alu 310 304 304 6 0 0 0 0 0 0 0 0 0 311 1 SYS1-DBNDD2
chr20 43707068 43709005 1936 SVA 1935 0 0 124 124 0 0 1811 0 0 0 0 0 0 0
chr20 43793929 43794103 173 L1 174 0 0 174 174 0 0 0 0 0 0 0 0 0 0
chr20 43876884 43877199 314 Alu 298 298 298 0 0 0 0 0 0 0 0 0 0 315 1 UBE2C
chr20 43898262 43898581 318 Alu 318 318 318 0 0 0 0 0 0 0 0 0 0 319 1 SNX21
chr20 44046524 44046860 335 Alu 334 334 334 0 0 0 0 0 0 0 0 0 0 0 0
chr20 44560937 44561266 328 Alu 327 308 308 0 0 0 19 0 0 0 0 0 0 0 0
chr20 45269649 45270116 466 Alu 450 450 450 0 0 0 0 0 0 0 0 0 0 0 0
chr20 45403732 45404352 619 Alu 616 605 605 11 11 0 0 0 0 0 0 0 0 620 1 ZMYND8
chr20 45929021 45929366 344 LTR 331 0 0 0 0 0 331 0 0 0 0 0 0 0 0
chr20 47073439 47073784 344 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 345 1 ARFGEF2
chr20 47195099 47195658 558 Alu 558 558 558 0 0 0 0 0 0 0 0 0 0 559 1 STAU1
chr20 47225664 47226045 380 Alu 361 361 361 0 0 0 0 0 0 0 0 0 0 381 1 STAU1
chr20 47249195 47249738 542 Alu 538 510 510 0 0 0 0 0 0 0 0 0 0 0 0
chr20 47817665 47818000 334 Alu 327 327 327 0 0 0 0 0 0 0 0 0 0 0 0
chr20 47971336 47973172 1835 SVA 1810 76 76 0 0 0 0 1734 0 0 0 0 0 0 0
chr20 47997718 47998031 312 Alu 307 307 307 0 0 0 0 0 0 0 0 0 0 313 1 RNF114
chr20 48860522 48860836 313 Alu 313 311 311 2 0 0 0 0 0 0 0 0 0 314 1 BCAS4
chr20 49267395 49268066 670 LTR 666 0 0 0 0 196 666 0 0 0 0 0 0 0 0
chr20 51522574 51528667 6092 L1 6073 0 0 6073 6073 0 0 0 0 0 0 0 0 6093 1 TSHZ2
chr20 51553779 51560091 6311 L1 6169 143 0 6022 6022 0 0 0 0 0 0 0 0 0 0
chr20 51715461 51715807 345 Alu 338 330 330 0 0 0 8 0 0 0 0 0 0 0 0
chr20 52116014 52116319 304 Alu 303 303 302 0 0 0 0 0 0 0 0 0 0 305 1 BCAS1
chr20 52299651 52300776 1124 SVA 1098 7 0 0 0 0 0 1045 0 0 0 0 0 0 0
chr20 52380753 52381042 288 Alu 289 289 289 0 0 0 0 0 0 0 0 0 0 0 0
chr20 52726072 52726377 304 Alu 300 300 300 0 0 0 0 0 0 0 0 0 0 0 0
chr20 53125783 53126895 1111 L1 1030 0 0 1030 1030 0 0 0 0 0 0 0 0 0 0
chr20 53133818 53134372 553 Alu 511 511 511 0 0 0 0 0 0 0 0 0 0 0 0



chr20 53462083 53462732 648 L1 647 0 0 647 647 0 0 0 0 0 0 0 0 0 0
chr20 53868031 53874021 5989 L1 5990 0 0 5990 5990 0 0 0 0 0 0 0 0 0 0
chr20 54090464 54091612 1147 L1 1145 0 0 1145 1145 0 0 0 0 0 0 0 0 0 0
chr20 54552233 54552419 185 L1 172 0 0 172 172 0 0 0 0 0 0 0 0 0 0
chr20 56421543 56423586 2042 SVA 1950 0 0 0 0 0 0 1950 0 0 0 0 0 2043 1 VAPB
chr20 57156847 57157179 331 Alu 309 309 309 0 0 0 0 0 0 0 0 0 0 0 0
chr20 57511704 57512009 304 Alu 290 290 290 0 0 0 0 0 0 0 0 0 0 0 0
chr20 57861350 57861702 351 Alu 317 317 317 0 0 0 0 0 0 0 0 0 0 0 0
chr20 57997693 57998011 317 Alu 314 314 314 0 0 0 0 0 0 0 0 0 0 318 1 CDH26
chr20 59407571 59407886 314 Alu 311 311 311 0 0 0 0 0 0 0 0 0 0 315 1 CDH4
chr20 59851549 59852136 586 Alu 585 585 585 0 0 0 0 0 0 0 0 0 0 587 1 CDH4
chr20 59959691 59959998 306 Alu 296 296 296 0 0 0 0 0 0 0 0 0 0 0 0
chr20 60004015 60004338 322 Alu 322 304 304 18 18 0 0 0 0 0 0 0 0 323 1 TAF4
chr20 60283945 60284219 273 Alu 264 247 247 0 0 0 0 0 17 0 0 0 0 274 1 OSBPL2
chr20 60849064 60849352 287 L1 288 0 0 288 288 0 0 0 0 0 0 0 0 288 1 NTSR1
chr20 61038082 61038700 617 Alu 593 593 593 0 0 0 0 0 0 0 0 0 0 618 1 DIDO1
chr20 61731874 61732268 393 Alu 392 392 392 0 0 0 0 0 0 0 0 0 0 0 0
chr20 62128050 62128382 331 Alu 320 320 320 0 0 0 0 0 0 0 0 0 0 332 1 PRPF6
chr20 62292217 62292747 529 Alu 499 499 499 0 0 0 0 0 0 0 0 0 0 530 1 MYT1
chr20 62299800 62300120 319 Alu 309 309 309 0 0 0 0 0 0 0 0 0 0 320 1 MYT1
chr21 9991018 9991311 292 Alu 283 283 283 0 0 0 0 0 0 0 0 0 0 293 1 TPTE
chr21 10102881 10103302 420 Alu 417 417 417 0 0 0 0 0 0 0 0 0 0 421 1 BAGE
chr21 10159384 10159442 57 LTR 58 0 0 0 0 0 58 0 0 0 0 0 0 0 0
chr21 13902072 13902590 517 L1 500 0 0 500 500 0 0 0 0 0 0 0 0 0 0
chr21 14701712 14702645 932 L1 932 0 0 844 844 0 88 0 0 0 0 0 0 0 0
chr21 14881919 14882800 880 L1 846 0 0 825 807 0 0 0 0 0 0 0 0 0 0
chr21 14941399 14943666 2266 L1 2232 0 0 2232 2232 0 0 0 0 0 0 0 0 0 0
chr21 15118834 15119692 857 L1 853 0 0 853 853 0 0 0 0 0 0 0 0 0 0
chr21 15221235 15227316 6080 L1 6030 0 0 6030 6030 0 0 0 0 0 0 0 0 0 0
chr21 16174450 16175591 1140 L1 1039 0 0 1039 1039 0 0 0 0 0 0 0 0 0 0
chr21 16444071 16444416 344 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 345 1 C21orf34
chr21 17585679 17587435 1755 SVA 1658 0 0 14 14 0 41 1603 0 0 0 0 0 0 0
chr21 17621633 17627777 6143 L1 6097 0 0 6097 6097 0 0 0 0 0 0 0 0 0 0
chr21 18668377 18668706 328 Alu 312 312 312 0 0 0 0 0 0 0 0 0 0 329 1 PRSS7
chr21 19365895 19370131 4235 L1 4236 0 0 4200 4200 0 53 0 0 0 0 0 0 0 0
chr21 20289613 20294236 4622 LTR 4585 0 0 0 0 1890 4585 0 0 0 0 0 0 0 0
chr21 21595560 21596442 881 L1 867 0 0 867 867 0 0 0 0 0 0 0 0 882 1 NCAM2
chr21 21851584 21851950 365 L1 366 0 0 366 366 0 0 0 0 0 0 0 0 0 0
chr21 22038888 22040653 1764 LTR 1654 0 0 0 0 0 1654 0 0 0 0 0 0 0 0
chr21 23046488 23047050 561 L1 533 0 0 533 533 0 0 0 0 0 0 0 0 0 0
chr21 26945289 26946032 742 L1 730 0 0 730 730 0 0 0 0 0 0 0 0 0 0
chr21 29714082 29716854 2771 L1 2710 0 0 2653 2653 0 0 0 0 0 0 0 0 0 0
chr21 29737383 29737769 385 L1 380 0 0 366 366 0 14 0 0 0 0 0 0 0 0
chr21 30075846 30076190 343 Alu 312 312 312 0 0 0 0 0 0 0 0 0 0 344 1 GRIK1
chr21 32877475 32877800 324 Alu 307 307 307 0 0 0 0 0 0 0 0 0 0 325 1 TCP10L
chr21 36786270 36786638 367 Alu 366 366 366 0 0 0 0 0 0 0 0 0 0 368 1 CLDN14
chr21 37612280 37612614 333 Alu 324 306 306 18 18 0 0 0 0 0 0 0 0 0 0
chr21 38090963 38091283 319 Alu 318 318 318 0 0 0 0 0 0 0 0 0 0 320 1 KCNJ6
chr21 38319898 38320220 321 Alu 308 308 308 0 0 0 0 0 0 0 0 0 0 0 0
chr21 38512394 38512742 347 Alu 334 334 334 0 0 0 0 0 0 0 0 0 0 0 0
chr21 38960458 38960776 317 Alu 317 317 317 0 0 0 0 0 0 0 0 0 0 0 0
chr21 39266174 39266611 436 Alu 412 412 412 0 0 0 0 0 0 0 0 0 0 0 0
chr21 41209375 41211698 2322 L1 2281 0 0 2081 2081 0 200 0 0 0 0 0 0 0 0
chr21 41221892 41223895 2002 LTR 1993 0 0 0 0 0 1993 0 0 0 0 0 0 0 0
chr21 41847953 41848292 338 Alu 337 317 317 0 0 0 0 0 20 0 0 0 0 0 0
chr21 42759324 42759660 335 Alu 335 307 307 0 0 0 28 0 0 0 0 0 0 0 0
chr21 43071673 43072438 764 SVA 743 0 0 0 0 0 0 743 0 0 0 0 0 0 0
chr21 43215636 43215950 313 Alu 312 306 306 0 0 6 6 0 0 0 0 0 0 0 0
chr21 43426513 43426852 338 Alu 315 315 315 0 0 0 0 0 0 0 0 0 0 0 0
chr21 43440283 43441271 987 LTR 959 0 0 0 0 0 959 0 0 0 0 0 0 0 0
chr21 43553502 43553647 144 L1 145 0 0 145 145 0 0 0 0 0 0 0 0 0 0
chr21 44072072 44072380 307 Alu 303 303 303 0 0 0 0 0 0 0 0 0 0 0 0



chr21 44513929 44515255 1325 Alu 1240 1240 1240 0 0 0 0 0 0 0 0 0 0 0 0
chr21 45041776 45042088 311 Alu 306 306 306 0 0 0 0 0 0 0 0 0 0 312 1 UBE2G2
chr21 45068326 45070313 1986 SVA 1926 0 0 5 5 0 0 1921 0 0 0 0 0 0 0
chr21 45512306 45514147 1840 SVA 1826 0 0 0 0 0 0 1792 0 0 0 0 0 1841 1 POFUT2
chr21 45908299 45909285 985 L1 947 0 0 894 894 0 0 0 0 0 0 0 0 0 0
chr21 46028675 46030560 1884 SVA 1853 0 0 0 0 0 0 1694 0 0 0 0 0 0 0
chr21 46130729 46131015 285 L1 286 0 0 286 286 0 0 0 0 0 0 0 0 286 1 PCBP3
chr21 46507026 46507337 310 Alu 303 303 303 0 0 0 0 0 0 0 0 0 0 311 1 MCM3AP
chr22 16210856 16211237 380 Alu 376 376 376 0 0 0 0 0 0 0 0 0 0 0 0
chr22 16274786 16275365 578 Alu 576 562 562 14 14 0 0 0 0 0 0 0 0 0 0
chr22 16285604 16285796 191 L1 180 0 0 180 180 0 0 0 0 0 0 0 0 0 0
chr22 16414813 16416413 1599 SVA 1530 89 0 0 0 0 0 1441 0 0 0 0 0 0 0
chr22 16608409 16608748 338 Alu 304 304 304 0 0 0 0 0 0 0 0 0 0 339 1 BID
chr22 16658452 16658773 320 Alu 309 309 309 0 0 0 0 0 0 0 0 0 0 321 1 MICAL3
chr22 16713925 16714258 332 Alu 315 315 315 0 0 0 0 0 0 0 0 0 0 333 1 MICAL3
chr22 17262013 17263036 1022 SVA 991 0 0 75 75 0 0 916 0 0 0 0 0 0 0
chr22 17300687 17310012 9324 LTR 9315 143 143 0 0 7242 9172 0 0 0 0 0 0 0 0
chr22 17445728 17447238 1509 SVA 1468 0 0 0 0 0 43 1425 0 0 0 0 0 1510 1 DGCR2
chr22 17525186 17525662 475 Alu 474 457 457 17 17 0 0 0 0 0 0 0 0 0 0
chr22 18466211 18466545 333 Alu 309 309 309 0 0 0 0 0 0 0 0 0 0 334 1 DGCR8
chr22 19184934 19185381 446 Alu 421 421 421 0 0 0 0 0 0 0 0 0 0 0 0
chr22 19594608 19594953 344 Alu 343 343 343 0 0 0 0 0 0 0 0 0 0 0 0
chr22 20557038 20557399 360 Alu 345 345 345 0 0 0 0 0 0 0 0 0 0 0 0
chr22 20937867 20938061 193 L1 193 0 0 193 193 0 0 0 0 0 0 0 0 0 0
chr22 22227160 22228065 904 SVA 855 0 0 42 42 0 0 813 0 0 0 0 0 0 0
chr22 22372620 22373658 1037 L1 1007 0 0 1007 1007 0 0 0 0 0 0 0 0 1038 1 LOC91316
chr22 22785496 22786574 1077 SVA 1057 27 27 0 0 0 0 1030 0 0 0 0 0 1078 1 CABIN1
chr22 22815054 22815368 313 Alu 314 314 314 0 0 0 0 0 0 0 0 0 0 314 1 CABIN1
chr22 23036786 23039076 2289 SVA 2182 0 0 0 0 0 0 2182 0 0 0 0 0 2290 1 CYTSA
chr22 25331947 25332299 351 Alu 317 317 317 0 0 0 0 0 0 0 0 0 0 352 1 CRYBB1
chr22 25492627 25494390 1762 SVA 1645 0 0 0 0 0 0 1611 0 0 0 0 0 0 0
chr22 26343051 26343366 314 Alu 305 305 305 0 0 0 0 0 0 0 0 0 0 0 0
chr22 26462845 26465675 2829 LTR 2798 0 0 0 0 2249 2798 0 0 0 0 0 0 0 0
chr22 26791746 26792302 555 L1 549 0 0 549 549 0 0 0 0 0 0 0 0 556 1 TTC28
chr22 27106533 27106853 319 Alu 309 309 309 0 0 0 0 0 0 0 0 0 0 320 1 TTC28
chr22 27383729 27389849 6119 L1 6111 88 88 6023 6023 0 0 0 0 0 0 0 0 6120 1 TTC28
chr22 27831746 27832188 441 Alu 429 429 429 0 0 0 0 0 0 0 0 0 0 442 1 KREMEN1
chr22 28126360 28126699 338 Alu 324 324 317 0 0 0 0 0 0 0 0 0 0 0 0
chr22 28320385 28320830 444 Alu 437 437 437 0 0 0 0 0 0 0 0 0 0 0 0
chr22 29124256 29124587 330 Alu 317 317 317 0 0 0 0 0 0 0 0 0 0 331 1 SEC14L2
chr22 29746780 29748734 1953 SVA 1891 0 0 6 6 0 0 1865 0 0 0 0 0 0 0
chr22 32908277 32908591 313 Alu 287 287 287 0 0 0 0 0 0 0 0 0 0 0 0
chr22 32988434 32992586 4151 LTR 4025 0 0 0 0 0 4025 0 0 0 0 0 0 0 0
chr22 34106395 34106790 394 Alu 388 388 388 0 0 0 0 0 0 0 0 0 0 395 1 HMOX1
chr22 34402195 34402435 239 LTR 240 0 0 0 0 0 240 0 0 0 0 0 0 0 0
chr22 37678791 37679082 290 L1 290 0 0 289 289 0 0 0 0 0 0 0 0 291 1 APOBEC3A
chr22 40029473 40029955 481 Alu 477 438 438 39 0 0 0 0 0 0 0 0 0 482 1 ZC3H7B
chr22 40042334 40042642 307 Alu 308 308 308 0 0 0 0 0 0 0 0 0 0 308 1 ZC3H7B
chr22 40464709 40465303 593 Alu 577 577 577 0 0 0 0 0 0 0 0 0 0 594 1 MEI1
chr22 40612862 40613184 321 Alu 300 300 300 0 0 0 0 0 0 0 0 0 0 322 1 SREBF2
chr22 40834011 40834341 329 Alu 328 315 315 0 0 13 13 0 0 0 0 0 0 0 0
chr22 41700929 41703447 2517 SVA 2455 83 83 0 0 0 0 2372 0 0 0 0 0 0 0
chr22 41749401 41749673 271 Alu 261 261 261 0 0 0 0 0 0 0 0 0 0 0 0
chr22 42830658 42830934 275 Alu 265 265 265 0 0 0 0 0 0 0 0 0 0 276 1 PARVB
chr22 43121495 43122016 520 Alu 503 503 503 0 0 0 0 0 0 0 0 0 0 0 0
chr22 43360931 43361148 216 Alu 217 217 217 0 0 0 0 0 0 0 0 0 0 0 0
chr22 47176465 47176826 360 LTR 361 0 0 0 0 0 361 0 0 0 0 0 0 0 0
chr22 47947411 47947721 309 Alu 307 307 307 0 0 0 0 0 0 0 0 0 0 0 0
chr22 48157771 48158113 341 Alu 341 317 317 24 24 0 0 0 0 0 0 0 0 0 0
chr22 49248455 49249361 905 Alu 825 825 825 0 0 0 0 0 0 0 0 0 0 906 1 NCAPH2
chr22 49372125 49372889 763 LTR 710 0 0 0 0 0 710 0 0 0 0 0 0 0 0
chr3 459888 462142 2253 HERV 2254 0 0 0 0 2254 2254 0 0 0 0 0 0 0 0



chr3 459888 462142 2253 LTR 2254 0 0 0 0 2254 2254 0 0 0 0 0 0 0 0
chr3 546748 547082 333 Alu 332 314 314 18 18 0 0 0 0 0 0 0 0 0 0
chr3 826047 832101 6053 L1 6038 0 0 6038 6038 0 0 0 0 0 0 0 0 0 0
chr3 864403 870494 6090 LTR 6013 0 0 0 0 0 6013 0 0 0 0 0 0 0 0
chr3 1753773 1754061 287 Alu 287 286 286 1 1 0 0 0 0 0 0 0 0 0 0
chr3 1756992 1757311 318 Alu 300 300 300 0 0 0 0 0 0 0 0 0 0 0 0
chr3 2023426 2025210 1783 L1 1696 0 0 1696 1601 0 0 0 0 0 0 0 0 0 0
chr3 3148085 3149501 1415 L1 1294 0 0 1294 1294 0 0 0 0 0 0 0 0 1416 1 TRNT1
chr3 3736030 3742094 6063 L1 6017 0 0 5995 5995 0 0 0 0 0 0 0 0 0 0
chr3 3848212 3848541 328 Alu 327 317 317 0 0 10 10 0 0 0 0 0 0 329 1 LRRN1
chr3 3979742 3985803 6060 L1 6033 0 0 6033 6033 0 0 0 0 0 0 0 0 0 0
chr3 4015654 4015987 332 Alu 328 328 312 0 0 0 0 0 0 0 0 0 0 0 0
chr3 4269901 4275992 6090 L1 6039 0 0 6039 6039 0 0 0 0 0 0 0 0 0 0
chr3 4458926 4459206 279 Alu 260 260 260 0 0 0 0 0 0 0 0 0 0 280 1 SUMF1
chr3 4933201 4939274 6072 L1 6053 0 0 6032 6032 0 0 0 0 0 0 0 0 0 0
chr3 5129891 5131444 1552 SVA 1476 0 0 0 0 0 0 1476 0 0 0 0 0 0 0
chr3 5159084 5160038 953 HERV 954 0 0 0 0 954 954 0 0 0 0 0 0 954 1 ARL8B
chr3 5159084 5160038 953 LTR 954 0 0 0 0 954 954 0 0 0 0 0 0 954 1 ARL8B
chr3 6716352 6716849 496 L1 497 0 0 497 497 0 0 0 0 0 0 0 0 0 0
chr3 8350255 8353245 2989 L1 2974 0 0 2948 2946 0 0 0 0 0 0 0 0 2990 1 LOC100288428
chr3 8455663 8457945 2281 SVA 2254 0 0 0 0 0 40 2214 0 0 0 0 0 2282 1 LOC100288428
chr3 8494592 8494909 316 Alu 313 313 313 0 0 0 0 0 0 0 0 0 0 317 1 LOC100288428
chr3 8798650 8799618 967 L1 966 0 0 930 930 0 0 0 0 0 0 0 0 0 0
chr3 9245457 9245776 318 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 319 1 SRGAP3
chr3 9576034 9577097 1062 SVA 1023 0 0 0 0 0 0 1023 0 0 0 0 0 0 0
chr3 10086120 10087853 1732 SVA 1718 0 0 33 33 0 0 1685 0 0 0 0 0 1733 1 FANCD2
chr3 10164977 10165298 320 Alu 302 302 302 0 0 0 0 0 0 0 0 0 0 321 1 VHL
chr3 10818874 10819210 335 Alu 334 308 308 0 0 0 0 0 26 0 0 0 0 0 0
chr3 11126636 11126940 303 Alu 303 293 293 10 10 0 0 0 0 0 0 0 0 0 0
chr3 11456786 11457109 322 Alu 299 299 299 0 0 0 0 0 0 0 0 0 0 323 1 ATG7
chr3 11518648 11519271 622 L1 621 0 0 621 621 0 0 0 0 0 0 0 0 623 1 ATG7
chr3 12044383 12049865 5481 L1 5415 0 0 5343 5343 0 0 0 0 0 0 0 0 5482 1 SYN2
chr3 12695086 12695831 744 Alu 730 672 672 0 0 0 0 0 58 0 0 0 0 0 0
chr3 12734955 12735503 547 Alu 501 501 501 0 0 0 0 0 0 0 0 0 0 0 0
chr3 13924438 13924622 183 Alu 183 165 165 18 18 0 0 0 0 0 0 0 0 0 0
chr3 15077671 15079583 1911 SVA 1883 2 0 0 0 0 0 1881 0 0 0 0 0 1912 1 MRPS25
chr3 15178498 15180796 2297 SVA 2216 0 0 0 0 0 0 2158 0 0 0 0 0 0 0
chr3 15407378 15407559 180 LTR 181 0 0 0 0 0 181 0 0 0 0 0 0 0 0
chr3 16032444 16040527 8082 HERV 8080 0 0 0 0 7697 8080 0 0 0 0 0 0 0 0
chr3 16032444 16040527 8082 LTR 8080 0 0 0 0 7697 8080 0 0 0 0 0 0 0 0
chr3 16166184 16166485 300 Alu 293 293 293 0 0 0 0 0 0 0 0 0 0 0 0
chr3 16776141 16776781 639 L1 640 0 0 640 640 0 0 0 0 0 0 0 0 0 0
chr3 17834628 17834958 329 LTR 329 0 0 0 0 0 329 0 0 0 0 0 0 0 0
chr3 18214347 18215360 1012 L1 1008 0 0 1008 1008 0 0 0 0 0 0 0 0 0 0
chr3 18706285 18710869 4583 L1 4512 0 0 4512 4512 0 0 0 0 0 0 0 0 0 0
chr3 18946869 18953067 6197 L1 6167 0 0 6037 6037 0 130 0 0 0 0 0 0 0 0
chr3 19424296 19424535 238 L1 239 0 0 239 239 0 0 0 0 0 0 0 0 239 1 KCNH8
chr3 19871546 19877573 6026 L1 6027 0 0 6027 6027 0 0 0 0 0 0 0 0 0 0
chr3 20498159 20500337 2177 L1 2169 0 0 2169 2169 0 0 0 0 0 0 0 0 0 0
chr3 21999621 22005721 6099 L1 6051 0 0 6051 6051 0 0 0 0 0 0 0 0 0 0
chr3 22345064 22345611 546 Alu 506 506 506 0 0 0 0 0 0 0 0 0 0 0 0
chr3 22817836 22823910 6073 L1 6024 0 0 6024 6024 0 0 0 0 0 0 0 0 0 0
chr3 23086095 23086399 303 Alu 302 298 298 0 0 0 4 0 0 0 0 0 0 0 0
chr3 23887106 23888911 1804 SVA 1722 0 0 0 0 0 0 1701 0 0 0 0 0 1805 1 UBE2E1
chr3 24480458 24480800 341 Alu 308 308 308 0 0 0 0 0 0 0 0 0 0 342 1 THRB
chr3 25455910 25456115 204 Alu 205 205 205 0 0 0 0 0 0 0 0 0 0 205 1 RARB
chr3 26414506 26420543 6036 L1 6027 0 0 6027 6027 0 0 0 0 0 0 0 0 0 0
chr3 27109343 27110239 895 L1 825 0 0 825 825 0 0 0 0 0 0 0 0 0 0
chr3 27220752 27222510 1757 L1 1744 0 0 1744 1744 0 0 0 0 0 0 0 0 0 0
chr3 28142478 28142786 307 Alu 308 308 308 308 308 0 0 0 0 0 0 0 0 0 0
chr3 28142478 28142786 307 L1 308 308 308 308 308 0 0 0 0 0 0 0 0 0 0
chr3 28509578 28511728 2149 L1 2111 0 0 2056 2056 0 0 0 0 0 0 0 0 2150 1 ZCWPW2



chr3 29764058 29764304 245 LTR 225 0 0 0 0 0 225 0 0 0 0 0 0 246 1 RBMS3
chr3 29829908 29831300 1391 L1 1357 0 0 1357 1357 0 0 0 0 0 0 0 0 1392 1 RBMS3
chr3 30427874 30430777 2902 L1 2872 0 0 2847 2847 0 0 0 0 0 0 0 0 0 0
chr3 31518657 31518994 336 Alu 333 333 333 0 0 0 0 0 0 0 0 0 0 0 0
chr3 31569308 31569648 339 Alu 326 307 307 19 19 0 0 0 0 0 0 0 0 340 1 STT3B
chr3 31694296 31694600 303 Alu 304 304 304 0 0 0 0 0 0 0 0 0 0 304 1 OSBPL10
chr3 32178873 32179153 279 Alu 278 270 270 0 0 0 8 0 0 0 0 0 0 280 1 GPD1L
chr3 32185500 32187123 1622 SVA 1554 0 0 0 0 0 0 1554 0 0 0 0 0 0 0
chr3 32667962 32668388 425 Alu 416 393 393 0 0 0 0 0 23 0 0 0 0 0 0
chr3 32679911 32681426 1514 SVA 1451 0 0 0 0 0 0 1451 0 0 0 0 0 0 0
chr3 33587509 33588090 580 Alu 578 578 578 0 0 0 0 0 0 0 0 0 0 581 1 CLASP2
chr3 33951393 33951696 302 Alu 302 298 298 4 0 0 0 0 0 0 0 0 0 0 0
chr3 34429618 34435688 6069 L1 6034 0 0 6028 6028 0 6 0 0 0 0 0 0 0 0
chr3 35432962 35433286 323 Alu 316 316 316 0 0 0 0 0 0 0 0 0 0 0 0
chr3 35916866 35919650 2783 L1 2772 0 0 2772 2772 0 0 0 0 0 0 0 0 0 0
chr3 37583690 37585718 2027 LTR 2004 0 0 0 0 0 2004 0 0 0 0 0 0 2028 1 ITGA9
chr3 38069252 38070740 1487 SVA 1484 0 0 0 0 0 0 1456 0 0 0 0 0 1488 1 DLEC1
chr3 38306457 38313827 7369 LTR 7366 0 0 5 5 6365 7361 0 0 0 0 0 0 0 0
chr3 38753463 38753769 305 Alu 301 301 301 0 0 0 0 0 0 0 0 0 0 306 1 SCN10A
chr3 39243454 39245116 1661 SVA 1651 0 0 54 54 0 0 1504 0 0 0 0 0 0 0
chr3 39600790 39602924 2133 L1 2131 0 0 2117 2117 0 14 0 0 0 0 0 0 0 0
chr3 39667376 39668515 1138 SVA 1127 0 0 0 0 0 0 1127 0 0 0 0 0 0 0
chr3 40056642 40058812 2169 L1 2002 0 0 1973 1973 0 9 0 0 0 0 0 0 2170 1 MYRIP
chr3 40746364 40748828 2463 L1 2464 0 0 2464 2464 0 0 0 0 0 0 0 0 0 0
chr3 41321664 41323680 2015 SVA 1981 0 0 0 0 0 0 1981 0 0 0 0 0 2016 1 ULK4
chr3 41595986 41596299 312 Alu 300 300 300 0 0 0 0 0 0 0 0 0 0 313 1 ULK4
chr3 41793080 41796647 3566 L1 3546 133 133 3413 3413 0 0 0 0 0 0 0 0 3567 1 ULK4
chr3 42465375 42465690 314 Alu 314 314 314 0 0 0 0 0 0 0 0 0 0 0 0
chr3 42615886 42616204 317 Alu 316 294 294 22 22 0 0 0 0 0 0 0 0 0 0
chr3 42795531 42795709 177 Alu 173 173 173 0 0 0 0 0 0 0 0 0 0 0 0
chr3 42813303 42815821 2517 SVA 2489 0 0 0 0 0 80 2371 0 0 0 0 0 2518 1 HIGD1A
chr3 42993286 42993600 313 Alu 305 305 305 0 0 0 0 0 0 0 0 0 0 0 0
chr3 43081139 43087403 6263 L1 6164 43 43 6015 6015 0 46 0 0 0 0 0 0 0 0
chr3 43502795 43505848 3052 L1 3035 0 0 3033 3033 0 2 0 0 0 0 0 0 3053 1 ANO10
chr3 43790985 43791311 325 Alu 307 307 307 0 0 0 0 0 0 0 0 0 0 0 0
chr3 44717934 44718313 378 Alu 368 368 368 0 0 0 0 0 0 0 0 0 0 0 0
chr3 45995357 45995659 301 Alu 298 298 298 0 0 0 0 0 0 0 0 0 0 302 1 FYCO1
chr3 46198516 46198809 292 Alu 291 276 276 15 15 0 0 0 0 0 0 0 0 0 0
chr3 46524809 46525131 321 Alu 317 317 317 0 0 0 0 0 0 0 0 0 0 0 0
chr3 46799560 46805704 6143 L1 6134 0 0 6134 6134 0 0 0 0 0 0 0 0 0 0
chr3 47272163 47273686 1522 SVA 1465 0 0 0 0 0 0 1429 12 0 0 0 0 1523 1 KIF9
chr3 47276016 47277002 985 LTR 967 0 0 0 0 0 967 0 0 0 0 0 0 986 1 KIF9
chr3 47433110 47433418 307 Alu 308 308 308 0 0 0 0 0 0 0 0 0 0 308 1 SCAP
chr3 47700463 47700761 297 Alu 288 288 288 0 0 0 0 0 0 0 0 0 0 298 1 SMARCC1
chr3 48071669 48074158 2488 SVA 2376 0 0 9 9 0 0 2367 0 0 0 0 0 2489 1 MAP4
chr3 48140744 48141058 313 Alu 307 307 307 0 0 0 0 0 0 0 0 0 0 0 0
chr3 48745875 48747888 2012 SVA 2012 0 0 0 0 0 34 1978 0 0 0 0 0 0 0
chr3 48918363 48918656 292 Alu 290 290 290 0 0 0 0 0 0 0 0 0 0 0 0
chr3 49062343 49062872 528 Alu 512 512 512 0 0 0 0 0 0 0 0 0 0 529 1 QRICH1
chr3 49099392 49100218 825 Alu 787 787 787 0 0 0 0 0 0 0 0 0 0 826 1 QRICH1
chr3 49172746 49173089 342 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 0 0
chr3 49302754 49304673 1918 Alu 1728 1728 1728 0 0 0 0 0 0 0 0 0 0 1919 1 USP4
chr3 49469276 49469615 338 Alu 337 337 310 0 0 0 0 0 0 0 0 0 0 0 0
chr3 49898447 49898903 455 Alu 417 417 417 0 0 0 0 0 0 0 0 0 0 0 0
chr3 50096074 50098384 2309 SVA 2238 0 0 0 0 0 0 2238 0 0 0 0 0 0 0
chr3 50142302 50142715 412 Alu 411 384 384 0 0 0 27 0 0 0 0 0 0 0 0
chr3 50297509 50298092 582 Alu 581 581 581 0 0 0 0 0 0 0 0 0 0 583 1 C3orf45
chr3 50348081 50348459 377 Alu 374 374 374 0 0 0 0 0 0 0 0 0 0 378 1 RASSF1
chr3 50532314 50533293 978 LTR 956 0 0 0 0 0 956 0 0 0 0 0 0 0 0
chr3 51113502 51113910 407 Alu 382 382 382 0 0 0 0 0 0 0 0 0 0 408 1 DOCK3
chr3 51260684 51262902 2217 SVA 2132 94 94 0 0 0 0 1992 0 0 0 0 0 2218 1 DOCK3
chr3 51320690 51322158 1467 SVA 1467 0 0 51 51 0 0 1416 0 0 0 0 0 1468 1 DOCK3



chr3 52508662 52508974 311 Alu 303 300 300 3 0 0 0 0 0 0 0 0 0 312 1 STAB1
chr3 52775772 52776269 496 Alu 470 470 470 0 0 0 0 0 0 0 0 0 0 497 1 NEK4
chr3 53021458 53021768 309 Alu 297 297 297 0 0 0 0 0 0 0 0 0 0 310 1 SFMBT1
chr3 53374346 53380397 6050 L1 6028 0 0 6028 6028 0 0 0 0 0 0 0 0 6051 1 MIR1303
chr3 54403383 54409392 6008 L1 6002 0 0 6002 6002 0 0 0 0 0 0 0 0 6009 1 CACNA2D3
chr3 55854263 55854597 333 Alu 308 303 303 0 0 0 0 0 5 0 0 0 0 334 1 ERC2
chr3 56387142 56387658 515 L1 507 0 0 507 507 0 0 0 0 0 0 0 0 516 1 ERC2
chr3 57592462 57592958 495 Alu 493 493 473 0 0 0 0 0 0 0 0 0 0 496 1 FAM116A
chr3 57707662 57709577 1914 SVA 1841 0 0 0 0 0 0 1791 0 0 0 0 0 0 0
chr3 57722519 57722837 317 Alu 304 304 304 0 0 0 0 0 0 0 0 0 0 318 1 SLMAP
chr3 57945577 57945936 358 Alu 357 334 334 0 0 0 23 0 0 0 0 0 0 0 0
chr3 58250004 58252301 2296 SVA 2280 109 109 0 0 0 0 2171 0 0 0 0 0 2297 1 ABHD6
chr3 58775076 58783369 8292 L1 8278 0 0 8248 8248 0 0 0 0 0 0 0 0 8293 1 C3orf67
chr3 59100257 59100597 339 Alu 313 313 313 0 0 0 0 0 0 0 0 0 0 0 0
chr3 59165083 59165406 322 Alu 322 322 312 0 0 0 0 0 0 0 0 0 0 0 0
chr3 60338129 60338589 459 Alu 415 415 415 0 0 0 0 0 0 0 0 0 0 460 1 FHIT
chr3 60494903 60495238 334 Alu 317 317 317 0 0 0 0 0 0 0 0 0 0 335 1 FHIT
chr3 61631850 61633556 1705 SVA 1694 0 0 0 0 0 0 1634 0 0 0 0 0 1706 1 PTPRG
chr3 61978126 61978436 309 Alu 303 303 303 0 0 0 0 0 0 0 0 0 0 310 1 MIR548A3
chr3 62807973 62813144 5170 L1 5145 0 0 5145 5145 0 0 0 0 0 0 0 0 5171 1 CADPS
chr3 63096926 63103158 6231 L1 6088 0 0 6088 6088 0 0 0 0 0 0 0 0 0 0
chr3 63113750 63116670 2919 L1 2789 0 0 2763 2763 0 0 0 0 0 0 0 0 0 0
chr3 63172392 63178430 6037 L1 6005 0 0 6005 6005 0 0 0 0 0 0 0 0 0 0
chr3 64005668 64005949 280 Alu 281 281 281 0 0 0 0 0 0 0 0 0 0 0 0
chr3 65469836 65476036 6199 L1 6021 0 0 5903 5903 0 0 0 118 0 0 0 0 6200 1 MAGI1
chr3 65477428 65477744 315 Alu 314 314 308 0 0 0 0 0 0 0 0 0 0 316 1 MAGI1
chr3 65657529 65660629 3099 L1 3098 0 0 3023 3023 0 0 0 75 0 0 0 0 3100 1 MAGI1
chr3 66024300 66024609 308 Alu 298 298 298 0 0 0 0 0 0 0 0 0 0 0 0
chr3 66415106 66415497 390 Alu 389 389 389 0 0 0 0 0 0 0 0 0 0 391 1 SLC25A26
chr3 67201930 67202255 324 Alu 323 301 301 0 0 0 22 0 0 0 0 0 0 0 0
chr3 67947370 67948842 1471 L1 1387 0 0 1387 1387 0 0 0 0 0 0 0 0 0 0
chr3 68745144 68745482 337 Alu 336 309 309 27 27 0 0 0 0 0 0 0 0 0 0
chr3 69823355 69823677 321 Alu 313 313 313 0 0 0 0 0 0 0 0 0 0 0 0
chr3 69928328 69928625 296 Alu 281 281 281 0 0 0 0 0 0 0 0 0 0 297 1 MITF
chr3 70120818 70121115 296 Alu 287 287 287 0 0 0 0 0 0 0 0 0 0 0 0
chr3 70319271 70319574 302 Alu 303 303 303 0 0 0 0 0 0 0 0 0 0 0 0
chr3 70497809 70498155 345 Alu 344 317 317 27 27 0 0 0 0 0 0 0 0 0 0
chr3 71896455 71896796 340 Alu 323 323 323 0 0 0 0 0 0 0 0 0 0 0 0
chr3 73917347 73917620 272 Alu 270 270 270 0 0 0 0 0 0 0 0 0 0 0 0
chr3 74184957 74185266 308 Alu 302 302 302 0 0 0 0 0 0 0 0 0 0 0 0
chr3 75101580 75103136 1555 L1 1555 10 10 1517 1517 0 0 0 0 0 0 0 0 0 0
chr3 75223793 75229853 6059 L1 6057 0 0 6029 6029 0 0 0 0 0 0 0 0 0 0
chr3 75251624 75257724 6099 L1 6031 0 0 6031 6031 0 0 0 0 0 0 0 0 0 0
chr3 75777053 75778249 1195 LTR 1177 0 0 0 0 0 1177 0 0 0 0 0 0 0 0
chr3 77895510 77901523 6012 L1 6003 0 0 5985 5985 0 18 0 0 0 0 0 0 0 0
chr3 79857035 79857365 329 Alu 329 307 307 0 0 0 22 0 0 0 0 0 0 330 1 ROBO1
chr3 81007990 81009382 1391 L1 1276 0 0 1276 1276 0 0 0 0 0 0 0 0 0 0
chr3 81023346 81029530 6183 L1 6018 0 0 6018 6018 0 0 0 0 0 0 0 0 0 0
chr3 81428773 81429068 294 Alu 295 295 295 0 0 0 0 0 0 0 0 0 0 0 0
chr3 82464874 82471370 6495 L1 6241 82 82 6099 6099 0 0 0 0 0 0 0 0 0 0
chr3 82774525 82776100 1574 LTR 1575 0 0 0 0 0 1575 0 0 0 0 0 0 0 0
chr3 82998632 82999507 874 L1 875 0 0 875 875 0 0 0 0 0 0 0 0 0 0
chr3 83169634 83171303 1668 L1 1659 0 0 1659 1591 0 0 0 0 0 0 0 0 0 0
chr3 83717825 83718844 1018 L1 1017 0 0 1017 1017 0 0 0 0 0 0 0 0 0 0
chr3 84785352 84785766 413 L1 413 0 0 413 413 0 0 0 0 0 0 0 0 0 0
chr3 84888452 84888600 147 LTR 148 0 0 0 0 0 148 0 0 0 0 0 0 0 0
chr3 86964596 86964904 307 Alu 307 303 303 0 0 0 4 0 0 0 0 0 0 0 0
chr3 87871531 87871747 215 LTR 216 0 0 0 0 0 216 0 0 0 0 0 0 0 0
chr3 87975342 87977733 2390 L1 2196 0 0 2172 2172 0 0 0 0 0 0 0 0 0 0
chr3 88761655 88761986 330 Alu 315 310 310 5 5 0 0 0 0 0 0 0 0 0 0
chr3 88873190 88873500 309 Alu 309 307 307 0 0 0 2 0 0 0 0 0 0 0 0
chr3 89351530 89351839 308 Alu 308 302 302 0 0 0 0 0 6 0 0 0 0 309 1 EPHA3



chr3 89401439 89401696 256 L1 236 0 0 234 234 0 0 0 2 0 0 0 0 257 1 EPHA3
chr3 89592640 89598696 6055 L1 6030 0 0 6030 6030 0 0 0 0 0 0 0 0 6056 1 EPHA3
chr3 90080257 90080537 279 L1 280 0 0 280 280 0 0 0 0 0 0 0 0 0 0
chr3 95946948 95953042 6093 L1 6081 0 0 6026 6026 0 55 0 0 0 0 0 0 0 0
chr3 96127122 96127457 334 Alu 304 304 304 0 0 0 0 0 0 0 0 0 0 0 0
chr3 96238308 96239408 1099 L1 1100 0 0 1100 1100 0 0 0 0 0 0 0 0 0 0
chr3 97004002 97007524 3521 L1 3473 0 0 3473 3473 0 0 0 0 0 0 0 0 0 0
chr3 97691769 97692077 307 Alu 308 308 308 0 0 0 0 0 0 0 0 0 0 0 0
chr3 99667393 99669585 2191 L1 2109 0 0 2109 2109 0 0 0 0 0 0 0 0 0 0
chr3 100130842 100131169 326 Alu 325 308 308 17 17 0 0 0 0 0 0 0 0 0 0
chr3 100934651 100940787 6135 L1 6107 0 0 6103 6103 0 10 0 0 0 0 0 0 6136 1 COL8A1
chr3 101268053 101268353 299 Alu 293 293 293 0 0 0 0 0 0 0 0 0 0 300 1 FILIP1L
chr3 101789446 101789791 344 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 0 0
chr3 102998944 102999744 799 L1 798 14 0 784 784 0 0 0 0 0 0 0 0 800 1 FAM55C
chr3 103416982 103419276 2293 L1 2292 0 0 2277 2277 0 0 0 15 0 0 0 0 0 0
chr3 103690871 103691175 303 Alu 303 303 303 0 0 0 0 0 0 0 0 0 0 0 0
chr3 103766469 103766805 335 Alu 319 317 317 0 0 0 2 0 0 0 0 0 0 0 0
chr3 104293041 104293353 311 Alu 311 310 310 1 1 0 0 0 0 0 0 0 0 0 0
chr3 104421969 104428022 6052 L1 6027 0 0 6027 6027 0 0 0 0 0 0 0 0 0 0
chr3 104732390 104733191 800 SVA 731 0 0 0 0 0 0 731 0 0 0 0 0 0 0
chr3 105467071 105467452 380 L1 379 0 0 351 351 0 0 0 0 0 0 0 0 0 0
chr3 105539608 105540439 830 L1 831 0 0 831 831 0 0 0 0 0 0 0 0 0 0
chr3 105898986 105899133 146 L1 135 0 0 135 135 0 0 0 0 0 0 0 0 0 0
chr3 106224297 106224977 679 LTR 680 0 0 0 0 0 680 0 0 0 0 0 0 0 0
chr3 106765194 106765522 327 Alu 317 317 317 0 0 0 0 0 0 0 0 0 0 328 1 ALCAM
chr3 106804551 106805049 497 HERV 498 0 0 0 0 498 498 0 0 0 0 0 0 0 0
chr3 106804551 106805049 497 LTR 498 0 0 0 0 498 498 0 0 0 0 0 0 0 0
chr3 107727294 107728455 1160 L1 1161 0 0 1161 1161 0 0 0 0 0 0 0 0 0 0
chr3 108176968 108183123 6154 L1 6071 0 0 6031 6031 0 0 0 0 0 0 0 0 0 0
chr3 109087334 109090706 3371 L1 3323 0 0 3323 3323 0 0 0 0 0 0 0 0 3372 1 LOC285205
chr3 109227145 109228490 1344 SVA 1291 0 0 0 0 0 0 1291 0 0 0 0 0 0 0
chr3 109249891 109250220 328 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 329 1 CD47
chr3 109950923 109957012 6088 L1 6058 0 0 6024 6024 0 0 0 0 0 0 0 0 0 0
chr3 110324811 110326707 1895 SVA 1870 0 0 0 0 0 0 1808 0 0 0 0 0 0 0
chr3 110401277 110407480 6202 L1 6030 0 0 6030 6030 0 0 0 0 0 0 0 0 0 0
chr3 110840615 110840925 309 Alu 309 288 288 21 21 0 0 0 0 0 0 0 0 0 0
chr3 112608784 112609872 1087 L1 1088 0 0 1088 1088 0 0 0 0 0 0 0 0 0 0
chr3 113032061 113032381 319 Alu 304 304 304 0 0 0 0 0 0 0 0 0 0 320 1 PHLDB2
chr3 113351011 113351149 137 L1 138 0 0 138 138 0 0 0 0 0 0 0 0 138 1 SLC9A10
chr3 113757786 113758598 811 SVA 772 2 0 0 0 0 0 770 0 0 0 0 0 812 1 ATG3
chr3 114134530 114136135 1604 L1 1591 50 50 1541 1541 0 0 0 0 0 0 0 0 1605 1 CD200R1
chr3 114225782 114235075 9292 LTR 9258 0 0 0 0 7238 9258 0 0 0 0 0 0 0 0
chr3 114247146 114249145 1998 SVA 1950 0 0 0 0 0 0 1950 0 0 0 0 0 0 0
chr3 115472160 115472488 327 Alu 326 309 309 17 17 0 0 0 0 0 0 0 0 0 0
chr3 115863400 115865547 2146 L1 2083 0 0 2083 2083 0 0 0 0 0 0 0 0 2147 1 ZBTB20
chr3 116670273 116671248 974 L1 937 0 0 917 917 0 20 0 0 0 0 0 0 0 0
chr3 117649438 117649822 383 L1 344 0 0 344 344 0 0 0 0 0 0 0 0 0 0
chr3 118170948 118171389 440 LTR 440 0 0 0 0 0 440 0 0 0 0 0 0 0 0
chr3 119806676 119808059 1382 L1 1323 1 0 1297 1297 0 0 0 0 0 0 0 0 0 0
chr3 120056360 120056677 316 Alu 315 307 307 0 0 0 8 0 0 0 0 0 0 0 0
chr3 120404596 120404911 314 Alu 307 307 307 0 0 0 0 0 0 0 0 0 0 315 1 UPK1B
chr3 120887294 120889489 2194 LTR 2193 0 0 0 0 0 2193 0 0 0 0 0 0 0 0
chr3 121548910 121549228 317 Alu 313 313 313 0 0 0 0 0 0 0 0 0 0 318 1 LRRC58
chr3 122723801 122724149 347 Alu 342 316 316 0 0 0 0 0 26 0 0 0 0 348 1 POLQ
chr3 122889684 122891229 1544 SVA 1508 0 0 0 0 0 0 1508 0 0 0 0 0 1545 1 GOLGB1
chr3 122993910 122994215 304 Alu 300 300 300 0 0 0 0 0 0 0 0 0 0 305 1 IQCB1
chr3 123693390 123693728 337 Alu 306 306 306 0 0 0 0 0 0 0 0 0 0 338 1 KPNA1
chr3 123948125 123950098 1972 SVA 1781 0 0 0 0 0 0 1781 0 0 0 0 0 1973 1 HSPBAP1
chr3 124112049 124112374 324 Alu 302 302 302 0 0 0 0 0 0 0 0 0 0 325 1 SEMA5B
chr3 125567591 125570667 3075 SVA 2790 0 0 0 0 0 0 2765 0 0 0 0 0 3076 1 KALRN
chr3 126208451 126208759 307 Alu 306 306 306 0 0 0 0 0 0 0 0 0 0 308 1 HEG1
chr3 126542231 126542573 341 Alu 340 308 308 32 32 0 0 0 0 0 0 0 0 342 1 ZNF148



chr3 126723632 126723978 345 Alu 330 330 330 0 0 0 0 0 0 0 0 0 0 0 0
chr3 127091948 127101156 9207 LTR 9140 51 51 0 0 7529 9089 0 0 0 0 0 0 0 0
chr3 127524562 127527969 3406 L1 3288 0 0 3127 3127 0 0 0 0 0 0 0 0 0 0
chr3 127533131 127539125 5993 L1 5979 0 0 5979 5979 0 0 0 0 0 0 0 0 0 0
chr3 127588845 127589174 328 Alu 313 310 310 3 3 0 0 0 0 0 0 0 0 0 0
chr3 127841624 127841956 331 Alu 311 311 311 0 0 0 0 0 0 0 0 0 0 332 1 TXNRD3
chr3 128246203 128246513 309 Alu 298 298 298 0 0 0 0 0 0 0 0 0 0 0 0
chr3 128379212 128379519 306 Alu 306 298 298 0 0 0 8 0 0 0 0 0 0 0 0
chr3 128482185 128482510 324 Alu 302 302 302 0 0 0 0 0 0 0 0 0 0 0 0
chr3 128793890 128794236 345 Alu 344 316 316 0 0 0 28 0 0 0 0 0 0 0 0
chr3 129083864 129084201 336 Alu 317 317 317 0 0 0 0 0 0 0 0 0 0 0 0
chr3 129326539 129326858 318 Alu 308 308 308 0 0 0 0 0 0 0 0 0 0 0 0
chr3 129844283 129844848 564 Alu 563 563 563 0 0 0 0 0 0 0 0 0 0 565 1 RPN1
chr3 130054530 130054851 320 Alu 297 297 297 0 0 0 0 0 0 0 0 0 0 0 0
chr3 130539975 130542433 2457 SVA 2399 0 0 7 0 0 0 2392 0 0 0 0 0 0 0
chr3 130563175 130565930 2754 SVA 2621 0 0 0 0 0 18 2603 0 0 0 0 0 0 0
chr3 130667134 130667630 495 Alu 494 494 494 0 0 0 0 0 0 0 0 0 0 496 1 IFT122
chr3 130842790 130843617 826 LTR 787 0 0 0 0 0 787 0 0 0 0 0 0 0 0
chr3 131830273 131835808 5534 L1 5393 0 0 5330 5330 0 0 0 0 0 0 0 0 5535 1 COL6A6
chr3 132068796 132071106 2309 SVA 2268 0 0 0 0 0 0 2122 146 0 0 0 0 0 0
chr3 132111677 132114818 3140 L1 3120 0 0 3120 3120 0 0 0 0 0 0 0 0 3141 1 ATP2C1
chr3 132369863 132370204 340 Alu 327 310 310 0 0 0 0 0 17 0 0 0 0 341 1 NEK11
chr3 132609542 132612582 3039 L1 3039 0 0 3039 3039 0 0 0 0 0 0 0 0 0 0
chr3 132837374 132837653 278 Alu 277 265 265 12 12 0 0 0 0 0 0 0 0 279 1 CPNE4
chr3 134008606 134011547 2940 L1 2912 0 0 2912 2912 0 0 0 0 0 0 0 0 2941 1 NCRNA00119
chr3 134147484 134153579 6094 L1 6027 0 0 6027 6027 0 0 0 0 0 0 0 0 0 0
chr3 134428724 134429051 326 Alu 306 306 306 0 0 0 0 0 0 0 0 0 0 327 1 TMEM108
chr3 134506657 134507148 490 L1 489 0 0 489 489 0 0 0 0 0 0 0 0 491 1 TMEM108
chr3 134687449 134687777 327 Alu 326 310 310 0 0 0 0 0 0 0 0 0 0 0 0
chr3 134972994 134973307 312 Alu 312 308 308 4 4 0 0 0 0 0 0 0 0 313 1 TF
chr3 134986441 134987808 1366 SVA 1276 0 0 0 0 0 0 1276 0 0 0 0 0 1367 1 SRPRB
chr3 136156608 136157263 654 L1 643 0 0 608 608 0 0 0 0 0 0 0 0 655 1 EPHB1
chr3 136374558 136374874 315 Alu 301 301 301 0 0 0 0 0 0 0 0 0 0 316 1 EPHB1
chr3 136396861 136397829 967 L1 958 0 0 931 931 0 0 0 0 0 0 0 0 968 1 EPHB1
chr3 136685650 136685955 304 Alu 290 290 290 0 0 0 0 0 0 0 0 0 0 0 0
chr3 136860113 136866225 6111 L1 6101 0 0 6079 6079 0 0 0 0 0 0 0 0 0 0
chr3 136889924 136890258 333 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 0 0
chr3 136961860 136962133 272 LTR 271 0 0 0 0 0 246 0 0 0 0 0 0 0 0
chr3 137924133 137926168 2034 SVA 2012 0 0 9 0 0 0 1953 0 0 0 0 0 2035 1 STAG1
chr3 138295349 138297510 2160 L1 2142 0 0 2090 2090 0 0 0 0 0 0 0 0 0 0
chr3 138656381 138662536 6154 L1 6142 0 0 6142 6142 0 0 0 0 0 0 0 0 0 0
chr3 138835054 138841320 6265 L1 6256 0 0 6256 6256 0 0 0 0 0 0 0 0 0 0
chr3 138960671 138960971 299 Alu 300 300 300 0 0 0 0 0 0 0 0 0 0 0 0
chr3 139008471 139008772 300 Alu 295 295 295 0 0 0 0 0 0 0 0 0 0 0 0
chr3 140268590 140270214 1623 L1 1619 0 0 1619 1619 0 0 0 0 0 0 0 0 0 0
chr3 141616318 141617382 1063 L1 1064 0 0 1064 1064 0 0 0 0 0 0 0 0 1064 1 CLSTN2
chr3 142313901 142314218 316 Alu 305 305 305 0 0 0 0 0 0 0 0 0 0 317 1 SPSB4
chr3 142958651 142964697 6045 L1 6004 0 0 6004 6004 0 0 0 0 0 0 0 0 0 0
chr3 142978857 142979134 276 Alu 260 260 260 0 0 0 0 0 0 0 0 0 0 0 0
chr3 143593859 143595186 1326 L1 1325 0 0 1325 1316 0 0 0 0 0 0 0 0 1327 1 XRN1
chr3 143831827 143832332 504 Alu 473 462 462 11 11 0 0 0 0 0 0 0 0 505 1 PLS1
chr3 144247761 144249501 1739 SVA 1627 0 0 0 0 0 0 1571 0 0 0 0 0 1740 1 SR140
chr3 144287116 144289276 2159 SVA 2048 28 28 0 0 0 0 2020 0 0 0 0 0 0 0
chr3 145687115 145687669 553 Alu 552 552 552 0 0 0 0 0 0 0 0 0 0 0 0
chr3 146682732 146683578 845 SVA 805 0 0 0 0 0 0 805 0 0 0 0 0 0 0
chr3 146733723 146733886 162 L1 162 0 0 162 162 0 0 0 0 0 0 0 0 0 0
chr3 148771640 148772050 409 Alu 373 373 373 0 0 0 0 0 0 0 0 0 0 0 0
chr3 149111324 149111645 320 Alu 305 305 305 0 0 0 0 0 0 0 0 0 0 0 0
chr3 149630557 149631971 1413 L1 1372 0 0 1372 1372 0 0 0 0 0 0 0 0 0 0
chr3 150008130 150009517 1386 LTR 1385 0 0 0 0 0 1385 0 0 0 0 0 0 0 0
chr3 150257311 150257936 624 Alu 614 613 613 0 0 0 0 0 1 0 0 0 0 625 1 HLTF
chr3 150432716 150433404 687 L1 617 0 0 617 617 0 0 0 0 0 0 0 0 0 0



chr3 150535343 150535615 271 L1 270 0 0 270 256 0 0 0 0 0 0 0 0 0 0
chr3 150644783 150646332 1548 SVA 1464 0 0 0 0 0 0 1426 0 0 0 0 0 0 0
chr3 150929111 150929459 347 Alu 346 346 346 0 0 0 0 0 0 0 0 0 0 0 0
chr3 151069805 151070107 301 Alu 300 295 295 5 5 0 0 0 0 0 0 0 0 302 1 RNF13
chr3 151282210 151282456 245 Alu 245 245 238 0 0 0 0 0 0 0 0 0 0 0 0
chr3 151568937 151569248 310 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 0 0
chr3 151845796 151846384 587 L1 588 0 0 588 588 0 0 0 0 0 0 0 0 0 0
chr3 153568821 153570568 1746 L1 1747 0 0 1747 1747 0 0 0 0 0 0 0 0 1747 1 MBNL1
chr3 153794402 153795868 1465 L1 1421 0 0 1421 1421 0 0 0 0 0 0 0 0 0 0
chr3 154436170 154442294 6123 L1 6063 0 0 6025 6025 0 0 0 38 0 0 0 0 0 0
chr3 154577821 154579466 1644 LTR 1545 0 0 0 0 0 1545 0 0 0 0 0 0 0 0
chr3 155032315 155032630 314 Alu 308 308 308 0 0 0 0 0 0 0 0 0 0 0 0
chr3 155416963 155418027 1063 L1 1032 0 0 992 992 0 0 0 0 0 0 0 0 1064 1 SGEF
chr3 155712612 155712945 332 Alu 311 311 311 0 0 0 0 0 0 0 0 0 0 0 0
chr3 156111506 156115339 3832 L1 3804 0 0 3804 3804 0 0 0 0 0 0 0 0 0 0
chr3 156319811 156325973 6161 L1 6064 37 37 6027 6027 0 0 0 0 0 0 0 0 6162 1 MME
chr3 156410009 156411012 1002 L1 980 0 0 980 980 0 0 0 0 0 0 0 0 0 0
chr3 156706790 156712761 5970 L1 5884 20 0 5864 5864 0 0 0 0 0 0 0 0 5971 1 PLCH1
chr3 156981483 156981769 285 Alu 285 275 275 0 0 0 10 0 0 0 0 0 0 286 1 C3orf33
chr3 157141609 157141907 297 Alu 293 293 293 0 0 0 0 0 0 0 0 0 0 0 0
chr3 157365483 157365803 319 Alu 309 309 309 0 0 0 0 0 0 0 0 0 0 320 1 KCNAB1
chr3 157479379 157485543 6163 L1 6160 0 0 6016 6016 0 0 0 144 0 0 0 0 6164 1 KCNAB1
chr3 158513399 158513788 388 Alu 388 388 388 0 0 0 0 0 0 0 0 0 0 389 1 VEPH1
chr3 158624750 158626770 2019 LTR 1921 0 0 0 0 0 1921 0 0 0 0 0 0 2020 1 VEPH1
chr3 159220160 159226224 6063 L1 6050 0 0 6027 6027 0 0 0 0 0 0 0 0 0 0
chr3 159834999 159841037 6037 L1 6036 0 0 6016 6016 0 0 0 20 0 0 0 0 0 0
chr3 160033798 160034142 343 Alu 308 308 308 0 0 0 0 0 0 0 0 0 0 0 0
chr3 160256384 160257529 1144 L1 1084 0 0 1084 1084 0 0 0 0 0 0 0 0 0 0
chr3 160295812 160301888 6075 L1 6044 0 0 6044 6044 0 0 0 0 0 0 0 0 6076 1 IQCJ
chr3 162174259 162177611 3351 L1 3279 0 0 3235 3235 0 0 0 0 0 0 0 0 3352 1 PPM1L
chr3 162568892 162569218 325 Alu 324 298 298 26 26 0 0 0 0 0 0 0 0 326 1 C3orf57
chr3 163606281 163612449 6167 L1 6065 0 0 6026 6026 0 0 0 0 0 0 0 0 0 0
chr3 163680537 163681935 1397 L1 1398 0 0 1398 1398 0 0 0 0 0 0 0 0 0 0
chr3 164437421 164443470 6048 L1 6028 0 0 6020 6020 0 8 0 0 0 0 0 0 0 0
chr3 164946866 164947186 319 Alu 318 302 302 16 16 0 0 0 0 0 0 0 0 0 0
chr3 165833364 165834252 887 L1 873 0 0 873 873 0 0 0 0 0 0 0 0 0 0
chr3 165849179 165851244 2064 LTR 2063 0 0 0 0 0 2063 0 0 0 0 0 0 0 0
chr3 166502110 166502550 439 Alu 439 439 439 0 0 0 0 0 0 0 0 0 0 0 0
chr3 166786069 166791696 5626 L1 5250 0 0 5250 5250 0 0 0 0 0 0 0 0 0 0
chr3 167428495 167432973 4477 L1 4421 0 0 4421 4421 0 0 0 0 0 0 0 0 0 0
chr3 167701281 167706897 5615 LTR 5609 0 0 0 0 5010 5609 0 0 0 0 0 0 0 0
chr3 167951268 167951528 259 L1 257 0 0 257 257 0 0 0 0 0 0 0 0 0 0
chr3 168043102 168044574 1471 LTR 1470 19 19 0 0 0 1451 0 0 0 0 0 0 0 0
chr3 169211509 169217584 6074 L1 6022 0 0 6022 6022 0 0 0 0 0 0 0 0 6075 1 GOLIM4
chr3 169246777 169247030 252 SVA 241 0 0 0 0 0 0 241 0 0 0 0 0 253 1 GOLIM4
chr3 169551918 169555632 3713 L1 3667 0 0 3667 3667 0 0 0 0 0 0 0 0 3714 1 C3orf50
chr3 170207999 170208148 148 LTR 149 0 0 0 0 0 149 0 0 0 0 0 0 0 0
chr3 170751308 170751593 284 Alu 273 273 273 0 0 0 0 0 0 0 0 0 0 285 1 MECOM
chr3 170879756 170886009 6252 L1 6229 200 200 6029 6029 0 0 0 0 0 0 0 0 0 0
chr3 171378625 171378932 306 Alu 305 289 289 0 0 0 16 0 0 0 0 0 0 307 1 PHC3
chr3 171713142 171713378 235 Alu 232 232 232 0 0 0 0 0 0 0 0 0 0 236 1 SLC7A14
chr3 171777805 171778144 338 Alu 316 316 316 0 0 0 0 0 0 0 0 0 0 339 1 SLC7A14
chr3 172331585 172331870 284 Alu 272 272 272 0 0 0 0 0 0 0 0 0 0 285 1 TNIK
chr3 172670844 172671188 343 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 0 0
chr3 173309656 173309975 318 Alu 300 300 300 0 0 0 0 0 0 0 0 0 0 319 1 FNDC3B
chr3 173768724 173770232 1507 L1 1506 0 0 1506 1506 0 0 0 0 0 0 0 0 0 0
chr3 173883553 173883956 402 Alu 395 395 395 0 0 0 0 0 0 0 0 0 0 403 1 NCEH1
chr3 173993729 173994264 534 Alu 531 523 523 8 8 0 0 0 0 0 0 0 0 535 1 ECT2
chr3 176189180 176189881 700 LTR 642 0 0 0 0 0 642 0 0 0 0 0 0 701 1 NAALADL2
chr3 176521106 176523988 2881 L1 2795 0 0 2795 2795 0 0 0 0 0 0 0 0 2882 1 NAALADL2
chr3 176801013 176801338 324 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 325 1 NAALADL2
chr3 178124762 178126483 1720 L1 1688 0 0 1662 1662 0 0 0 0 0 0 0 0 0 0



chr3 178761527 178761999 471 Alu 437 437 437 0 0 0 0 0 0 0 0 0 0 0 0
chr3 179091550 179093112 1561 SVA 1556 0 0 0 0 0 0 1476 0 0 0 0 0 0 0
chr3 179315292 179315843 550 Alu 548 542 542 6 6 0 0 0 0 0 0 0 0 0 0
chr3 179982236 179984635 2398 L1 2226 0 0 2226 2226 0 0 0 0 0 0 0 0 2399 1 KCNMB2
chr3 180319857 180322636 2778 SVA 2706 0 0 124 124 0 0 2582 0 0 0 0 0 0 0
chr3 180327056 180333358 6301 L1 6208 64 64 6144 6144 0 0 0 0 0 0 0 0 0 0
chr3 180927608 180929510 1901 SVA 1842 0 0 0 0 0 4 1838 0 0 0 0 0 1902 1 USP13
chr3 181014156 181014584 427 Alu 427 427 427 0 0 0 0 0 0 0 0 0 0 428 1 PEX5L
chr3 181630708 181631009 300 Alu 299 299 299 0 0 0 0 0 0 0 0 0 0 0 0
chr3 182351817 182353030 1212 L1 1209 0 0 1209 1209 0 0 0 0 0 0 0 0 0 0
chr3 183430753 183431090 336 Alu 335 317 317 0 0 0 0 0 18 0 0 0 0 0 0
chr3 183681920 183682263 342 Alu 314 314 314 0 0 0 0 0 0 0 0 0 0 0 0
chr3 184435109 184438641 3531 L1 3444 0 0 3444 3444 0 0 0 0 0 0 0 0 3532 1 MCF2L2
chr3 184938876 184940959 2082 L1 2072 0 0 2015 2015 0 0 0 57 0 0 0 0 2083 1 YEATS2
chr3 185299890 185300235 344 Alu 312 312 312 0 0 0 0 0 0 0 0 0 0 0 0
chr3 185566062 185566476 413 Alu 409 409 409 0 0 0 0 0 0 0 0 0 0 414 1 POLR2H
chr3 186500024 186500356 331 Alu 311 311 311 0 0 0 0 0 0 0 0 0 0 0 0
chr3 186763036 186772244 9207 LTR 9177 0 0 0 0 7243 9177 0 0 0 0 0 0 0 0
chr3 187512325 187512657 331 Alu 317 317 317 0 0 0 0 0 0 0 0 0 0 332 1 DGKG
chr3 188011344 188012998 1653 SVA 1652 0 0 0 0 0 36 1616 0 0 0 0 0 0 0
chr3 188084836 188086155 1318 SVA 1251 0 0 0 0 0 0 1228 0 0 0 0 0 0 0
chr3 188087359 188088326 966 LTR 957 0 0 0 0 0 957 0 0 0 0 0 0 0 0
chr3 188093693 188094786 1092 LTR 1091 0 0 0 0 0 1091 0 0 0 0 0 0 0 0
chr3 188337671 188337995 323 Alu 321 321 321 0 0 0 0 0 0 0 0 0 0 324 1 RPL39L
chr3 188385639 188386122 482 LTR 481 12 0 0 0 0 469 0 0 0 0 0 0 0 0
chr3 188424814 188425142 327 Alu 315 309 304 0 0 0 6 0 0 0 0 0 0 328 1 MASP1
chr3 190217682 190223801 6118 L1 6096 0 0 6096 6096 0 0 0 0 0 0 0 0 0 0
chr3 190720317 190721597 1279 L1 1239 0 0 1202 1202 0 37 0 0 0 0 0 0 0 0
chr3 191058606 191058944 337 Alu 336 309 309 27 27 0 0 0 0 0 0 0 0 338 1 TP63
chr3 191708107 191708325 217 Alu 217 207 207 0 0 0 10 0 0 0 0 0 0 0 0
chr3 191773331 191773638 306 Alu 291 291 291 0 0 0 0 0 0 0 0 0 0 307 1 IL1RAP
chr3 191937076 191937287 210 LTR 211 0 0 0 0 0 211 0 0 0 0 0 0 0 0
chr3 192163224 192163616 391 LTR 392 0 0 0 0 0 392 0 0 0 0 0 0 0 0
chr3 192242603 192245078 2474 L1 2473 0 0 2400 2400 0 0 0 73 0 0 0 0 0 0
chr3 193338800 193339133 332 Alu 317 317 317 0 0 0 0 0 0 0 0 0 0 0 0
chr3 193349803 193355839 6035 L1 6012 0 0 6012 6012 0 0 0 0 0 0 0 0 6036 1 FGF12
chr3 193939678 193945733 6054 L1 6028 0 0 6028 6028 0 0 0 0 0 0 0 0 0 0
chr3 194196130 194201675 5544 LTR 5533 0 0 5 5 4917 5528 0 0 0 0 0 0 0 0
chr3 194776731 194777058 326 Alu 314 314 314 0 0 0 0 0 0 0 0 0 0 0 0
chr3 195120895 195121189 293 Alu 292 292 292 0 0 0 0 0 0 0 0 0 0 0 0
chr3 195602459 195603235 775 SVA 764 0 0 17 17 0 0 747 0 0 0 0 0 0 0
chr3 195793960 195794278 317 Alu 306 306 306 0 0 0 0 0 0 0 0 0 0 318 1 TMEM44
chr3 196289681 196295741 6059 L1 6042 0 0 6042 6042 0 0 0 0 0 0 0 0 6060 1 C3orf21
chr3 196416788 196421363 4574 L1 4521 0 0 4415 4415 0 0 0 0 0 0 0 0 4575 1 C3orf21
chr3 197214903 197215017 113 LTR 114 0 0 0 0 0 114 0 0 0 0 0 0 0 0
chr3 197512045 197512345 299 Alu 295 295 295 0 0 0 0 0 0 0 0 0 0 300 1 TCTEX1D2
chr3 197976329 197977895 1565 SVA 1560 5 5 0 0 0 0 1525 0 0 0 0 0 1566 1 PAK2
chr3 198069216 198069545 328 Alu 324 324 324 0 0 0 0 0 0 0 0 0 0 0 0
chr3 198266340 198266521 180 Alu 180 180 180 0 0 0 0 0 0 0 0 0 0 181 1 DLG1
chr3 198784879 198786903 2023 LTR 2022 0 0 0 0 0 2022 0 0 0 0 0 0 2024 1 BDH1
chr3 198816910 198818461 1550 SVA 1507 0 0 0 0 0 0 1507 0 0 0 0 0 0 0
chr3 198986665 198986991 325 Alu 312 312 312 0 0 0 0 0 0 0 0 0 0 326 1 FYTTD1
chr4 135458 136504 1045 LTR 1042 75 75 0 0 0 967 0 0 0 0 0 0 1046 1 ZNF718
chr4 253960 254260 299 Alu 274 274 274 0 0 0 0 0 0 0 0 0 0 0 0
chr4 323892 324089 196 LTR 197 0 0 0 0 0 197 0 0 0 0 0 0 197 1 ZNF141
chr4 327205 327536 330 Alu 303 303 303 0 0 0 0 0 0 0 0 0 0 331 1 ZNF141
chr4 437854 438066 211 HERV 212 0 0 0 0 212 212 0 0 0 0 0 0 212 1 ZNF721
chr4 437854 438066 211 LTR 212 0 0 0 0 212 212 0 0 0 0 0 0 212 1 ZNF721
chr4 533618 535271 1652 SVA 1638 0 0 22 22 0 0 1578 0 0 0 0 0 0 0
chr4 629060 629394 333 Alu 332 303 303 29 29 0 0 0 0 0 0 0 0 334 1 PDE6B
chr4 1675834 1676380 545 Alu 544 544 544 0 0 0 0 0 0 0 0 0 0 546 1 SLBP
chr4 1796229 1798377 2147 SVA 2110 0 0 11 11 0 0 2099 0 0 0 0 0 2148 1 LETM1



chr4 1814558 1814935 376 Alu 358 358 358 0 0 0 0 0 0 0 0 0 0 377 1 LETM1
chr4 2292398 2292924 525 L1 524 0 0 524 524 0 0 0 0 0 0 0 0 526 1 ZFYVE28
chr4 2372631 2373217 585 Alu 571 531 531 40 40 0 0 0 0 0 0 0 0 586 1 ZFYVE28
chr4 2860599 2861289 689 Alu 666 666 666 0 0 0 0 0 0 0 0 0 0 690 1 SH3BP2
chr4 3117738 3117929 190 Alu 187 187 187 0 0 0 0 0 0 0 0 0 0 191 1 HTT
chr4 4884683 4885018 334 Alu 321 304 304 17 17 0 0 0 0 0 0 0 0 0 0
chr4 5162615 5162944 328 Alu 327 311 311 0 0 0 0 0 16 0 0 0 0 0 0
chr4 5391204 5393930 2725 L1 2700 0 0 2700 2700 0 0 0 0 0 0 0 0 2726 1 STK32B
chr4 5558342 5564455 6112 L1 6038 0 0 6038 6026 0 0 0 0 0 0 0 0 6113 1 STK32B
chr4 5812363 5812695 331 Alu 309 309 309 0 0 0 0 0 0 0 0 0 0 332 1 EVC2
chr4 6689692 6690025 332 L1 302 0 0 302 302 0 0 0 0 0 0 0 0 0 0
chr4 6797832 6798164 331 Alu 317 317 317 0 0 0 0 0 0 0 0 0 0 0 0
chr4 7078686 7078982 295 Alu 293 293 293 0 0 0 0 0 0 0 0 0 0 296 1 TBC1D14
chr4 7096776 7098624 1847 SVA 1721 0 0 0 0 0 0 1679 0 0 0 0 0 1848 1 TBC1D14
chr4 8113870 8115014 1143 L1 1074 0 0 1074 1074 0 0 0 0 0 0 0 0 1144 1 ABLIM2
chr4 9633099 9633406 306 Alu 306 302 302 0 0 0 4 0 0 0 0 0 0 307 1 SLC2A9
chr4 9974574 9981271 6696 HERV 6695 0 0 0 0 6023 6695 0 0 0 0 0 0 0 0
chr4 9974574 9981271 6696 LTR 6695 0 0 0 0 6023 6695 0 0 0 0 0 0 0 0
chr4 10453185 10459314 6128 L1 6117 0 0 6026 6026 0 0 0 0 0 0 0 0 0 0
chr4 10938594 10939074 479 Alu 478 478 478 0 0 0 0 0 0 0 0 0 0 0 0
chr4 11056634 11062727 6092 L1 6029 0 0 6029 6029 0 0 0 0 0 0 0 0 0 0
chr4 11065879 11066202 322 Alu 321 316 316 0 0 0 5 0 0 0 0 0 0 0 0
chr4 11218881 11219197 315 Alu 304 304 304 0 0 0 0 0 0 0 0 0 0 0 0
chr4 11339767 11340095 327 Alu 301 301 301 0 0 0 0 0 0 0 0 0 0 0 0
chr4 11793212 11793554 341 Alu 315 315 315 0 0 0 0 0 0 0 0 0 0 0 0
chr4 12020886 12025037 4150 L1 4097 0 0 4030 4030 0 67 0 0 0 0 0 0 0 0
chr4 12554180 12554560 379 L1 379 0 0 362 362 0 17 0 0 0 0 0 0 0 0
chr4 12924997 12925286 288 Alu 287 272 272 15 15 0 0 0 0 0 0 0 0 0 0
chr4 13113218 13113442 223 L1 224 0 0 224 224 0 0 0 0 0 0 0 0 224 1 RAB28
chr4 13438543 13440093 1549 SVA 1507 0 0 0 0 0 0 1456 0 0 0 0 0 0 0
chr4 13687339 13693379 6039 L1 6031 0 0 6031 6031 0 0 0 0 0 0 0 0 0 0
chr4 14338152 14344348 6195 L1 6119 0 0 6029 6029 0 90 0 0 0 0 0 0 0 0
chr4 14432984 14439080 6095 L1 6029 0 0 6029 6029 0 0 0 0 0 0 0 0 0 0
chr4 14920996 14921312 315 Alu 306 306 306 0 0 0 0 0 0 0 0 0 0 0 0
chr4 15467984 15470376 2391 SVA 2333 0 0 11 0 0 0 2203 0 0 0 0 0 2392 1 CD38
chr4 15519425 15525526 6100 L1 6052 0 0 6025 6025 0 0 0 0 0 0 0 0 6101 1 CD38
chr4 16070427 16072249 1821 SVA 1822 0 0 0 0 0 0 1822 0 0 0 0 0 0 0
chr4 16620518 16627029 6510 L1 6360 295 295 6039 6039 0 26 0 0 0 0 0 0 0 0
chr4 17813072 17814705 1632 L1 1573 0 0 1573 1573 0 0 0 0 0 0 0 0 0 0
chr4 17853188 17855618 2429 L1 2331 0 0 2331 2331 0 0 0 0 0 0 0 0 0 0
chr4 18452935 18453227 291 L1 292 0 0 292 292 0 0 0 0 0 0 0 0 0 0
chr4 19012520 19015477 2956 L1 2955 0 0 2922 2922 0 33 0 0 0 0 0 0 0 0
chr4 19395604 19396999 1394 L1 1276 0 0 1276 1276 0 0 0 0 0 0 0 0 0 0
chr4 20726840 20727142 301 Alu 301 301 301 0 0 0 0 0 0 0 0 0 0 302 1 KCNIP4
chr4 21135893 21136373 479 L1 470 0 0 470 470 0 0 0 0 0 0 0 0 480 1 KCNIP4
chr4 22277531 22283138 5606 LTR 5605 0 0 0 0 0 5605 0 0 0 0 0 0 0 0
chr4 22550181 22550480 298 Alu 295 295 295 0 0 0 0 0 0 0 0 0 0 0 0
chr4 23049999 23050476 476 SVA 433 3 0 0 0 0 0 430 0 0 0 0 0 0 0
chr4 23292664 23299153 6488 L1 6090 0 0 6034 6034 0 0 0 0 0 0 0 0 0 0
chr4 24663866 24664174 307 Alu 307 307 305 0 0 0 0 0 0 0 0 0 0 0 0
chr4 26568418 26568738 319 Alu 318 291 291 0 0 0 27 0 0 0 0 0 0 320 1 STIM2
chr4 27053494 27059633 6138 L1 6031 0 0 6031 6031 0 0 0 0 0 0 0 0 0 0
chr4 27652796 27658937 6140 LTR 6103 0 0 0 0 4247 6103 0 0 0 0 0 0 0 0
chr4 28442631 28447175 4543 L1 4544 0 0 4544 4544 0 0 0 0 0 0 0 0 0 0
chr4 31411935 31412249 313 Alu 304 304 304 0 0 0 0 0 0 0 0 0 0 0 0
chr4 31918133 31919421 1287 L1 1272 0 0 1229 1229 0 24 0 0 0 0 0 0 0 0
chr4 32110631 32110928 296 LTR 297 0 0 0 0 0 297 0 0 0 0 0 0 0 0
chr4 32152170 32158286 6115 L1 6044 0 0 6016 6016 0 0 0 0 0 0 0 0 0 0
chr4 32534405 32534970 564 Alu 562 562 562 0 0 0 0 0 0 0 0 0 0 0 0
chr4 34476841 34479776 2934 L1 2916 0 0 2916 2916 0 0 0 0 0 0 0 0 0 0
chr4 36704035 36704313 277 Alu 268 268 268 0 0 0 0 0 0 0 0 0 0 0 0
chr4 37401253 37404693 3439 L1 3438 294 294 3144 3144 0 0 0 0 0 0 0 0 3440 1 C4orf19



chr4 37643969 37645562 1592 SVA 1518 0 0 16 16 0 0 1502 0 0 0 0 0 0 0
chr4 38706197 38706571 373 Alu 346 346 346 0 0 0 0 0 0 0 0 0 0 374 1 FAM114A1
chr4 39120400 39122052 1651 L1 1600 0 0 1494 1494 0 0 0 0 0 0 0 0 1652 1 RFC1
chr4 39608398 39608642 243 Alu 233 233 233 0 0 0 0 0 0 0 0 0 0 0 0
chr4 39916842 39917418 575 Alu 570 570 570 0 0 0 0 0 0 0 0 0 0 576 1 N4BP2
chr4 39964769 39966421 1651 SVA 1564 0 0 0 0 0 0 1545 0 0 0 0 0 1652 1 N4BP2
chr4 39971043 39972696 1652 SVA 1651 0 0 60 60 0 0 1591 0 0 0 0 0 1653 1 N4BP2
chr4 41008809 41009101 291 Alu 290 279 279 0 0 0 11 0 0 0 0 0 0 292 1 APBB2
chr4 41268952 41269268 315 Alu 305 305 305 0 0 0 0 0 0 0 0 0 0 316 1 LIMCH1
chr4 43129812 43132997 3184 L1 2984 0 0 2933 2933 0 0 0 0 0 0 0 0 0 0
chr4 43239458 43239793 334 Alu 334 301 301 0 0 0 33 0 0 0 0 0 0 0 0
chr4 44024076 44025760 1683 SVA 1670 15 0 0 0 0 0 1607 0 0 0 0 0 1684 1 KCTD8
chr4 44166854 44167042 187 L1 172 0 0 172 172 0 0 0 0 0 0 0 0 188 1 KCTD8
chr4 44350322 44350627 304 Alu 304 304 304 0 0 0 0 0 0 0 0 0 0 0 0
chr4 44817905 44820483 2577 L1 2451 0 0 2451 2451 0 0 0 0 0 0 0 0 0 0
chr4 45354134 45355482 1347 L1 1286 0 0 1259 1259 0 0 0 0 0 0 0 0 0 0
chr4 45896930 45899123 2192 L1 2190 0 0 2190 2190 0 0 0 0 0 0 0 0 2193 1 GABRG1
chr4 46069834 46070840 1005 LTR 1006 0 0 0 0 0 1006 0 0 0 0 0 0 0 0
chr4 46219658 46221675 2016 SVA 2006 75 75 0 0 0 0 1931 0 0 0 0 0 2017 1 GABRA2
chr4 46331792 46332412 619 HERV 620 0 0 0 0 620 620 0 0 0 0 0 0 0 0
chr4 46331792 46332412 619 LTR 620 0 0 0 0 620 620 0 0 0 0 0 0 0 0
chr4 46532215 46532546 330 LTR 331 0 0 0 0 0 331 0 0 0 0 0 0 0 0
chr4 46637937 46640093 2155 L1 2137 0 0 2112 2112 0 25 0 0 0 0 0 0 2156 1 COX7B2
chr4 47894830 47900933 6102 L1 6092 60 60 6019 6019 0 0 0 13 0 0 0 0 0 0
chr4 48257494 48260816 3321 L1 3312 0 0 3312 3312 0 0 0 0 0 0 0 0 3322 1 SLAIN2
chr4 48577511 48578965 1453 L1 1452 0 0 1452 1452 0 0 0 0 0 0 0 0 1454 1 FRYL
chr4 53245523 53251737 6213 L1 6026 0 0 6026 6026 0 0 0 0 0 0 0 0 0 0
chr4 53523543 53529629 6085 L1 6053 0 0 6053 6053 0 0 0 0 0 0 0 0 0 0
chr4 54035802 54041895 6092 L1 6087 0 0 6087 6087 0 0 0 0 0 0 0 0 6093 1 SCFD2
chr4 54045663 54046008 344 Alu 343 309 309 34 34 0 0 0 0 0 0 0 0 345 1 SCFD2
chr4 55031876 55033703 1826 SVA 1825 0 0 0 0 0 49 1776 0 0 0 0 0 0 0
chr4 55247371 55247693 321 Alu 299 299 299 0 0 0 0 0 0 0 0 0 0 0 0
chr4 55629058 55631066 2007 L1 1977 0 0 1962 1959 0 15 0 0 0 0 0 0 0 0
chr4 56435404 56435713 308 Alu 307 307 307 0 0 0 0 0 0 0 0 0 0 0 0
chr4 57399951 57401452 1500 SVA 1479 0 0 0 0 0 0 1479 0 0 0 0 0 0 0
chr4 57533829 57534348 518 Alu 517 517 517 0 0 0 0 0 0 0 0 0 0 0 0
chr4 57879548 57881235 1686 SVA 1597 0 0 0 0 0 0 1597 0 0 0 0 0 0 0
chr4 57928277 57928669 391 L1 373 0 0 373 373 0 0 0 0 0 0 0 0 0 0
chr4 57930853 57932314 1460 SVA 1459 0 0 28 28 0 0 1431 0 0 0 0 0 0 0
chr4 58560353 58561039 685 L1 684 0 0 638 638 0 46 0 0 0 0 0 0 0 0
chr4 58936347 58938155 1807 L1 1793 0 0 1793 1793 0 0 0 0 0 0 0 0 0 0
chr4 60799100 60800779 1678 L1 1542 0 0 1542 1542 0 0 0 0 0 0 0 0 0 0
chr4 62118703 62122759 4055 HERV 4016 0 0 0 3728 3728 4016 0 0 0 0 0 0 0 0
chr4 62118703 62122759 4055 L1 4016 0 0 0 3728 3728 4016 0 0 0 0 0 0 0 0
chr4 62118703 62122759 4055 LTR 4016 0 0 0 3728 3728 4016 0 0 0 0 0 0 0 0
chr4 62557692 62558021 328 Alu 307 307 307 0 0 0 0 0 0 0 0 0 0 329 1 LPHN3
chr4 63266905 63267218 312 Alu 297 297 297 0 0 0 0 0 0 0 0 0 0 0 0
chr4 63635326 63636355 1028 LTR 967 0 0 0 0 0 967 0 0 0 0 0 0 0 0
chr4 64226962 64233034 6071 L1 6069 0 0 6028 6028 0 41 0 0 0 0 0 0 0 0
chr4 64271299 64271648 348 Alu 347 317 317 0 0 0 30 0 0 0 0 0 0 0 0
chr4 65148916 65149185 268 Alu 268 268 268 0 0 0 0 0 0 0 0 0 0 0 0
chr4 65594630 65595355 724 SVA 692 0 0 0 0 0 32 660 0 0 0 0 0 0 0
chr4 65746612 65752686 6073 L1 6063 0 0 6004 6004 0 28 0 0 0 0 0 0 0 0
chr4 66225486 66225818 331 Alu 332 332 332 0 0 0 0 0 0 0 0 0 0 332 1 EPHA5
chr4 67066412 67066721 308 Alu 302 302 302 0 0 0 0 0 0 0 0 0 0 0 0
chr4 67660520 67664086 3565 L1 3440 0 0 3440 3440 0 0 0 0 0 0 0 0 0 0
chr4 67871362 67877586 6223 L1 6015 0 0 6015 6015 0 0 0 0 0 0 0 0 0 0
chr4 68661880 68667992 6111 L1 6091 0 0 6091 6091 0 0 0 0 0 0 0 0 0 0
chr4 68779196 68779956 759 L1 760 0 0 760 760 0 0 0 0 0 0 0 0 760 1 TMPRSS11F
chr4 70736945 70738375 1429 L1 1430 0 0 1430 1430 0 0 0 0 0 0 0 0 0 0
chr4 71333790 71334400 609 L1 610 0 0 610 610 0 0 0 0 0 0 0 0 0 0
chr4 71375374 71380953 5578 L1 5467 0 0 5467 5467 0 0 0 0 0 0 0 0 0 0



chr4 72068682 72068999 316 Alu 288 288 288 0 0 0 0 0 0 0 0 0 0 317 1 GRSF1
chr4 72166579 72166928 348 Alu 347 347 347 0 0 0 0 0 0 0 0 0 0 349 1 MOBKL1A
chr4 72291446 72291597 150 Alu 144 144 144 0 0 0 0 0 0 0 0 0 0 0 0
chr4 73255680 73256417 736 L1 715 0 0 715 715 0 0 0 0 0 0 0 0 0 0
chr4 73446082 73446216 133 LTR 134 0 0 0 0 0 134 0 0 0 0 0 0 0 0
chr4 74672031 74672348 316 Alu 301 301 301 0 0 0 0 0 0 0 0 0 0 317 1 AFP
chr4 75594227 75594546 318 Alu 303 303 303 0 0 0 0 0 0 0 0 0 0 0 0
chr4 76094629 76095129 499 L1 500 0 0 500 500 0 0 0 0 0 0 0 0 0 0
chr4 76409190 76415294 6103 L1 6057 0 0 6032 6032 0 0 0 0 0 0 0 0 0 0
chr4 76430087 76432145 2057 LTR 2024 0 0 0 0 0 2024 0 0 0 0 0 0 0 0
chr4 76683571 76689617 6045 L1 6031 0 0 6031 6031 0 0 0 0 0 0 0 0 0 0
chr4 76751455 76751790 334 Alu 315 315 315 0 0 0 0 0 0 0 0 0 0 0 0
chr4 77701022 77702665 1642 SVA 1641 0 0 31 0 0 0 1610 0 0 0 0 0 0 0
chr4 78194346 78197382 3035 SVA 2943 0 0 0 0 0 0 2764 154 0 0 0 0 0 0
chr4 78670715 78671339 623 LTR 621 0 0 0 0 306 621 0 0 0 0 0 0 0 0
chr4 79435381 79436885 1503 L1 1438 0 0 1402 1402 0 0 0 36 0 0 0 0 1504 1 FRAS1
chr4 79626313 79632429 6115 L1 6063 0 0 6063 6063 0 0 0 0 0 0 0 0 6116 1 FRAS1
chr4 79825633 79827538 1904 SVA 1902 0 0 0 0 0 0 1791 111 0 0 0 0 0 0
chr4 80546985 80549790 2804 L1 2741 0 0 2741 2741 0 0 0 0 0 0 0 0 0 0
chr4 81055653 81055981 327 Alu 326 301 301 25 25 0 0 0 0 0 0 0 0 0 0
chr4 81621829 81622164 334 Alu 333 317 317 16 16 0 0 0 0 0 0 0 0 335 1 C4orf22
chr4 81725432 81726059 626 Alu 624 624 624 0 0 0 0 0 0 0 0 0 0 627 1 C4orf22
chr4 82297808 82298217 408 L1 384 0 0 384 384 0 0 0 0 0 0 0 0 0 0
chr4 83355373 83357006 1632 SVA 1585 0 0 0 0 0 0 1483 0 0 0 0 0 0 0
chr4 83365663 83367407 1743 L1 1742 0 0 1690 1690 0 52 0 0 0 0 0 0 0 0
chr4 83726990 83727569 578 Alu 577 577 577 0 0 0 0 0 0 0 0 0 0 579 1 ENOPH1
chr4 84350048 84350733 684 Alu 617 617 617 0 0 0 0 0 0 0 0 0 0 685 1 COPS4
chr4 85083899 85084572 672 L1 671 0 0 671 671 0 0 0 0 0 0 0 0 0 0
chr4 85267696 85272591 4894 LTR 4892 0 0 0 0 0 4892 0 0 0 0 0 0 0 0
chr4 85351774 85357071 5296 L1 5238 0 0 5077 5077 0 0 0 161 0 0 0 0 0 0
chr4 86022887 86023223 335 Alu 315 315 315 0 0 0 0 0 0 0 0 0 0 336 1 WDFY3
chr4 86819472 86819785 312 Alu 311 309 309 0 0 0 2 0 0 0 0 0 0 313 1 ARHGAP24
chr4 87017947 87018257 309 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 310 1 ARHGAP24
chr4 87169548 87172442 2893 L1 2890 0 0 2890 2890 0 0 0 0 0 0 0 0 2894 1 ARHGAP24
chr4 87324361 87324878 516 L1 479 0 0 479 479 0 0 0 0 0 0 0 0 517 1 MAPK10
chr4 87348563 87354811 6247 L1 6028 0 0 6028 6028 0 0 0 0 0 0 0 0 6248 1 MAPK10
chr4 87906808 87907840 1031 L1 1026 0 0 1026 1026 0 0 0 0 0 0 0 0 1032 1 PTPN13
chr4 88273447 88275076 1628 SVA 1591 126 126 0 0 0 0 1465 0 0 0 0 0 1629 1 AFF1
chr4 88607061 88607355 293 Alu 293 276 276 17 0 0 0 0 0 0 0 0 0 0 0
chr4 88939415 88939899 483 Alu 482 482 482 0 0 0 0 0 0 0 0 0 0 484 1 DMP1
chr4 88988688 88994821 6132 L1 6046 0 0 6025 6025 0 0 0 0 0 0 0 0 0 0
chr4 89132796 89133129 332 Alu 332 302 302 30 0 0 0 0 0 0 0 0 0 0 0
chr4 89439486 89440391 904 L1 875 3 3 872 872 0 0 0 0 0 0 0 0 0 0
chr4 89464855 89465282 426 Alu 425 425 425 0 0 0 0 0 0 0 0 0 0 0 0
chr4 90303541 90303893 351 Alu 350 317 317 33 33 0 0 0 0 0 0 0 0 352 1 FAM13A
chr4 91243469 91248892 5422 HERV 5259 0 0 0 0 4855 5259 0 0 0 0 0 0 0 0
chr4 91243469 91248892 5422 LTR 5259 0 0 0 0 4855 5259 0 0 0 0 0 0 0 0
chr4 91599944 91600531 586 L1 587 0 0 587 587 0 0 0 0 0 0 0 0 587 1 FAM190A
chr4 92702329 92702656 326 Alu 314 314 314 0 0 0 0 0 0 0 0 0 0 327 1 FAM190A
chr4 93256532 93262818 6285 L1 6251 0 0 6251 6251 0 0 0 0 0 0 0 0 0 0
chr4 94867353 94873409 6055 L1 6047 0 0 6026 6026 0 0 0 0 0 0 0 0 6056 1 GRID2
chr4 95435580 95436878 1297 SVA 1266 0 0 0 0 0 16 1250 0 0 0 0 0 0 0
chr4 96321221 96321537 315 Alu 314 314 314 0 0 0 0 0 0 0 0 0 0 316 1 BMPR1B
chr4 96549534 96549853 318 Alu 306 306 306 0 0 0 0 0 0 0 0 0 0 319 1 UNC5C
chr4 96606373 96607175 801 L1 800 0 0 732 732 0 68 0 0 0 0 0 0 802 1 UNC5C
chr4 98666638 98667249 610 L1 607 0 0 607 607 0 0 0 0 0 0 0 0 0 0
chr4 98862627 98864069 1441 L1 1429 0 0 1429 1429 0 0 0 0 0 0 0 0 1442 1 C4orf37
chr4 99598753 99604464 5710 L1 5499 0 0 5499 5499 0 0 0 0 0 0 0 0 5711 1 RAP1GDS1
chr4 99691345 99693408 2062 L1 2061 0 0 1850 1850 0 211 0 0 0 0 0 0 2063 1 RAP1GDS1
chr4 100126878 100127160 281 LTR 282 0 0 0 0 0 282 0 0 0 0 0 0 0 0
chr4 100427482 100427781 298 Alu 299 299 299 0 0 0 0 0 0 0 0 0 0 0 0
chr4 100731764 100732163 398 L1 399 0 0 399 399 0 0 0 0 0 0 0 0 0 0



chr4 101007320 101008536 1215 LTR 1216 0 0 0 0 0 1216 0 0 0 0 0 0 0 0
chr4 103144910 103145722 811 L1 810 0 0 810 810 0 0 0 0 0 0 0 0 812 1 BANK1
chr4 103322281 103324759 2477 L1 2294 0 0 2294 2294 0 0 0 0 0 0 0 0 2478 1 BANK1
chr4 103442955 103443488 532 Alu 526 519 519 0 0 0 7 0 0 0 0 0 0 0 0
chr4 103483158 103489326 6167 L1 6152 0 0 6027 6027 0 84 0 0 0 0 0 0 0 0
chr4 105965775 105971663 5887 L1 5876 0 0 5876 5876 0 0 0 0 0 0 0 0 0 0
chr4 105986635 105989737 3101 L1 3102 0 0 3102 3102 0 0 0 0 0 0 0 0 0 0
chr4 106142206 106142554 347 Alu 346 315 315 0 0 0 0 0 31 0 0 0 0 0 0
chr4 108213866 108219907 6040 L1 6036 0 0 6014 6014 0 0 0 0 0 0 0 0 6041 1 DKK2
chr4 108485435 108489320 3884 L1 3883 0 0 3883 3883 0 0 0 0 0 0 0 0 0 0
chr4 108756316 108756637 320 Alu 319 291 291 0 0 0 28 0 0 0 0 0 0 0 0
chr4 109011992 109019877 7884 LTR 7754 0 0 0 0 0 7754 0 0 0 0 0 0 0 0
chr4 109465266 109465603 336 Alu 335 335 335 0 0 0 0 0 0 0 0 0 0 0 0
chr4 109687451 109689516 2064 SVA 2021 54 54 115 115 0 0 1852 0 0 0 0 0 0 0
chr4 110547689 110549280 1590 L1 1588 0 0 1588 1588 0 0 0 0 0 0 0 0 1591 1 COL25A1
chr4 110716134 110716281 146 Alu 147 147 147 0 0 0 0 0 0 0 0 0 0 147 1 SEC24B
chr4 112416886 112417200 313 Alu 312 302 302 10 10 0 0 0 0 0 0 0 0 0 0
chr4 112768291 112768864 572 L1 571 0 0 571 571 0 0 0 0 0 0 0 0 0 0
chr4 113173546 113179611 6064 L1 6055 0 0 6055 6055 0 0 0 0 0 0 0 0 0 0
chr4 113244310 113246308 1997 L1 1973 0 0 1973 1973 0 0 0 0 0 0 0 0 0 0
chr4 113506128 113506459 330 Alu 316 316 316 0 0 0 0 0 0 0 0 0 0 0 0
chr4 114511870 114512210 339 Alu 324 324 324 0 0 0 0 0 0 0 0 0 0 340 1 ANK2
chr4 115103287 115103847 559 LTR 510 0 0 0 0 0 510 0 0 0 0 0 0 0 0
chr4 115794564 115796232 1667 SVA 1665 0 0 0 0 0 122 1543 0 0 0 0 0 0 0
chr4 115954208 115954539 330 Alu 329 329 307 0 0 0 0 0 0 0 0 0 0 331 1 UGT8
chr4 116559809 116560400 590 L1 591 0 0 591 591 0 0 0 0 0 0 0 0 0 0
chr4 117482458 117485138 2679 L1 2601 0 0 2494 2494 0 0 0 0 0 0 0 0 0 0
chr4 117793277 117793872 594 LTR 592 0 0 0 0 0 592 0 0 0 0 0 0 0 0
chr4 117852522 117853195 672 LTR 673 0 0 0 0 0 673 0 0 0 0 0 0 0 0
chr4 118235154 118237016 1861 L1 1714 0 0 1686 1686 0 0 0 0 0 0 0 0 0 0
chr4 118623386 118624266 879 L1 801 0 0 801 801 0 0 0 0 0 0 0 0 0 0
chr4 119065177 119066156 978 L1 979 0 0 979 979 0 0 0 0 0 0 0 0 0 0
chr4 120071943 120072249 305 Alu 305 305 305 0 0 0 0 0 0 0 0 0 0 306 1 SEC24D
chr4 120329924 120330262 337 Alu 316 303 303 13 0 0 0 0 0 0 0 0 0 338 1 SYNPO2
chr4 120552791 120559007 6215 L1 6086 0 0 6086 6086 0 0 0 0 0 0 0 0 6216 1 USP53
chr4 121940254 121940560 305 Alu 304 304 298 0 0 0 0 0 0 0 0 0 0 0 0
chr4 122020148 122026230 6081 L1 6055 0 0 6030 6030 0 0 0 0 0 0 0 0 6082 1 PRDM5
chr4 122805647 122806141 493 Alu 491 486 486 0 0 0 5 0 0 0 0 0 0 0 0
chr4 123199997 123200303 305 Alu 302 302 302 0 0 0 0 0 0 0 0 0 0 306 1 TRPC3
chr4 123931386 123935618 4231 L1 4218 0 0 4191 4191 0 0 0 0 0 0 0 0 0 0
chr4 124089839 124092072 2232 SVA 2049 0 0 0 0 0 0 2049 0 0 0 0 0 0 0
chr4 125684795 125687053 2257 L1 2250 0 0 2191 2191 0 59 0 0 0 0 0 0 0 0
chr4 125960831 125961122 290 Alu 289 276 276 13 13 0 0 0 0 0 0 0 0 291 1 ANKRD50
chr4 126029346 126029674 327 Alu 309 309 309 0 0 0 0 0 0 0 0 0 0 0 0
chr4 126275195 126275521 325 Alu 324 308 308 0 0 0 0 0 0 0 0 0 0 0 0
chr4 127033108 127033663 554 Alu 553 553 553 0 0 0 0 0 0 0 0 0 0 0 0
chr4 127208369 127208969 599 L1 598 0 0 598 598 0 0 0 0 0 0 0 0 0 0
chr4 127684274 127686146 1871 L1 1872 0 0 1872 1872 0 0 0 0 0 0 0 0 0 0
chr4 128408518 128409292 773 L1 772 0 0 772 772 0 0 0 0 0 0 0 0 0 0
chr4 129242142 129242654 511 LTR 512 0 0 0 0 0 512 0 0 0 0 0 0 512 1 MFSD8
chr4 130574109 130577089 2979 L1 2978 0 0 2978 2953 0 0 0 0 0 0 0 0 0 0
chr4 130844592 130845201 608 L1 606 0 0 590 590 0 0 0 0 0 0 0 0 0 0
chr4 130981052 130981376 323 Alu 305 305 305 0 0 0 0 0 0 0 0 0 0 0 0
chr4 131294581 131298759 4177 L1 4043 0 0 4015 4015 0 0 0 0 0 0 0 0 0 0
chr4 133471456 133471982 525 Alu 502 502 502 0 0 0 0 0 0 0 0 0 0 0 0
chr4 133725162 133732951 7788 L1 7642 0 0 7448 7448 0 0 0 194 0 0 0 0 0 0
chr4 133762697 133764889 2191 L1 2187 0 0 2179 2179 0 8 0 0 0 0 0 0 0 0
chr4 133910035 133916075 6039 L1 6034 0 0 6017 6017 0 17 0 0 0 0 0 0 0 0
chr4 134223149 134229350 6200 L1 6195 0 0 5987 5987 0 158 0 0 0 0 0 0 0 0
chr4 134276735 134277710 974 LTR 972 0 0 0 0 0 972 0 0 0 0 0 0 0 0
chr4 135012662 135018733 6070 L1 6009 0 0 6009 6009 0 0 0 0 0 0 0 0 0 0
chr4 135065322 135067011 1688 L1 1605 0 0 1570 1570 0 0 0 0 0 0 0 0 0 0



chr4 135226426 135228109 1682 HERV 1683 0 0 0 0 1683 1683 0 0 0 0 0 0 0 0
chr4 135226426 135228109 1682 LTR 1683 0 0 0 0 1683 1683 0 0 0 0 0 0 0 0
chr4 135291326 135297001 5674 HERV 5669 0 0 0 0 5348 5669 0 0 0 0 0 0 0 0
chr4 135291326 135297001 5674 LTR 5669 0 0 0 0 5348 5669 0 0 0 0 0 0 0 0
chr4 135365476 135366087 610 L1 605 0 0 605 605 0 0 0 0 0 0 0 0 0 0
chr4 136357983 136364175 6191 L1 6142 0 0 5911 5911 231 231 0 0 0 0 0 0 0 0
chr4 136669870 136670377 506 L1 475 0 0 461 461 0 14 0 0 0 0 0 0 0 0
chr4 137572226 137578507 6280 L1 6051 0 0 6051 6051 0 0 0 0 0 0 0 0 0 0
chr4 137890443 137893438 2994 HERV 2995 0 0 0 0 2995 2995 0 0 0 0 0 0 0 0
chr4 137890443 137893438 2994 LTR 2995 0 0 0 0 2995 2995 0 0 0 0 0 0 0 0
chr4 138091879 138092220 340 Alu 315 315 315 0 0 0 0 0 0 0 0 0 0 0 0
chr4 138927795 138928109 313 Alu 311 311 311 0 0 0 0 0 0 0 0 0 0 0 0
chr4 138953131 138954630 1498 L1 1442 0 0 1442 1442 0 0 0 0 0 0 0 0 0 0
chr4 139121894 139122863 968 L1 903 0 0 903 903 0 0 0 0 0 0 0 0 0 0
chr4 139534967 139535355 387 LTR 388 0 0 0 0 0 388 0 0 0 0 0 0 0 0
chr4 139887373 139887720 346 Alu 313 313 313 0 0 0 0 0 0 0 0 0 0 0 0
chr4 140017520 140018895 1374 SVA 1374 0 0 0 0 0 0 1374 0 0 0 0 0 0 0
chr4 140132198 140134035 1836 SVA 1811 0 0 0 0 0 0 1789 0 0 0 0 0 0 0
chr4 141290083 141290403 319 Alu 313 313 313 0 0 0 0 0 0 0 0 0 0 320 1 MAML3
chr4 141398713 141399019 305 Alu 300 300 300 0 0 0 0 0 0 0 0 0 0 306 1 MAML3
chr4 141596383 141597629 1245 L1 1213 0 0 1124 1124 0 46 0 0 0 0 0 0 1246 1 SCOC
chr4 142347121 142350148 3026 L1 2999 0 0 2999 2999 0 0 0 0 0 0 0 0 3027 1 RNF150
chr4 142460799 142461760 960 L1 956 0 0 956 956 0 0 0 0 0 0 0 0 0 0
chr4 142766710 142767019 308 Alu 296 296 296 0 0 0 0 0 0 0 0 0 0 0 0
chr4 143216707 143220081 3373 LTR 3364 0 0 0 0 2755 3364 0 0 0 0 0 0 0 0
chr4 143292650 143292988 337 L1 338 0 0 338 338 0 0 0 0 0 0 0 0 0 0
chr4 143802314 143804737 2422 L1 2322 0 0 2322 2322 0 0 0 0 0 0 0 0 2423 1 INPP4B
chr4 144378993 144385129 6135 L1 6092 0 0 6029 6029 0 0 0 0 0 0 0 0 0 0
chr4 145020255 145020642 386 L1 367 4 0 363 363 0 0 0 0 0 0 0 0 0 0
chr4 145515987 145519143 3155 L1 3126 0 0 3126 3126 0 0 0 0 0 0 0 0 0 0
chr4 146531814 146535522 3707 HERV 3646 0 0 0 0 3428 3646 0 0 0 0 0 0 0 0
chr4 146531814 146535522 3707 LTR 3646 0 0 0 0 3428 3646 0 0 0 0 0 0 0 0
chr4 147897346 147900826 3479 L1 3475 0 0 3359 3359 0 0 0 116 0 0 0 0 0 0
chr4 149215073 149215407 333 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 334 1 ARHGAP10
chr4 149813420 149814120 699 L1 700 0 0 700 700 0 0 0 0 0 0 0 0 0 0
chr4 150043998 150047524 3525 L1 3464 0 0 3325 3325 0 0 0 139 0 0 0 0 0 0
chr4 150802914 150803813 898 L1 832 0 0 832 832 0 0 0 0 0 0 0 0 0 0
chr4 151507503 151507987 483 Alu 470 470 470 0 0 0 0 0 0 0 0 0 0 484 1 DCLK2
chr4 151569689 151570779 1089 L1 1062 0 0 1062 1062 0 0 0 0 0 0 0 0 1090 1 LRBA
chr4 152310255 152310555 299 Alu 299 296 296 3 0 0 0 0 0 0 0 0 0 0 0
chr4 152492564 152493871 1306 SVA 1283 43 43 0 0 0 0 1240 0 0 0 0 0 1307 1 SH3D19
chr4 152585760 152586078 317 Alu 306 306 306 0 0 0 0 0 0 0 0 0 0 0 0
chr4 152698320 152699181 860 L1 851 0 0 851 851 0 0 0 0 0 0 0 0 861 1 FAM160A1
chr4 153009804 153011646 1841 SVA 1746 0 0 37 37 0 0 1649 0 0 0 0 0 1842 1 PET112L
chr4 153417990 153419214 1223 L1 1213 0 0 1213 1213 0 0 0 0 0 0 0 0 0 0
chr4 153950224 153950539 314 Alu 314 309 309 5 0 0 0 0 0 0 0 0 0 315 1 TMEM154
chr4 154094491 154094798 306 Alu 306 305 305 1 0 0 0 0 0 0 0 0 0 307 1 ARFIP1
chr4 155329527 155329849 321 Alu 320 298 298 0 0 0 22 0 0 0 0 0 0 0 0
chr4 156560567 156564464 3896 L1 3896 0 0 3896 3896 0 0 0 0 0 0 0 0 0 0
chr4 158464831 158465173 341 Alu 309 309 309 0 0 0 0 0 0 0 0 0 0 0 0
chr4 159135090 159135824 733 L1 666 0 0 666 666 0 0 0 0 0 0 0 0 0 0
chr4 159362972 159369029 6056 L1 6031 0 0 6031 6031 0 0 0 0 0 0 0 0 0 0
chr4 159386946 159387256 309 Alu 308 302 302 6 0 0 0 0 0 0 0 0 0 0 0
chr4 160013515 160013848 332 Alu 308 308 308 0 0 0 0 0 0 0 0 0 0 0 0
chr4 160373172 160373757 584 Alu 575 575 575 0 0 0 0 0 0 0 0 0 0 0 0
chr4 160988262 160994319 6056 L1 6049 0 0 6049 6049 0 0 0 0 0 0 0 0 0 0
chr4 161526015 161526485 469 L1 470 0 0 470 470 0 0 0 0 0 0 0 0 0 0
chr4 161937536 161940043 2506 LTR 2496 0 0 0 0 1375 2496 0 0 0 0 0 0 0 0
chr4 162567132 162567483 350 Alu 349 317 317 32 32 0 0 0 0 0 0 0 0 0 0
chr4 163419858 163420173 314 Alu 313 307 307 0 0 0 6 0 0 0 0 0 0 315 1 FSTL5
chr4 164004386 164004945 558 Alu 557 557 557 0 0 0 0 0 0 0 0 0 0 0 0
chr4 164172245 164172581 335 Alu 334 306 306 0 0 0 28 0 0 0 0 0 0 0 0



chr4 164378917 164383063 4145 LTR 4109 0 0 0 0 3395 4109 0 0 0 0 0 0 0 0
chr4 164910979 164917067 6087 L1 6070 0 0 6020 6020 0 50 0 0 0 0 0 0 6088 1 MARCH1
chr4 165015902 165016745 842 L1 818 0 0 768 768 0 0 0 0 0 0 0 0 843 1 MARCH1
chr4 165257774 165259339 1564 L1 1533 0 0 1533 1533 0 0 0 0 0 0 0 0 1565 1 MARCH1
chr4 165520327 165526433 6105 L1 6037 0 0 6006 6006 0 0 0 0 0 0 0 0 6106 1 MARCH1
chr4 165629489 165635688 6198 L1 6087 0 0 6087 6087 0 0 0 0 0 0 0 0 6199 1 MARCH1
chr4 165832241 165838308 6066 L1 6066 0 0 6066 6066 0 0 0 0 0 0 0 0 0 0
chr4 166025512 166026267 754 SVA 755 0 0 0 0 0 0 755 0 0 0 0 0 0 0
chr4 166116857 166117198 340 Alu 339 309 309 0 0 0 30 0 0 0 0 0 0 0 0
chr4 166186876 166187192 315 Alu 308 306 306 2 0 0 0 0 0 0 0 0 0 0 0
chr4 167252880 167253193 312 Alu 312 302 302 0 0 10 10 0 0 0 0 0 0 313 1 TLL1
chr4 167822075 167824015 1939 L1 1897 0 0 1897 1897 0 0 0 0 0 0 0 0 0 0
chr4 168401668 168404086 2417 L1 2401 0 0 2401 2401 0 0 0 0 0 0 0 0 2418 1 SPOCK3
chr4 168915586 168915737 150 L1 151 0 0 151 151 0 0 0 0 0 0 0 0 0 0
chr4 169732351 169733027 675 LTR 673 0 0 0 0 0 673 0 0 0 0 0 0 676 1 DDX60L
chr4 169966313 169966820 506 Alu 486 486 486 0 0 0 0 0 0 0 0 0 0 507 1 PALLD
chr4 170865293 170867222 1928 SVA 1879 73 73 10 0 0 0 1764 0 0 0 0 0 1929 1 NEK1
chr4 171423109 171423614 504 LTR 505 0 0 0 0 0 505 0 0 0 0 0 0 0 0
chr4 171497780 171498130 349 L1 339 0 0 339 339 0 0 0 0 0 0 0 0 0 0
chr4 172835573 172835855 281 LTR 282 0 0 0 0 0 282 0 0 0 0 0 0 0 0
chr4 173864350 173864672 321 Alu 304 304 304 0 0 0 0 0 0 0 0 0 0 322 1 GALNTL6
chr4 174583882 174584204 321 Alu 320 308 308 0 0 0 12 0 0 0 0 0 0 322 1 GALNT7
chr4 174956650 174957597 946 LTR 889 0 0 0 0 0 889 0 0 0 0 0 0 0 0
chr4 175987235 175988861 1625 SVA 1624 0 0 34 34 0 0 1590 0 0 0 0 0 1626 1 GLRA3
chr4 176074325 176080528 6202 L1 6021 0 0 6015 6015 0 0 0 6 0 0 0 0 6203 1 GLRA3
chr4 176502199 176505243 3043 L1 3037 0 0 3037 3037 0 0 0 0 0 0 0 0 0 0
chr4 176550171 176551035 863 LTR 864 0 0 0 0 0 864 0 0 0 0 0 0 0 0
chr4 176553821 176554493 671 L1 670 0 0 670 639 0 0 0 0 0 0 0 0 0 0
chr4 176614512 176614842 329 Alu 309 297 297 12 12 0 0 0 0 0 0 0 0 0 0
chr4 178847710 178848029 318 Alu 317 308 308 0 0 0 9 0 0 0 0 0 0 0 0
chr4 180420013 180420359 345 Alu 344 314 314 0 0 0 30 0 0 0 0 0 0 0 0
chr4 180540284 180540594 309 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 0 0
chr4 180609847 180610191 343 Alu 342 310 310 0 0 0 0 0 32 0 0 0 0 0 0
chr4 182251943 182253437 1493 L1 1489 0 0 1489 1489 0 0 0 0 0 0 0 0 0 0
chr4 182293327 182293730 402 Alu 394 394 394 0 0 0 0 0 0 0 0 0 0 0 0
chr4 182699866 182700260 393 LTR 376 0 0 0 0 0 376 0 0 0 0 0 0 0 0
chr4 182866332 182866630 297 Alu 297 297 297 0 0 0 0 0 0 0 0 0 0 0 0
chr4 183017694 183017929 234 Alu 234 227 227 7 0 0 0 0 0 0 0 0 0 0 0
chr4 183070266 183071353 1086 L1 992 0 0 992 992 0 0 0 0 0 0 0 0 0 0
chr4 184678850 184679157 306 Alu 307 307 307 0 0 0 0 0 0 0 0 0 0 0 0
chr4 185114368 185115927 1558 SVA 1520 0 0 0 0 0 0 1492 0 0 0 0 0 0 0
chr4 185380842 185382059 1216 L1 1187 0 0 1187 1187 0 0 0 0 0 0 0 0 0 0
chr4 185502549 185502858 308 Alu 303 303 303 0 0 0 0 0 0 0 0 0 0 309 1 ENPP6
chr4 186040928 186041246 317 Alu 316 310 310 0 0 0 6 0 0 0 0 0 0 0 0
chr4 186620738 186626562 5823 LTR 5803 304 304 0 0 0 5473 0 0 0 0 0 0 5824 1 SNX25
chr4 187102733 187103066 332 Alu 311 311 311 0 0 0 0 0 0 0 0 0 0 333 1 SORBS2
chr4 188170846 188171166 319 Alu 307 307 307 0 0 0 0 0 0 0 0 0 0 0 0
chr4 189060598 189060961 362 LTR 354 0 0 0 0 0 354 0 0 0 0 0 0 0 0
chr4 189970172 189971529 1356 L1 1323 0 0 1323 1323 0 0 0 0 0 0 0 0 0 0
chr4 190433102 190439450 6347 L1 6259 0 0 6170 6170 0 89 0 0 0 0 0 0 0 0
chr4 190578154 190578747 592 LTR 582 0 0 0 0 0 582 0 0 0 0 0 0 0 0
chr4 190666576 190666891 314 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 0 0
chr4 190699310 190700648 1337 L1 1336 0 0 1248 1248 0 121 0 0 0 0 0 0 0 0
chr4 190990583 190990696 112 LTR 113 0 0 0 0 0 113 0 0 0 0 0 0 0 0
chr4 191222212 191227956 5743 HERV 5731 0 0 0 0 5153 5731 0 0 0 0 0 0 0 0
chr4 191222212 191227956 5743 LTR 5731 0 0 0 0 5153 5731 0 0 0 0 0 0 0 0
chr4 191260037 191266276 6238 L1 6187 0 0 6187 6187 0 0 0 0 0 0 0 0 0 0
chr4 191267635 191268082 446 SVA 438 0 0 0 0 0 0 438 0 0 0 0 0 0 0
chr5 755583 761658 6074 LTR 6064 0 0 0 0 5167 6064 0 0 0 0 0 0 0 0
chr5 1028665 1028819 153 L1 142 0 0 142 142 0 0 0 0 0 0 0 0 0 0
chr5 1220122 1220434 311 Alu 304 304 304 0 0 0 0 0 0 0 0 0 0 0 0
chr5 1671657 1672065 407 LTR 408 0 0 0 0 0 408 0 0 0 0 0 0 408 1 LOC728613



chr5 1994135 1994456 320 Alu 320 304 304 16 16 0 0 0 0 0 0 0 0 0 0
chr5 2021408 2024591 3182 L1 3180 0 0 3180 3180 0 0 0 0 0 0 0 0 0 0
chr5 2135035 2135744 708 L1 704 0 0 704 704 0 0 0 0 0 0 0 0 0 0
chr5 2365981 2366298 316 Alu 315 308 308 7 7 0 0 0 0 0 0 0 0 0 0
chr5 3952845 3954570 1724 L1 1659 0 0 1659 1659 0 0 0 0 0 0 0 0 0 0
chr5 4447695 4448375 679 LTR 680 0 0 0 0 0 680 0 0 0 0 0 0 0 0
chr5 4512783 4517297 4513 HERV 4514 0 0 0 0 4514 4514 0 0 0 0 0 0 0 0
chr5 4512783 4517297 4513 LTR 4514 0 0 0 0 4514 4514 0 0 0 0 0 0 0 0
chr5 4549082 4555541 6458 L1 6449 0 0 6449 6449 0 0 0 0 0 0 0 0 0 0
chr5 6416751 6417659 907 L1 875 0 0 871 871 0 4 0 0 0 0 0 0 0 0
chr5 6441706 6442025 318 Alu 311 311 311 0 0 0 0 0 0 0 0 0 0 0 0
chr5 6577389 6577692 302 Alu 303 303 303 0 0 0 0 0 0 0 0 0 0 0 0
chr5 7019314 7024799 5484 L1 5396 0 0 5396 5396 0 0 0 0 0 0 0 0 0 0
chr5 7246881 7252955 6073 L1 6054 0 0 6025 6025 0 0 0 0 0 0 0 0 0 0
chr5 7560266 7560567 300 Alu 294 294 294 0 0 0 0 0 0 0 0 0 0 301 1 ADCY2
chr5 7656898 7659251 2352 L1 2352 0 0 2352 2352 0 0 0 0 0 0 0 0 2353 1 ADCY2
chr5 8326126 8327968 1841 L1 1752 42 42 1710 1710 0 0 0 0 0 0 0 0 0 0
chr5 8990853 8991820 966 LTR 966 0 0 0 0 0 966 0 0 0 0 0 0 0 0
chr5 9637232 9640331 3098 L1 3042 0 0 3042 3042 0 0 0 0 0 0 0 0 0 0
chr5 10577075 10577383 307 Alu 301 301 301 0 0 0 0 0 0 0 0 0 0 0 0
chr5 12250449 12251134 684 L1 683 0 0 645 645 0 0 0 38 0 0 0 0 0 0
chr5 13469604 13475854 6249 L1 6235 0 0 6235 6235 0 0 0 0 0 0 0 0 0 0
chr5 15179933 15181422 1488 L1 1489 0 0 1489 1489 0 0 0 0 0 0 0 0 0 0
chr5 15959459 15965664 6204 L1 6055 0 0 6034 6034 0 0 0 0 0 0 0 0 6205 1 FBXL7
chr5 17020770 17021092 321 Alu 305 305 305 0 0 0 0 0 0 0 0 0 0 0 0
chr5 17025407 17025744 336 Alu 312 312 312 0 0 0 0 0 0 0 0 0 0 0 0
chr5 18614308 18615290 981 LTR 980 0 0 0 0 0 980 0 0 0 0 0 0 0 0
chr5 18651574 18652714 1139 LTR 1139 0 0 0 0 0 1139 0 0 0 0 0 0 0 0
chr5 19081083 19081325 241 L1 242 0 0 242 242 0 0 0 0 0 0 0 0 0 0
chr5 19115826 19116343 516 L1 517 0 0 517 517 0 0 0 0 0 0 0 0 0 0
chr5 20680110 20682883 2772 L1 2760 0 0 2760 2760 0 0 0 0 0 0 0 0 0 0
chr5 21075404 21076083 678 L1 654 0 0 654 654 0 0 0 0 0 0 0 0 0 0
chr5 23224880 23226048 1167 L1 1168 0 0 1168 1168 0 0 0 0 0 0 0 0 0 0
chr5 24889915 24890352 436 LTR 437 0 0 0 0 0 437 0 0 0 0 0 0 0 0
chr5 25149558 25155650 6091 L1 6016 0 0 6016 6016 0 0 0 0 0 0 0 0 0 0
chr5 25351954 25352263 308 Alu 293 293 293 0 0 0 0 0 0 0 0 0 0 0 0
chr5 25833185 25833994 808 LTR 809 0 0 0 0 0 809 0 0 0 0 0 0 0 0
chr5 26511839 26518014 6174 L1 6114 0 0 6014 6014 0 100 0 0 0 0 0 0 0 0
chr5 26752222 26752743 520 L1 504 6 0 498 498 0 0 0 0 0 0 0 0 0 0
chr5 28648979 28649541 561 L1 560 0 0 560 560 0 0 0 0 0 0 0 0 0 0
chr5 28878855 28883667 4811 L1 4811 0 0 4811 4811 0 0 0 0 0 0 0 0 0 0
chr5 29149150 29149454 303 L1 303 0 0 286 286 0 17 0 0 0 0 0 0 0 0
chr5 29532634 29534559 1924 L1 1925 0 0 1925 1925 0 0 0 0 0 0 0 0 0 0
chr5 30853822 30859909 6086 L1 6081 0 0 6081 6081 0 0 0 0 0 0 0 0 0 0
chr5 30931104 30931424 319 Alu 301 301 301 0 0 0 0 0 0 0 0 0 0 0 0
chr5 32177419 32179454 2034 SVA 1918 0 0 0 0 0 0 1890 0 0 0 0 0 2035 1 GOLPH3
chr5 32221372 32221719 346 Alu 345 314 314 0 0 0 31 0 0 0 0 0 0 0 0
chr5 32243458 32245522 2063 SVA 1982 0 0 0 0 0 0 1982 0 0 0 0 0 0 0
chr5 32858287 32863895 5607 L1 5605 0 0 5508 5508 0 97 0 0 0 0 0 0 0 0
chr5 32947132 32948501 1368 L1 1343 0 0 1343 1343 0 0 0 0 0 0 0 0 0 0
chr5 33158066 33164337 6270 L1 6197 157 157 6024 6024 0 0 0 0 0 0 0 0 0 0
chr5 35226907 35227227 319 Alu 309 309 309 0 0 0 0 0 0 0 0 0 0 320 1 PRLR
chr5 35604055 35610109 6053 L1 6020 0 0 6020 6020 0 0 0 0 0 0 0 0 0 0
chr5 35689551 35689961 409 Alu 404 404 404 0 0 0 0 0 0 0 0 0 0 410 1 SPEF2
chr5 36049058 36052343 3284 LTR 3281 314 314 0 0 0 2967 0 0 0 0 0 0 0 0
chr5 36356508 36359293 2784 L1 2767 0 0 2767 2767 0 0 0 0 0 0 0 0 0 0
chr5 36369893 36370179 285 Alu 286 286 286 0 0 0 0 0 0 0 0 0 0 0 0
chr5 36411512 36411828 315 Alu 306 299 299 0 0 0 0 0 7 0 0 0 0 0 0
chr5 37450648 37452445 1796 SVA 1781 5 5 0 0 0 0 1776 0 0 0 0 0 1797 1 WDR70
chr5 37598307 37600477 2169 SVA 2162 0 0 0 0 0 0 2129 0 0 0 0 0 2170 1 WDR70
chr5 37792817 37793146 328 Alu 302 300 300 0 0 0 2 0 0 0 0 0 0 0 0
chr5 39268387 39269015 627 L1 624 0 0 587 587 0 0 0 0 0 0 0 0 0 0



chr5 39369401 39370911 1509 SVA 1425 0 0 0 0 0 0 1372 0 0 0 0 0 1510 1 C9
chr5 39823396 39829604 6207 L1 6040 0 0 6018 6018 0 0 0 0 0 0 0 0 0 0
chr5 40577155 40583205 6049 L1 6029 0 0 6029 6029 0 0 0 0 0 0 0 0 0 0
chr5 41270882 41274310 3427 L1 3352 0 0 3352 3352 0 0 0 0 0 0 0 0 3428 1 C6
chr5 41291910 41292316 405 L1 389 0 0 389 389 0 0 0 0 0 0 0 0 406 1 C6
chr5 41731090 41732831 1740 L1 1741 0 0 1741 1741 0 0 0 0 0 0 0 0 0 0
chr5 42871987 42872864 876 LTR 876 0 0 0 0 0 876 0 0 0 0 0 0 0 0
chr5 43068783 43069180 396 Alu 395 395 395 0 0 0 0 0 0 0 0 0 0 0 0
chr5 43557302 43558981 1678 SVA 1637 0 0 13 0 0 0 1600 0 0 0 0 0 0 0
chr5 43613445 43615028 1582 SVA 1582 0 0 0 0 0 11 1571 0 0 0 0 0 0 0
chr5 43697234 43697880 645 L1 591 0 0 591 591 0 0 0 0 0 0 0 0 646 1 NNT
chr5 44188145 44190326 2180 L1 2173 0 0 2168 2168 0 5 0 0 0 0 0 0 0 0
chr5 44903742 44904089 346 Alu 346 346 315 0 0 0 0 0 0 0 0 0 0 0 0
chr5 49904823 49905151 327 Alu 302 302 302 0 0 0 0 0 0 0 0 0 0 0 0
chr5 50017484 50019471 1986 LTR 1985 0 0 0 0 0 1985 0 0 0 0 0 0 1987 1 PARP8
chr5 50209072 50209374 301 Alu 302 302 302 0 0 0 0 0 0 0 0 0 0 0 0
chr5 50433276 50433590 313 Alu 304 304 304 0 0 0 0 0 0 0 0 0 0 0 0
chr5 50662263 50667676 5412 L1 5237 0 0 5237 5237 0 0 0 0 0 0 0 0 0 0
chr5 51578242 51581930 3687 L1 3586 0 0 3586 3586 0 0 0 0 0 0 0 0 0 0
chr5 51829408 51829748 339 Alu 311 311 311 0 0 0 0 0 0 0 0 0 0 0 0
chr5 52459726 52460050 323 Alu 322 307 307 0 0 0 0 0 15 0 0 0 0 0 0
chr5 52494856 52495187 330 Alu 306 306 306 0 0 0 0 0 0 0 0 0 0 0 0
chr5 52741229 52741561 331 Alu 314 314 314 0 0 0 0 0 0 0 0 0 0 0 0
chr5 53070268 53070491 222 Alu 223 223 223 0 0 0 0 0 0 0 0 0 0 0 0
chr5 53129771 53130096 324 Alu 309 309 309 0 0 0 0 0 0 0 0 0 0 0 0
chr5 53212674 53213001 326 Alu 295 295 295 0 0 0 0 0 0 0 0 0 0 0 0
chr5 53513246 53515986 2739 L1 2714 239 239 2475 2475 0 0 0 0 0 0 0 0 2740 1 ARL15
chr5 54138020 54139053 1032 L1 976 0 0 976 976 0 0 0 0 0 0 0 0 0 0
chr5 54207162 54208265 1102 LTR 1069 0 0 0 0 0 1069 0 0 0 0 0 0 0 0
chr5 54902663 54903691 1027 LTR 959 0 0 0 0 0 959 0 0 0 0 0 0 0 0
chr5 55083718 55086614 2895 L1 2854 0 0 2831 2831 0 0 0 0 0 0 0 0 2896 1 DDX4
chr5 55345495 55347618 2122 SVA 2121 0 0 0 0 0 19 2102 0 0 0 0 0 0 0
chr5 55703457 55705086 1628 SVA 1627 0 0 41 41 0 0 1586 0 0 0 0 0 0 0
chr5 55874397 55874672 274 Alu 273 264 264 9 9 0 0 0 0 0 0 0 0 0 0
chr5 56118244 56118464 219 L1 209 0 0 209 209 0 0 0 0 0 0 0 0 0 0
chr5 56131099 56131807 707 L1 690 0 0 690 690 0 0 0 0 0 0 0 0 0 0
chr5 56328146 56328620 473 Alu 462 462 462 0 0 0 0 0 0 0 0 0 0 0 0
chr5 56681725 56689140 7414 L1 7213 0 0 6748 6748 0 465 0 0 0 0 0 0 0 0
chr5 57715709 57722011 6301 L1 6121 0 0 6031 6031 0 65 0 0 0 0 0 0 0 0
chr5 58615993 58616813 819 L1 816 2 0 814 814 0 0 0 0 0 0 0 0 820 1 PDE4D
chr5 59301751 59302973 1221 L1 1172 0 0 1168 1168 0 0 0 0 0 0 0 0 1222 1 PDE4D
chr5 59635936 59636269 332 Alu 314 314 314 0 0 0 0 0 0 0 0 0 0 333 1 PDE4D
chr5 60715536 60715858 321 Alu 311 311 311 0 0 0 0 0 0 0 0 0 0 322 1 ZSWIM6
chr5 62000850 62001801 950 L1 887 0 0 887 887 0 0 0 0 0 0 0 0 0 0
chr5 62130561 62136581 6019 L1 6019 0 0 6019 6019 0 0 0 0 0 0 0 0 0 0
chr5 62148862 62155015 6152 L1 6134 0 0 6079 6079 0 0 0 0 0 0 0 0 0 0
chr5 64495568 64501741 6172 L1 6030 0 0 6030 6030 0 0 0 0 0 0 0 0 6173 1 ADAMTS6
chr5 64541733 64542054 320 Alu 299 299 299 0 0 0 0 0 0 0 0 0 0 321 1 ADAMTS6
chr5 65227129 65227433 303 Alu 285 285 285 0 0 0 0 0 0 0 0 0 0 0 0
chr5 65271005 65272912 1906 SVA 1842 24 24 0 0 0 0 1818 0 0 0 0 0 1907 1 ERBB2IP
chr5 65288784 65290285 1500 SVA 1489 0 0 0 0 0 0 1472 17 0 0 0 0 1501 1 ERBB2IP
chr5 66081847 66085835 3987 L1 3935 0 0 3935 3935 0 0 0 0 0 0 0 0 3988 1 MAST4
chr5 66581426 66583849 2422 L1 2385 0 0 2385 2385 0 0 0 0 0 0 0 0 0 0
chr5 67221172 67227381 6208 L1 6084 0 0 6023 6023 0 61 0 0 0 0 0 0 0 0
chr5 67339347 67341472 2124 L1 2124 0 0 2086 2086 0 38 0 0 0 0 0 0 0 0
chr5 67654646 67656184 1537 SVA 1516 0 0 20 20 0 0 1496 0 0 0 0 0 0 0
chr5 70963100 70963425 324 Alu 323 323 307 0 0 0 0 0 0 0 0 0 0 325 1 MCCC2
chr5 71182427 71185787 3359 L1 3358 0 0 3059 3059 0 299 0 0 0 0 0 0 0 0
chr5 72380439 72380767 327 Alu 326 304 304 22 22 0 0 0 0 0 0 0 0 328 1 FCHO2
chr5 74033631 74033958 326 Alu 326 309 309 17 17 0 0 0 0 0 0 0 0 327 1 HEXB
chr5 74600900 74603776 2875 SVA 2770 0 0 0 0 0 0 2588 0 0 0 0 0 0 0
chr5 74937403 74938375 971 LTR 970 0 0 11 11 0 959 0 0 0 0 0 0 0 0



chr5 74973797 74979872 6074 L1 6029 0 0 6029 6029 0 0 0 0 0 0 0 0 0 0
chr5 75666970 75668377 1406 SVA 1337 0 0 0 0 0 0 1337 0 0 0 0 0 0 0
chr5 76143137 76145273 2135 SVA 2114 0 0 0 0 0 0 2114 0 0 0 0 0 0 0
chr5 76311549 76311874 324 Alu 323 323 311 0 0 0 0 0 0 0 0 0 0 0 0
chr5 76315402 76317545 2142 SVA 2086 0 0 0 0 0 0 2086 0 0 0 0 0 0 0
chr5 76373246 76375902 2655 SVA 2484 0 0 0 0 0 0 2432 0 0 0 0 0 2656 1 AGGF1
chr5 77084099 77084474 374 Alu 370 342 342 0 0 0 0 0 0 0 0 0 0 375 1 TBCA
chr5 78128299 78128826 526 Alu 525 525 525 0 0 0 0 0 0 0 0 0 0 527 1 ARSB
chr5 78139387 78139694 306 Alu 303 303 303 0 0 0 0 0 0 0 0 0 0 307 1 ARSB
chr5 78198303 78204418 6114 L1 6022 0 0 6022 6022 0 0 0 0 0 0 0 0 6115 1 ARSB
chr5 78312502 78312829 326 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 327 1 ARSB
chr5 78366342 78366668 325 Alu 302 302 302 0 0 0 0 0 0 0 0 0 0 326 1 DMGDH
chr5 78595179 78595643 463 Alu 447 447 447 0 0 0 0 0 0 0 0 0 0 464 1 JMY
chr5 79592949 79593259 309 Alu 304 304 304 0 0 0 0 0 0 0 0 0 0 0 0
chr5 79999324 80000347 1022 LTR 1023 0 0 0 0 0 1023 0 0 0 0 0 0 1023 1 MSH3
chr5 80155259 80156040 780 SVA 776 0 0 0 0 0 0 741 7 0 0 0 0 781 1 MSH3
chr5 80945656 80945962 305 Alu 304 304 304 0 0 0 0 0 0 0 0 0 0 306 1 SSBP2
chr5 81760950 81767013 6062 L1 6022 0 0 6022 6022 0 0 0 0 0 0 0 0 0 0
chr5 82518517 82518817 299 Alu 300 300 300 0 0 0 0 0 0 0 0 0 0 300 1 XRCC4
chr5 82647828 82651995 4166 L1 4164 0 0 4082 4082 0 0 0 52 0 0 0 0 4167 1 XRCC4
chr5 82789337 82795427 6089 L1 6047 0 0 6017 6017 0 0 0 0 0 0 0 0 0 0
chr5 85791947 85796846 4898 HERV 4879 0 0 0 0 4639 4879 0 0 0 0 0 0 0 0
chr5 85791947 85796846 4898 LTR 4879 0 0 0 0 4639 4879 0 0 0 0 0 0 0 0
chr5 87247339 87248614 1274 L1 1275 0 0 1275 1275 0 0 0 0 0 0 0 0 0 0
chr5 87946756 87948491 1734 SVA 1725 0 0 61 61 0 0 1598 0 0 0 0 0 1735 1 LOC645323
chr5 89510196 89510981 784 L1 784 0 0 784 784 0 0 0 0 0 0 0 0 0 0
chr5 89658270 89659442 1171 L1 1105 0 0 1105 1105 0 0 0 0 0 0 0 0 0 0
chr5 90924548 90924739 190 LTR 191 0 0 0 0 0 191 0 0 0 0 0 0 0 0
chr5 91599815 91599951 135 L1 136 0 0 136 136 0 0 0 0 0 0 0 0 0 0
chr5 92712959 92713258 298 Alu 298 296 296 0 0 0 2 0 0 0 0 0 0 0 0
chr5 93877977 93878549 571 Alu 562 562 562 0 0 0 0 0 0 0 0 0 0 572 1 C5orf36
chr5 94135389 94135713 323 Alu 323 309 309 0 0 0 14 0 0 0 0 0 0 324 1 MCTP1
chr5 94853807 94854159 351 Alu 335 335 334 0 0 0 0 0 0 0 0 0 0 352 1 TTC37
chr5 95939822 95940442 619 L1 589 0 0 589 589 0 0 0 0 0 0 0 0 0 0
chr5 97713354 97716013 2658 L1 2659 0 0 2659 2659 0 0 0 0 0 0 0 0 0 0
chr5 97871836 97872150 313 Alu 299 299 299 0 0 0 0 0 0 0 0 0 0 0 0
chr5 99054418 99056739 2320 L1 2288 0 0 2242 2242 0 0 0 0 0 0 0 0 0 0
chr5 99259952 99262455 2502 L1 2449 0 0 2449 2449 0 0 0 0 0 0 0 0 0 0
chr5 99780295 99780643 347 Alu 317 317 317 0 0 0 0 0 0 0 0 0 0 0 0
chr5 99787373 99787695 321 Alu 320 306 306 0 0 0 14 0 0 0 0 0 0 0 0
chr5 100597980 100600591 2610 L1 2581 0 0 2522 2522 0 0 0 0 0 0 0 0 0 0
chr5 100995672 100996009 336 LTR 337 0 0 0 0 0 337 0 0 0 0 0 0 0 0
chr5 101012423 101012757 333 Alu 314 314 314 0 0 0 0 0 0 0 0 0 0 0 0
chr5 101494910 101501085 6174 L1 6078 0 0 6078 6078 0 0 0 0 0 0 0 0 0 0
chr5 101570354 101573211 2856 L1 2854 0 0 2854 2854 0 0 0 0 0 0 0 0 0 0
chr5 102270818 102272406 1587 L1 1495 0 0 1475 1475 0 0 0 0 0 0 0 0 1588 1 PAM
chr5 102410333 102416377 6043 L1 6026 0 0 6016 6016 0 10 0 0 0 0 0 0 0 0
chr5 102504165 102504458 292 Alu 292 287 287 5 5 0 0 0 0 0 0 0 0 293 1 PPIP5K2
chr5 103090213 103090530 316 Alu 313 309 309 0 0 0 0 0 0 0 0 0 0 0 0
chr5 105511530 105512887 1356 L1 1356 0 0 1346 1346 0 0 0 10 0 0 0 0 0 0
chr5 105977694 105977955 260 Alu 252 252 252 0 0 0 0 0 0 0 0 0 0 0 0
chr5 106986336 106986678 341 Alu 340 340 317 0 0 0 0 0 0 0 0 0 0 342 1 EFNA5
chr5 107921882 107923840 1957 SVA 1827 0 0 0 0 0 0 1781 0 0 0 0 0 0 0
chr5 108290827 108291159 331 Alu 304 304 304 0 0 0 0 0 0 0 0 0 0 332 1 FER
chr5 108622970 108629024 6053 L1 6030 0 0 6030 6030 0 0 0 0 0 0 0 0 0 0
chr5 109593247 109594557 1309 L1 1310 0 0 1310 1310 0 0 0 0 0 0 0 0 0 0
chr5 110545383 110545856 472 L1 441 0 0 441 441 0 0 0 0 0 0 0 0 0 0
chr5 110645350 110645667 316 Alu 293 293 293 0 0 0 0 0 0 0 0 0 0 317 1 CAMK4
chr5 111345482 111345814 331 Alu 317 317 317 0 0 0 0 0 0 0 0 0 0 0 0
chr5 111405381 111405706 324 Alu 323 306 306 0 0 17 17 0 0 0 0 0 0 0 0
chr5 111807822 111814406 6583 HERV 6557 0 0 0 0 6242 6557 0 0 0 0 0 0 0 0
chr5 111807822 111814406 6583 LTR 6557 0 0 0 0 6242 6557 0 0 0 0 0 0 0 0



chr5 112317763 112319486 1722 SVA 1661 0 0 45 45 0 0 1616 0 0 0 0 0 0 0
chr5 112765532 112765927 394 Alu 393 393 393 0 0 0 0 0 0 0 0 0 0 395 1 MCC
chr5 112855402 112855738 335 Alu 335 303 303 0 0 0 32 0 0 0 0 0 0 0 0
chr5 112982140 112983289 1148 LTR 1102 0 0 0 0 190 1102 0 0 0 0 0 0 0 0
chr5 113486948 113487279 330 Alu 330 310 310 20 0 0 0 0 0 0 0 0 0 0 0
chr5 113490017 113491941 1923 LTR 1922 0 0 0 0 0 1922 0 0 0 0 0 0 0 0
chr5 113593846 113595183 1336 L1 1233 0 0 1233 1233 0 0 0 0 0 0 0 0 0 0
chr5 113720892 113721923 1030 L1 988 0 0 988 988 0 0 0 0 0 0 0 0 0 0
chr5 113892726 113893556 829 L1 797 0 0 797 797 0 0 0 0 0 0 0 0 0 0
chr5 114338236 114338621 384 L1 383 0 0 383 383 0 0 0 0 0 0 0 0 0 0
chr5 114773892 114777360 3467 L1 3427 0 0 3427 3427 0 0 0 0 0 0 0 0 0 0
chr5 115014670 115018459 3788 LTR 3628 0 0 0 0 3283 3628 0 0 0 0 0 0 0 0
chr5 115614671 115619127 4455 L1 4264 0 0 4264 4264 0 0 0 0 0 0 0 0 4456 1 COMMD10
chr5 116410002 116415501 5498 HERV 5476 0 0 0 0 4950 5476 0 0 0 0 0 0 0 0
chr5 116410002 116415501 5498 LTR 5476 0 0 0 0 4950 5476 0 0 0 0 0 0 0 0
chr5 116456091 116456400 308 Alu 307 307 307 0 0 0 0 0 0 0 0 0 0 0 0
chr5 116906939 116907753 813 L1 784 0 0 765 765 0 0 0 0 0 0 0 0 0 0
chr5 116962534 116964436 1901 SVA 1867 0 0 0 0 0 0 1835 0 0 0 0 0 0 0
chr5 117261999 117263497 1497 L1 1497 0 0 1497 1497 0 0 0 0 0 0 0 0 0 0
chr5 118354792 118355269 476 Alu 476 476 476 0 0 0 0 0 0 0 0 0 0 0 0
chr5 118484833 118487097 2263 SVA 2220 0 0 0 0 0 0 2064 0 0 0 0 0 2264 1 DMXL1
chr5 119048309 119054450 6140 L1 6139 0 0 6030 6030 0 82 0 0 0 0 0 0 0 0
chr5 119361284 119361909 624 L1 601 0 0 601 601 0 0 0 0 0 0 0 0 0 0
chr5 120266897 120267070 172 Alu 173 173 173 0 0 0 0 0 0 0 0 0 0 0 0
chr5 121604019 121608710 4690 L1 4612 0 0 4572 4572 0 0 0 0 0 0 0 0 0 0
chr5 121991355 121991697 341 Alu 340 310 310 0 0 0 0 0 30 0 0 0 0 0 0
chr5 122641225 122641579 353 Alu 319 319 319 0 0 0 0 0 0 0 0 0 0 0 0
chr5 123293680 123299429 5748 L1 5746 0 0 5721 5721 0 25 0 0 0 0 0 0 0 0
chr5 124745253 124745568 314 Alu 314 310 310 0 0 0 4 0 0 0 0 0 0 0 0
chr5 124905079 124908249 3169 L1 2985 0 0 2985 2985 0 0 0 0 0 0 0 0 0 0
chr5 125039426 125040575 1148 L1 1147 0 0 1092 1092 0 55 0 0 0 0 0 0 0 0
chr5 125349698 125351847 2148 L1 2147 0 0 2118 2118 0 0 0 0 0 0 0 0 0 0
chr5 125427896 125428200 303 Alu 304 304 304 0 0 0 0 0 0 0 0 0 0 0 0
chr5 126337472 126337809 336 Alu 315 315 315 0 0 0 0 0 0 0 0 0 0 337 1 MARCH3
chr5 126395936 126396245 308 Alu 291 291 291 0 0 0 0 0 0 0 0 0 0 0 0
chr5 126523493 126523799 305 Alu 306 306 306 0 0 0 0 0 0 0 0 0 0 0 0
chr5 126970221 126970561 339 Alu 314 314 314 0 0 0 0 0 0 0 0 0 0 0 0
chr5 127097419 127103584 6164 L1 6119 0 0 6020 6020 0 99 0 0 0 0 0 0 0 0
chr5 127968384 127971254 2869 L1 2868 0 0 2868 2868 0 0 0 0 0 0 0 0 0 0
chr5 128406583 128406898 314 Alu 304 299 299 5 0 0 0 0 0 0 0 0 0 0 0
chr5 128419703 128419922 218 L1 219 0 0 219 219 0 0 0 0 0 0 0 0 0 0
chr5 128659352 128667868 8515 L1 8476 308 308 7908 7908 0 260 0 0 0 0 0 0 0 0
chr5 128909050 128910041 990 L1 949 0 0 949 949 0 0 0 0 0 0 0 0 991 1 ADAMTS19
chr5 129077717 129078059 341 Alu 311 311 311 0 0 0 0 0 0 0 0 0 0 342 1 ADAMTS19
chr5 129166865 129168404 1538 L1 1539 0 0 1539 1539 0 0 0 0 0 0 0 0 0 0
chr5 129424873 129425904 1030 L1 1031 0 0 1031 1031 0 0 0 0 0 0 0 0 1031 1 CHSY3
chr5 129830744 129831158 413 L1 414 0 0 414 414 0 0 0 0 0 0 0 0 0 0
chr5 130417790 130418121 330 Alu 330 301 301 29 29 0 0 0 0 0 0 0 0 0 0
chr5 130436794 130438290 1495 L1 1488 0 0 1488 1488 0 0 0 0 0 0 0 0 0 0
chr5 130517668 130517989 320 Alu 319 304 304 0 0 0 15 0 0 0 0 0 0 0 0
chr5 131141929 131142775 845 L1 819 0 0 819 819 0 0 0 0 0 0 0 0 846 1 FNIP1
chr5 131345668 131346040 371 Alu 356 356 356 0 0 0 0 0 0 0 0 0 0 372 1 ACSL6
chr5 131554813 131555129 315 Alu 314 301 301 0 0 0 13 0 0 0 0 0 0 0 0
chr5 132318139 132318442 302 Alu 302 298 298 0 0 0 4 0 0 0 0 0 0 303 1 AFF4
chr5 132345988 132347718 1729 SVA 1724 134 134 0 0 0 0 1590 0 0 0 0 0 0 0
chr5 132472404 132473432 1027 SVA 1028 0 0 0 0 0 0 1028 0 0 0 0 0 0 0
chr5 132946879 132952895 6015 L1 6010 0 0 6010 6010 0 0 0 0 0 0 0 0 6016 1 FSTL4
chr5 133832944 133833283 338 L1 337 0 0 337 337 0 0 0 0 0 0 0 0 0 0
chr5 136146389 136152435 6045 L1 6036 8 0 6028 6028 0 0 0 0 0 0 0 0 0 0
chr5 136179187 136179475 287 Alu 287 287 287 0 0 0 0 0 0 0 0 0 0 0 0
chr5 136408224 136414357 6132 L1 6013 0 0 6013 6013 0 0 0 0 0 0 0 0 6133 1 SPOCK1
chr5 137050477 137051794 1316 SVA 1314 0 0 0 0 0 0 1314 0 0 0 0 0 1317 1 KLHL3



chr5 137067710 137067993 282 Alu 281 281 280 0 0 0 0 0 0 0 0 0 0 283 1 KLHL3
chr5 137613476 137613790 313 Alu 306 306 306 0 0 0 0 0 0 0 0 0 0 0 0
chr5 137883403 137883937 533 L1 501 0 0 501 501 0 0 0 0 0 0 0 0 534 1 ETF1
chr5 138100529 138100868 338 Alu 314 314 314 0 0 0 0 0 0 0 0 0 0 0 0
chr5 138174119 138175552 1432 SVA 1429 0 0 0 0 0 0 1408 0 0 0 0 0 1433 1 CTNNA1
chr5 138187255 138187573 317 Alu 309 309 309 0 0 0 0 0 0 0 0 0 0 318 1 CTNNA1
chr5 138241030 138241346 315 Alu 304 304 304 0 0 0 0 0 0 0 0 0 0 316 1 CTNNA1
chr5 138419167 138420929 1761 SVA 1735 0 0 0 0 0 0 1701 0 0 0 0 0 1762 1 SIL1
chr5 138446800 138448423 1622 L1 1513 0 0 1492 1492 0 0 0 0 0 0 0 0 1623 1 SIL1
chr5 138577036 138577557 520 Alu 520 520 520 0 0 0 0 0 0 0 0 0 0 0 0
chr5 138710174 138710713 538 Alu 519 519 519 0 0 0 0 0 0 0 0 0 0 539 1 PAIP2
chr5 138839308 138839773 464 Alu 455 455 455 0 0 0 0 0 0 0 0 0 0 465 1 TMEM173
chr5 139873716 139874279 562 Alu 542 542 542 0 0 0 0 0 0 0 0 0 0 563 1 ANKHD1-EIF4EBP3
chr5 140265999 140268485 2485 HERV 2486 0 0 0 0 2486 2486 0 0 0 0 0 0 2486 1 PCDHA13
chr5 140265999 140268485 2485 LTR 2486 0 0 0 0 2486 2486 0 0 0 0 0 0 2486 1 PCDHA13
chr5 140932902 140933220 317 Alu 301 301 301 0 0 0 0 0 0 0 0 0 0 318 1 DIAPH1
chr5 141410897 141411325 427 Alu 427 427 427 0 0 0 0 0 0 0 0 0 0 0 0
chr5 141434395 141437129 2733 SVA 2662 2 2 0 0 0 0 2660 0 0 0 0 0 0 0
chr5 141955928 141956373 444 Alu 417 417 417 0 0 0 0 0 0 0 0 0 0 445 1 FGF1
chr5 143903015 143903337 321 Alu 301 301 301 0 0 0 0 0 0 0 0 0 0 0 0
chr5 143910677 143913347 2669 L1 2667 0 0 2653 2653 0 0 0 0 0 0 0 0 0 0
chr5 144103153 144103476 322 Alu 319 317 317 2 2 0 0 0 0 0 0 0 0 0 0
chr5 144453463 144453844 380 L1 379 0 0 379 379 0 0 0 0 0 0 0 0 0 0
chr5 144807196 144808391 1194 L1 1163 0 0 1163 1163 0 0 0 0 0 0 0 0 0 0
chr5 144846495 144847015 519 L1 500 0 0 500 500 0 0 0 0 0 0 0 0 0 0
chr5 144999948 145000257 308 Alu 307 307 307 0 0 0 0 0 0 0 0 0 0 0 0
chr5 145619436 145619823 386 Alu 364 364 364 0 0 0 0 0 0 0 0 0 0 387 1 RBM27
chr5 145969196 145975301 6104 L1 6076 0 0 6076 6076 0 0 0 0 0 0 0 0 6105 1 PPP2R2B
chr5 147298424 147298739 314 Alu 313 312 312 1 1 0 0 0 0 0 0 0 0 0 0
chr5 147318200 147320732 2531 L1 2509 0 0 2509 2509 0 0 0 0 0 0 0 0 0 0
chr5 147380648 147384381 3732 L1 3712 17 0 3695 3695 0 0 0 0 0 0 0 0 0 0
chr5 147502802 147504169 1366 L1 1333 0 0 1333 1333 0 0 0 0 0 0 0 0 0 0
chr5 147611853 147614806 2952 L1 2950 0 0 2950 2950 0 0 0 0 0 0 0 0 0 0
chr5 147969946 147975528 5581 L1 5537 0 0 5501 5501 0 0 0 0 0 0 0 0 5582 1 HTR4
chr5 148301878 148308494 6615 L1 6348 92 0 6080 6080 0 85 0 91 0 0 0 0 0 0
chr5 148533473 148533812 338 Alu 307 307 307 0 0 0 0 0 0 0 0 0 0 339 1 ABLIM3
chr5 149239139 149239567 427 L1 390 0 0 390 390 0 0 0 0 0 0 0 0 428 1 PDE6A
chr5 149932453 149932771 317 Alu 299 299 299 0 0 0 0 0 0 0 0 0 0 0 0
chr5 150718443 150718763 319 Alu 318 315 315 0 0 0 0 0 3 0 0 0 0 0 0
chr5 151436564 151442696 6131 L1 6017 0 0 6017 6017 0 0 0 0 0 0 0 0 0 0
chr5 151566993 151573096 6102 L1 6048 0 0 6048 6032 0 0 0 0 0 0 0 0 0 0
chr5 151699725 151705927 6201 L1 6149 68 0 6081 6081 0 0 0 0 0 0 0 0 0 0
chr5 151838995 151840808 1812 SVA 1804 0 0 69 69 0 0 1624 0 0 0 0 0 0 0
chr5 151913088 151913439 350 Alu 349 317 317 32 32 0 0 0 0 0 0 0 0 0 0
chr5 152245623 152252229 6605 L1 6134 85 0 6018 6018 0 0 0 0 0 0 0 0 0 0
chr5 152396309 152397083 773 SVA 749 0 0 0 0 0 0 724 0 0 0 0 0 0 0
chr5 152430705 152436887 6181 L1 6159 0 0 6138 6138 0 0 0 0 0 0 0 0 0 0
chr5 154104382 154104780 397 Alu 395 395 395 0 0 0 0 0 0 0 0 0 0 398 1 LARP1
chr5 154608040 154608339 298 Alu 288 288 288 0 0 0 0 0 0 0 0 0 0 0 0
chr5 155016815 155021328 4512 L1 4486 0 0 4459 4459 0 0 0 0 0 0 0 0 0 0
chr5 155056733 155058583 1849 LTR 1850 0 0 0 0 0 1850 0 0 0 0 0 0 0 0
chr5 155421405 155427612 6206 L1 6034 0 0 6034 6034 0 0 0 0 0 0 0 0 0 0
chr5 156796439 156798453 2013 L1 2014 0 0 2014 2014 0 0 0 0 0 0 0 0 0 0
chr5 157289220 157289440 219 Alu 219 219 219 0 0 0 0 0 0 0 0 0 0 0 0
chr5 158047103 158047387 283 Alu 283 283 283 0 0 0 0 0 0 0 0 0 0 0 0
chr5 158395821 158397443 1621 L1 1580 0 0 1580 1580 0 0 0 0 0 0 0 0 1622 1 EBF1
chr5 159007790 159008120 329 Alu 302 302 302 0 0 0 0 0 0 0 0 0 0 0 0
chr5 159373770 159374198 427 Alu 417 417 417 0 0 0 0 0 0 0 0 0 0 428 1 TTC1
chr5 160233098 160239189 6090 L1 6078 46 46 6032 6032 0 0 0 0 0 0 0 0 0 0
chr5 160278529 160278836 306 Alu 301 301 301 0 0 0 0 0 0 0 0 0 0 0 0
chr5 160965548 160971680 6131 L1 6033 0 0 6033 6033 0 0 0 0 0 0 0 0 0 0
chr5 162580726 162581028 301 Alu 301 301 301 0 0 0 0 0 0 0 0 0 0 0 0



chr5 162844852 162845557 704 L1 705 0 0 705 705 0 0 0 0 0 0 0 0 705 1 HMMR
chr5 162942570 162944227 1656 SVA 1588 0 0 0 0 0 0 1560 0 0 0 0 0 0 0
chr5 163014208 163014530 321 Alu 320 320 316 0 0 0 0 0 0 0 0 0 0 0 0
chr5 164298886 164299189 302 Alu 302 300 300 0 0 0 2 0 0 0 0 0 0 0 0
chr5 164824362 164825044 681 L1 682 0 0 682 682 0 0 0 0 0 0 0 0 0 0
chr5 165500774 165506863 6088 L1 6084 0 0 6084 6084 0 0 0 0 0 0 0 0 0 0
chr5 165780113 165781162 1048 L1 981 0 0 981 981 0 0 0 0 0 0 0 0 0 0
chr5 166326163 166332408 6244 L1 6056 0 0 6033 6033 0 0 0 0 0 0 0 0 0 0
chr5 167863927 167864512 584 Alu 582 582 582 0 0 0 0 0 0 0 0 0 0 585 1 RARS
chr5 168002185 168004161 1975 SVA 1973 54 54 100 100 0 0 1819 0 0 0 0 0 0 0
chr5 169356452 169357416 963 LTR 959 0 0 0 0 0 959 0 0 0 0 0 0 964 1 DOCK2
chr5 169363834 169364673 838 L1 837 0 0 837 837 0 0 0 0 0 0 0 0 839 1 DOCK2
chr5 169599298 169605412 6113 L1 6018 0 0 6018 6018 0 0 0 0 0 0 0 0 6114 1 C5orf58
chr5 170217851 170218156 304 Alu 305 305 305 0 0 0 0 0 0 0 0 0 0 0 0
chr5 170364745 170366393 1647 L1 1646 0 0 1613 1613 33 33 0 0 0 0 0 0 1648 1 RANBP17
chr5 170443574 170449584 6009 L1 6008 0 0 6008 6008 0 0 0 0 0 0 0 0 6010 1 RANBP17
chr5 170546117 170546408 290 Alu 289 270 270 0 0 0 0 0 19 0 0 0 0 291 1 RANBP17
chr5 173095638 173095931 292 Alu 287 287 287 0 0 0 0 0 0 0 0 0 0 0 0
chr5 173899024 173899978 953 L1 953 0 0 953 953 0 0 0 0 0 0 0 0 0 0
chr5 173906983 173907275 291 Alu 292 292 292 0 0 0 0 0 0 0 0 0 0 0 0
chr5 175056778 175057086 307 Alu 295 295 295 0 0 0 0 0 0 0 0 0 0 0 0
chr5 175481480 175481981 500 Alu 480 480 480 0 0 0 0 0 0 0 0 0 0 0 0
chr5 175663820 175666574 2753 SVA 2719 0 0 33 33 0 0 2660 0 0 0 0 0 2754 1 C5orf25
chr5 176820699 176821008 308 Alu 305 305 305 0 0 0 0 0 0 0 0 0 0 309 1 DBN1
chr5 176906892 176907196 303 Alu 298 298 298 0 0 0 0 0 0 0 0 0 0 304 1 FAM193B
chr5 177075369 177075876 506 Alu 494 494 494 0 0 0 0 0 0 0 0 0 0 0 0
chr5 178079272 178079567 294 Alu 294 294 294 0 0 0 0 0 0 0 0 0 0 295 1 ZNF354A
chr5 178689443 178689761 317 Alu 309 309 309 0 0 0 0 0 0 0 0 0 0 318 1 ADAMTS2
chr5 178971843 178972170 326 Alu 303 303 303 0 0 0 0 0 0 0 0 0 0 0 0
chr5 178991629 178991951 321 Alu 308 308 308 0 0 0 0 0 0 0 0 0 0 0 0
chr5 179030720 179031310 589 Alu 588 588 588 0 0 0 0 0 0 0 0 0 0 0 0
chr5 179541528 179541846 317 Alu 317 312 312 0 0 0 5 0 0 0 0 0 0 318 1 RASGEF1C
chr5 179747815 179748384 568 Alu 563 563 563 0 0 0 0 0 0 0 0 0 0 0 0
chr5 180262123 180268144 6020 L1 6015 0 0 6015 6015 0 0 0 0 0 0 0 0 6021 1 BTNL8
chr5 180301691 180305320 3628 L1 3592 298 298 3294 3294 0 0 0 0 0 0 0 0 3629 1 BTNL8
chr6 124035 125712 1676 LTR 1609 0 0 0 0 0 1609 0 0 0 0 0 0 0 0
chr6 2362954 2369060 6105 L1 6101 0 0 6028 6028 0 0 0 73 0 0 0 0 0 0
chr6 2958167 2958503 335 Alu 307 307 307 0 0 0 0 0 0 0 0 0 0 336 1 NQO2
chr6 4525242 4525568 325 Alu 314 314 314 0 0 0 0 0 0 0 0 0 0 0 0
chr6 4948289 4948618 328 Alu 306 306 306 0 0 0 0 0 0 0 0 0 0 329 1 RPP40
chr6 4982232 4984205 1972 SVA 1917 0 0 0 0 0 0 1863 0 0 0 0 0 0 0
chr6 5188000 5188308 307 Alu 304 304 304 0 0 0 0 0 0 0 0 0 0 308 1 LYRM4
chr6 6882595 6882910 314 Alu 309 309 309 0 0 0 0 0 0 0 0 0 0 0 0
chr6 7780352 7780625 272 Alu 273 273 273 0 0 0 0 0 0 0 0 0 0 273 1 BMP6
chr6 8161873 8162653 779 L1 751 0 0 751 751 0 0 0 0 0 0 0 0 0 0
chr6 8715701 8721759 6057 L1 6040 0 0 6040 6040 0 0 0 0 0 0 0 0 0 0
chr6 9726956 9727276 319 Alu 298 298 298 0 0 0 0 0 0 0 0 0 0 0 0
chr6 10759236 10759778 541 Alu 537 530 530 7 7 0 0 0 0 0 0 0 0 0 0
chr6 12207406 12207704 297 Alu 278 278 278 0 0 0 0 0 0 0 0 0 0 298 1 HIVEP1
chr6 14405464 14411020 5555 HERV 5549 0 0 0 0 4979 5549 0 0 0 0 0 0 0 0
chr6 14405464 14411020 5555 LTR 5549 0 0 0 0 4979 5549 0 0 0 0 0 0 0 0
chr6 15674246 15674559 312 Alu 311 287 287 0 0 0 24 0 0 0 0 0 0 313 1 DTNBP1
chr6 15833751 15835590 1838 SVA 1808 0 0 0 0 0 0 1781 0 0 0 0 0 0 0
chr6 15864614 15864942 327 Alu 305 305 305 0 0 0 0 0 0 0 0 0 0 0 0
chr6 17274273 17274608 334 Alu 307 307 307 0 0 0 0 0 0 0 0 0 0 0 0
chr6 17374918 17375233 314 Alu 313 306 306 0 0 0 7 0 0 0 0 0 0 0 0
chr6 17542997 17543994 996 L1 972 0 0 949 949 0 0 0 0 0 0 0 0 997 1 CAP2
chr6 19018832 19021403 2570 L1 2541 0 0 2541 2541 0 0 0 0 0 0 0 0 0 0
chr6 19159976 19160153 176 L1 175 0 0 175 175 0 0 0 0 0 0 0 0 0 0
chr6 19531389 19531817 427 Alu 416 416 416 0 0 0 0 0 0 0 0 0 0 0 0
chr6 19810257 19810979 721 L1 685 0 0 685 685 0 0 0 0 0 0 0 0 0 0
chr6 19873086 19879163 6076 L1 6065 12 12 6025 6025 0 0 0 0 0 0 0 0 0 0



chr6 20046717 20049547 2829 SVA 2673 0 0 0 0 0 0 2599 0 0 0 0 0 0 0
chr6 20132198 20132413 214 LTR 215 0 0 0 0 0 215 0 0 0 0 0 0 0 0
chr6 20210041 20210351 309 Alu 307 307 307 0 0 0 0 0 0 0 0 310 1 310 1 MBOAT1
chr6 20447559 20447872 312 Alu 296 287 287 0 0 0 0 0 9 0 0 0 0 0 0
chr6 20722992 20724973 1980 L1 1967 41 41 1926 1926 0 0 0 0 0 0 0 0 1981 1 CDKAL1
chr6 21303385 21303987 601 Alu 590 590 590 0 0 0 0 0 0 0 0 0 0 602 1 CDKAL1
chr6 21959180 21960773 1592 SVA 1487 0 0 0 0 0 0 1465 0 0 0 0 0 1593 1 FLJ22536
chr6 22922678 22923015 336 Alu 335 307 307 28 28 0 0 0 0 0 0 0 0 0 0
chr6 23269288 23276607 7318 HERV 7314 0 0 0 0 6794 7314 0 0 0 0 0 0 0 0
chr6 23269288 23276607 7318 LTR 7314 0 0 0 0 6794 7314 0 0 0 0 0 0 0 0
chr6 24398173 24398494 320 Alu 305 305 305 0 0 0 0 0 0 0 0 0 0 321 1 DCDC2
chr6 25464255 25464594 338 Alu 308 308 308 0 0 0 0 0 0 0 0 0 0 339 1 LRRC16A
chr6 26001705 26002052 346 Alu 312 312 312 0 0 0 0 0 0 0 0 0 0 0 0
chr6 26155378 26155689 310 Alu 309 299 299 0 0 0 0 0 10 0 0 0 0 0 0
chr6 26185681 26186913 1231 LTR 1232 0 0 0 0 0 1232 0 0 0 0 0 0 0 0
chr6 26396367 26404132 7764 HERV 7744 312 312 0 0 7085 7432 0 0 0 0 0 0 0 0
chr6 26396367 26404132 7764 LTR 7744 312 312 0 0 7085 7432 0 0 0 0 0 0 0 0
chr6 26851767 26853154 1386 L1 1253 0 0 1253 1253 0 0 0 0 0 0 0 0 0 0
chr6 28149989 28150297 307 Alu 305 305 305 0 0 0 0 0 0 0 0 0 0 0 0
chr6 28741176 28741434 257 Alu 257 247 247 0 0 0 10 0 0 0 0 0 0 0 0
chr6 28842359 28852184 9824 HERV 9809 291 291 0 0 8933 9518 0 0 0 0 0 0 0 0
chr6 28842359 28852184 9824 LTR 9809 291 291 0 0 8933 9518 0 0 0 0 0 0 0 0
chr6 29549672 29550494 821 L1 793 0 0 793 793 0 0 0 0 0 0 0 0 0 0
chr6 30007743 30009512 1768 SVA 1748 0 0 0 0 0 0 1723 0 0 0 0 0 0 0
chr6 30655805 30656124 318 Alu 303 303 303 0 0 0 0 0 0 0 0 0 0 319 1 ABCF1
chr6 31068281 31069751 1469 SVA 1463 0 0 0 0 0 0 1424 0 0 0 0 0 0 0
chr6 31319599 31321138 1538 SVA 1466 0 0 0 0 0 35 1397 0 0 0 0 0 0 0
chr6 31449413 31450404 990 LTR 979 0 0 0 0 0 979 0 0 0 0 0 0 0 0
chr6 31774879 31775186 306 Alu 306 304 304 2 2 0 0 0 0 0 0 0 0 307 1 BAT5
chr6 32007014 32008909 1894 SVA 1894 0 0 4 4 0 0 1890 0 0 0 0 0 1895 1 C2
chr6 32060446 32066808 6361 LTR 6358 0 0 0 0 5262 6358 0 0 0 0 0 0 6362 1 C4B
chr6 32304366 32304673 306 Alu 306 305 305 1 0 0 0 0 0 0 0 0 0 0 0
chr6 32421756 32422077 320 Alu 319 310 310 9 0 0 0 0 0 0 0 0 0 321 1 C6orf10
chr6 32622764 32624372 1607 LTR 1592 0 0 0 0 0 1592 0 0 0 0 0 0 0 0
chr6 32635437 32643554 8116 LTR 7927 309 309 0 0 6802 7587 0 31 0 0 187 0.02 320 0.04 HLA-DRB6
chr6 32732812 32733850 1037 LTR 954 0 0 0 0 0 954 0 0 0 0 0 0 0 0
chr6 32851310 32851897 586 LTR 585 0 0 0 0 0 585 0 0 0 0 0 0 0 0
chr6 32853811 32854843 1031 LTR 1030 0 0 0 0 0 1030 0 0 0 0 0 0 0 0
chr6 33119420 33120311 890 L1 839 0 0 839 839 0 0 0 0 0 0 0 0 0 0
chr6 33134639 33136637 1997 SVA 1851 0 0 0 0 0 0 1851 0 0 0 0 0 0 0
chr6 33601134 33601930 795 SVA 792 0 0 0 0 0 0 792 0 0 0 0 0 0 0
chr6 33885709 33886684 974 LTR 959 0 0 0 0 0 959 0 0 0 0 0 0 0 0
chr6 33907675 33909359 1683 SVA 1664 0 0 0 0 0 0 1664 0 0 0 0 0 0 0
chr6 34520663 34520972 308 Alu 308 308 308 0 0 0 0 0 0 0 0 0 0 0 0
chr6 34524430 34524745 314 Alu 302 302 302 0 0 0 0 0 0 0 0 0 0 0 0
chr6 35415478 35416762 1283 SVA 1265 0 0 0 0 0 0 1265 0 0 0 0 0 0 0
chr6 35459077 35461421 2343 SVA 2271 0 0 0 0 0 0 2271 0 0 0 0 0 2344 1 PPARD
chr6 35776981 35777446 464 Alu 454 454 454 0 0 0 0 0 0 0 0 0 0 465 1 FKBP5
chr6 35903070 35904697 1626 L1 1626 0 0 1597 1597 0 29 0 0 0 0 0 0 0 0
chr6 36288425 36288745 319 Alu 318 302 302 0 0 0 0 0 16 0 0 0 0 320 1 BRPF3
chr6 36364114 36364638 523 Alu 522 522 522 0 0 0 0 0 0 0 0 0 0 524 1 PNPLA1
chr6 37301992 37302460 467 Alu 451 423 423 0 0 0 0 0 0 0 0 0 0 468 1 TMEM217
chr6 37402939 37403253 313 Alu 302 302 302 0 0 0 0 0 0 0 0 0 0 314 1 TBC1D22B
chr6 37847477 37848022 544 Alu 543 523 523 0 0 0 20 0 0 0 0 0 0 0 0
chr6 38434528 38434828 299 Alu 296 296 296 0 0 0 0 0 0 0 0 0 0 300 1 BTBD9
chr6 39044197 39044850 652 L1 653 0 0 653 653 0 0 0 0 0 0 0 0 653 1 DNAH8
chr6 39753264 39754119 854 L1 832 0 0 832 816 0 0 0 0 0 0 0 0 855 1 KIF6
chr6 40084366 40084626 259 L1 260 0 0 260 260 0 0 0 0 0 0 0 0 0 0
chr6 40320921 40321642 720 L1 712 0 0 712 712 0 0 0 0 0 0 0 0 0 0
chr6 41680425 41680769 343 Alu 342 342 312 0 0 0 0 0 0 0 0 0 0 0 0
chr6 41688631 41688966 334 Alu 333 316 316 17 17 0 0 0 0 0 0 0 0 0 0
chr6 42061191 42061675 483 Alu 472 442 442 30 30 0 0 0 0 0 0 0 0 484 1 CCND3



chr6 42541734 42542937 1202 SVA 1151 0 0 0 0 0 0 1123 0 0 0 0 0 0 0
chr6 43231657 43232599 941 Alu 938 867 867 71 71 0 0 0 0 0 0 0 0 942 1 PTK7
chr6 43788722 43789285 562 Alu 513 513 513 0 0 0 0 0 0 0 0 0 0 0 0
chr6 44721469 44721786 316 Alu 315 306 306 9 0 0 0 0 0 0 0 0 0 0 0
chr6 45004319 45004641 321 Alu 298 298 298 0 0 0 0 0 0 0 0 0 0 322 1 SUPT3H
chr6 45138157 45144800 6642 L1 6063 0 0 6028 6028 0 0 0 0 0 0 0 0 6643 1 SUPT3H
chr6 45745062 45751115 6052 L1 6044 0 0 6023 6023 0 0 0 0 0 0 0 0 0 0
chr6 47580694 47582549 1854 SVA 1841 0 0 0 0 0 0 1756 15 0 0 0 0 1855 1 CD2AP
chr6 48976563 48977995 1431 L1 1397 0 0 1397 1397 0 0 0 0 0 0 0 0 0 0
chr6 49841142 49842205 1062 L1 1030 0 0 1030 1030 0 0 0 0 0 0 0 0 0 0
chr6 50969370 50970684 1313 L1 1259 0 0 1259 1259 0 0 0 0 0 0 0 0 0 0
chr6 51426808 51427109 300 Alu 299 299 299 0 0 0 0 0 0 0 0 0 0 0 0
chr6 51736704 51737468 763 L1 735 0 0 735 733 0 0 0 0 0 0 0 0 764 1 PKHD1
chr6 51847426 51853741 6314 L1 6312 294 294 6018 6018 0 0 0 0 0 0 0 0 6315 1 PKHD1
chr6 51954055 51955653 1597 SVA 1573 0 0 0 0 0 0 1443 0 0 0 0 0 1598 1 PKHD1
chr6 52063685 52069865 6179 L1 6159 0 0 6159 6159 0 0 0 0 0 0 0 0 0 0
chr6 52627730 52629938 2207 SVA 2180 129 129 0 0 0 10 1983 0 0 0 0 0 0 0
chr6 52895423 52896455 1031 LTR 1030 0 0 0 0 70 1030 0 0 0 0 0 0 0 0
chr6 53190733 53191043 309 Alu 308 295 295 13 0 0 0 0 0 0 0 0 0 0 0
chr6 53277191 53279165 1973 SVA 1962 0 0 0 0 0 0 1795 0 0 0 0 0 1974 1 ELOVL5
chr6 54824394 54824721 326 Alu 325 325 325 0 0 0 0 0 0 0 0 0 0 327 1 FAM83B
chr6 55369991 55370313 321 Alu 313 313 313 0 0 0 0 0 0 0 0 0 0 322 1 GFRAL
chr6 55692159 55692440 280 Alu 278 278 278 0 0 0 0 0 0 0 0 0 0 0 0
chr6 56087112 56088093 980 L1 971 0 0 971 971 0 0 0 0 0 0 0 0 981 1 COL21A1
chr6 56129293 56129443 149 LTR 150 0 0 0 0 0 150 0 0 0 0 0 0 150 1 COL21A1
chr6 56242104 56242433 328 Alu 328 302 302 26 26 0 0 0 0 0 0 0 0 0 0
chr6 57136192 57136513 320 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 321 1 ZNF451
chr6 57531042 57537076 6033 L1 6026 0 0 6026 6026 0 0 0 0 0 0 0 0 6034 1 PRIM2
chr6 57586100 57586813 712 L1 712 0 0 712 712 0 0 0 0 0 0 0 0 713 1 PRIM2
chr6 62006815 62007764 948 HERV 893 0 0 0 0 893 893 0 0 0 0 0 0 0 0
chr6 62006815 62007764 948 LTR 893 0 0 0 0 893 893 0 0 0 0 0 0 0 0
chr6 62111940 62112272 331 Alu 322 310 310 0 0 0 0 0 12 0 0 0 0 0 0
chr6 62394834 62395151 316 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 0 0
chr6 65071402 65071719 316 Alu 315 299 299 0 0 0 16 0 0 0 0 0 0 317 1 EYS
chr6 65095537 65095839 301 HERV 302 0 0 0 0 302 302 0 0 0 0 0 0 302 1 EYS
chr6 65095537 65095839 301 LTR 302 0 0 0 0 302 302 0 0 0 0 0 0 302 1 EYS
chr6 65096870 65098704 1833 HERV 1834 0 0 0 0 1834 1834 0 0 0 0 0 0 1834 1 EYS
chr6 65096870 65098704 1833 LTR 1834 0 0 0 0 1834 1834 0 0 0 0 0 0 1834 1 EYS
chr6 65776356 65778081 1724 HERV 1725 0 0 0 0 1725 1725 0 0 0 0 0 0 1725 1 EYS
chr6 65776356 65778081 1724 LTR 1725 0 0 0 0 1725 1725 0 0 0 0 0 0 1725 1 EYS
chr6 65907127 65908844 1716 L1 1676 0 0 1617 1617 0 0 0 0 0 0 0 0 1717 1 EYS
chr6 66022852 66024374 1521 L1 1514 0 0 1514 1514 0 0 0 0 0 0 0 0 1522 1 EYS
chr6 66220050 66220498 447 L1 448 0 0 448 448 0 0 0 0 0 0 0 0 448 1 EYS
chr6 66316753 66318743 1989 L1 1829 0 0 1788 1788 0 0 0 0 0 0 0 0 1990 1 EYS
chr6 66447599 66447764 164 LTR 155 0 0 0 0 0 155 0 0 0 0 0 0 165 1 EYS
chr6 66651772 66652558 785 L1 771 0 0 771 771 0 0 0 0 0 0 0 0 0 0
chr6 66663452 66663543 90 LTR 91 0 0 0 0 0 91 0 0 0 0 0 0 0 0
chr6 67369304 67370482 1177 L1 1177 0 0 1177 1107 0 0 0 0 0 0 0 0 0 0
chr6 67630526 67631017 490 L1 483 0 0 483 483 0 0 0 0 0 0 0 0 0 0
chr6 67922767 67923099 331 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 0 0
chr6 68338924 68339263 338 Alu 309 309 309 0 0 0 0 0 0 0 0 0 0 0 0
chr6 68646116 68647558 1441 L1 1439 0 0 1435 1435 0 4 0 0 0 0 0 0 0 0
chr6 69198899 69199826 926 L1 923 0 0 888 888 0 0 0 0 0 0 0 0 0 0
chr6 69248007 69248418 410 L1 411 0 0 411 411 0 0 0 0 0 0 0 0 0 0
chr6 70133945 70134776 830 L1 824 0 0 824 824 0 0 0 0 0 0 0 0 831 1 BAI3
chr6 70281716 70288374 6657 L1 6238 97 0 6141 6141 0 0 0 0 0 0 0 0 0 0
chr6 70322917 70323923 1005 L1 995 0 0 995 995 0 0 0 0 0 0 0 0 0 0
chr6 71523105 71525054 1948 L1 1870 0 0 1870 1848 0 0 0 0 0 0 0 0 1949 1 SMAP1
chr6 72031824 72033926 2101 SVA 2073 0 0 0 0 0 0 2028 0 0 0 0 0 0 0
chr6 72702484 72702792 307 Alu 287 287 287 0 0 0 0 0 0 0 0 0 0 308 1 RIMS1
chr6 72856029 72856602 572 L1 564 10 10 554 554 0 0 0 0 0 0 0 0 573 1 RIMS1
chr6 73336494 73342599 6104 L1 6101 0 0 6101 6101 0 0 0 0 0 0 0 0 0 0



chr6 73553160 73553485 324 Alu 308 308 308 0 0 0 0 0 0 0 0 0 0 325 1 KCNQ5
chr6 73754965 73761159 6193 L1 6146 0 0 6146 6146 0 0 0 0 0 0 0 0 6194 1 KCNQ5
chr6 73926421 73926761 339 Alu 325 325 325 0 0 0 0 0 0 0 0 0 0 340 1 KCNQ5
chr6 74056150 74056734 583 Alu 582 582 582 0 0 0 0 0 0 0 0 0 0 584 1 C6orf147
chr6 74863334 74866301 2966 L1 2848 0 0 2820 2820 0 0 0 0 0 0 0 0 0 0
chr6 74975415 74976886 1470 L1 1436 0 0 1436 1436 0 0 0 0 0 0 0 0 0 0
chr6 76207393 76209232 1838 SVA 1796 5 5 0 0 0 0 1791 0 0 0 0 0 1839 1 FILIP1
chr6 77440812 77441130 317 Alu 315 315 315 0 0 0 0 0 0 0 0 0 0 0 0
chr6 77642196 77643517 1320 L1 1315 0 0 1315 1315 0 0 0 0 0 0 0 0 0 0
chr6 77809621 77811601 1979 L1 1865 0 0 1865 1865 0 0 0 0 0 0 0 0 0 0
chr6 77827376 77829057 1680 L1 1548 0 0 1528 1528 0 0 0 0 0 0 0 0 0 0
chr6 77848872 77854933 6060 L1 6050 0 0 6018 6018 0 0 0 0 0 0 0 0 0 0
chr6 77893307 77893604 296 Alu 296 295 295 1 1 0 0 0 0 0 0 0 0 0 0
chr6 78050605 78051389 783 L1 713 0 0 713 713 0 0 0 0 0 0 0 0 0 0
chr6 78361299 78362421 1121 HERV 1122 0 0 0 0 1122 1122 0 0 0 0 0 0 0 0
chr6 78361299 78362421 1121 LTR 1122 0 0 0 0 1122 1122 0 0 0 0 0 0 0 0
chr6 78483377 78492967 9589 LTR 9419 0 0 0 0 7501 9419 0 0 0 0 0 0 0 0
chr6 78683167 78686869 3701 L1 3699 0 0 3650 3650 0 0 0 49 0 0 0 0 0 0
chr6 78889460 78889941 480 LTR 481 0 0 0 0 0 481 0 0 0 0 0 0 0 0
chr6 79309317 79310519 1201 L1 1133 0 0 1133 1133 0 0 0 0 0 0 0 0 0 0
chr6 79620575 79624877 4301 LTR 4292 0 0 0 0 3737 4292 0 0 0 0 0 0 0 0
chr6 79625207 79626201 993 LTR 992 25 25 0 0 0 967 0 0 0 0 0 0 0 0
chr6 80536300 80536606 305 Alu 302 302 302 0 0 0 0 0 0 0 0 0 0 0 0
chr6 81682695 81687416 4720 L1 4572 0 0 4539 4539 0 0 0 4 0 0 0 0 0 0
chr6 82158812 82159211 398 LTR 399 0 0 0 0 0 399 0 0 0 0 0 0 0 0
chr6 82313912 82314581 668 L1 659 0 0 659 659 0 0 0 0 0 0 0 0 0 0
chr6 82408090 82408421 330 Alu 317 317 317 0 0 0 0 0 0 0 0 0 0 0 0
chr6 82645287 82645623 335 Alu 335 307 307 28 0 0 0 0 0 0 0 0 0 0 0
chr6 83324800 83331993 7192 L1 7114 0 0 7088 7088 0 0 0 0 0 0 0 0 0 0
chr6 84564170 84570230 6059 L1 6027 0 0 6027 6027 0 0 0 0 0 0 0 0 0 0
chr6 85318559 85318859 299 Alu 297 297 297 0 0 0 0 0 0 0 0 0 0 0 0
chr6 85325413 85325734 320 Alu 319 314 314 0 0 0 5 0 0 0 0 0 0 0 0
chr6 86083084 86083405 320 Alu 319 303 303 0 0 0 16 0 0 0 0 0 0 0 0
chr6 86751308 86753223 1914 L1 1906 0 0 1906 1906 0 0 0 0 0 0 0 0 0 0
chr6 86787910 86793990 6079 L1 6026 0 0 6026 6026 0 0 0 0 0 0 0 0 0 0
chr6 86937635 86938036 400 L1 371 0 0 371 371 0 0 0 0 0 0 0 0 0 0
chr6 87087198 87087631 432 LTR 433 0 0 0 0 0 433 0 0 0 0 0 0 0 0
chr6 87411427 87415077 3649 L1 3530 0 0 3471 3471 0 0 0 0 0 0 0 0 0 0
chr6 87516298 87516613 314 Alu 309 309 309 0 0 0 0 0 0 0 0 0 0 0 0
chr6 87775475 87777328 1852 SVA 1724 0 0 0 0 0 0 1724 0 0 0 0 0 1853 1 HTR1E
chr6 88516785 88518583 1797 SVA 1743 0 0 0 0 0 0 1743 0 0 0 0 0 0 0
chr6 89148023 89149002 978 LTR 967 0 0 0 0 0 967 0 0 0 0 0 0 0 0
chr6 89185517 89185817 299 HERV 300 0 0 0 0 300 300 0 0 0 0 0 0 0 0
chr6 89185517 89185817 299 LTR 300 0 0 0 0 300 300 0 0 0 0 0 0 0 0
chr6 89214698 89216032 1333 L1 1332 0 0 1332 1332 0 0 0 0 0 0 0 0 0 0
chr6 89584178 89584506 327 Alu 308 308 308 0 0 0 0 0 0 0 0 0 0 328 1 RNGTT
chr6 89713014 89715622 2607 SVA 2573 0 0 0 0 0 0 2529 44 0 0 0 0 2608 1 RNGTT
chr6 89991652 89997910 6257 L1 6224 0 0 6224 6224 0 0 0 0 0 0 0 0 0 0
chr6 90107163 90107512 348 Alu 331 331 331 0 0 0 0 0 0 0 0 0 0 349 1 UBE2J1
chr6 90284559 90284855 295 Alu 296 296 296 0 0 0 0 0 0 0 0 0 0 296 1 ANKRD6
chr6 90647348 90647630 281 LTR 282 0 0 0 0 0 282 0 0 0 0 0 0 0 0
chr6 90889912 90890242 329 Alu 307 307 307 0 0 0 0 0 0 0 0 0 0 330 1 BACH2
chr6 90955758 90956087 328 Alu 312 312 312 0 0 0 0 0 0 0 0 0 0 329 1 BACH2
chr6 91352517 91352844 326 Alu 312 312 312 0 0 0 0 0 0 0 0 0 0 327 1 MAP3K7
chr6 91436635 91441610 4974 LTR 4953 0 0 0 0 4329 4953 0 0 0 0 0 0 0 0
chr6 91813528 91819666 6137 L1 6054 0 0 6054 6054 0 0 0 0 0 0 0 0 0 0
chr6 92967386 92967725 338 Alu 337 313 313 0 0 0 24 0 0 0 0 0 0 0 0
chr6 93749670 93751142 1471 L1 1444 0 0 1438 1438 0 6 0 0 0 0 0 0 0 0
chr6 93939650 93940812 1161 LTR 1160 0 0 0 0 0 1160 0 0 0 0 0 0 0 0
chr6 94153073 94153983 909 LTR 910 0 0 0 0 0 910 0 0 0 0 0 0 910 1 EPHA7
chr6 94609267 94609557 289 Alu 290 290 290 0 0 0 0 0 0 0 0 0 0 0 0
chr6 94964389 94970520 6130 L1 6061 0 0 6033 6033 0 0 0 0 0 0 0 0 0 0



chr6 95650909 95654310 3400 L1 3401 0 0 3401 3401 0 0 0 0 0 0 0 0 0 0
chr6 96219664 96222448 2783 L1 2709 0 0 2628 2628 0 0 0 0 0 0 0 0 0 0
chr6 96959839 96960030 190 LTR 191 0 0 0 0 0 191 0 0 0 0 0 0 0 0
chr6 97405767 97406076 308 Alu 307 289 289 18 0 0 0 0 0 0 0 0 0 0 0
chr6 97971798 97976145 4346 L1 4339 0 0 4339 4339 0 0 0 0 0 0 0 0 0 0
chr6 98334072 98339511 5438 HERV 5416 0 0 0 0 4915 5416 0 0 0 0 0 0 0 0
chr6 98334072 98339511 5438 LTR 5416 0 0 0 0 4915 5416 0 0 0 0 0 0 0 0
chr6 98750571 98750890 318 Alu 302 302 302 0 0 0 0 0 0 0 0 0 0 0 0
chr6 98971086 98977184 6097 L1 6051 0 0 6013 6013 0 0 0 0 0 0 0 0 0 0
chr6 99695867 99697496 1628 SVA 1554 0 0 0 0 0 0 1535 0 0 0 0 0 0 0
chr6 100204031 100205681 1649 SVA 1556 0 0 0 0 0 0 1505 0 0 0 0 0 0 0
chr6 100624166 100627088 2921 L1 2916 0 0 2916 2916 0 0 0 0 0 0 0 0 0 0
chr6 100909298 100915348 6049 L1 6021 0 0 6021 6021 0 0 0 0 0 0 0 0 0 0
chr6 101784643 101785330 686 LTR 687 0 0 0 0 0 687 0 0 0 0 0 0 0 0
chr6 104209163 104210848 1684 L1 1613 0 0 1613 1613 0 0 0 0 0 0 0 0 0 0
chr6 104263589 104269688 6098 L1 6024 0 0 6024 6024 0 0 0 0 0 0 0 0 0 0
chr6 104458167 104460636 2468 L1 2363 0 0 2363 2363 0 0 0 0 0 0 0 0 0 0
chr6 104498758 104499150 391 L1 363 0 0 360 360 0 3 0 0 0 0 0 0 0 0
chr6 104848915 104849253 337 Alu 336 312 312 0 0 0 24 0 0 0 0 0 0 0 0
chr6 105006972 105012146 5173 L1 5120 0 0 5056 5056 0 0 0 0 0 0 0 0 0 0
chr6 105018753 105019330 576 Alu 559 559 559 0 0 0 0 0 0 0 0 0 0 0 0
chr6 105921983 105922260 276 Alu 262 262 262 0 0 0 0 0 0 0 0 0 0 277 1 PREP
chr6 106830751 106831049 297 Alu 298 298 298 0 0 0 0 0 0 0 0 0 0 298 1 ATG5
chr6 106955961 106957380 1418 L1 1295 0 0 1295 1295 0 0 0 0 0 0 0 0 0 0
chr6 107035433 107035866 432 Alu 408 408 408 0 0 0 0 0 0 0 0 0 0 0 0
chr6 107090207 107090656 448 L1 449 306 306 449 449 0 0 0 0 0 0 0 0 449 1 AIM1
chr6 107152193 107153524 1330 L1 1328 17 17 1311 1311 0 0 0 0 0 0 0 0 1331 1 RTN4IP1
chr6 107833458 107833768 309 Alu 308 300 300 8 8 0 0 0 0 0 0 0 0 310 1 PDSS2
chr6 108282473 108288715 6241 L1 6226 0 0 6196 6196 0 0 0 0 0 0 0 0 0 0
chr6 108361541 108363726 2184 SVA 2160 0 0 21 21 0 0 2139 0 0 0 0 0 2185 1 SEC63
chr6 109012911 109013239 327 Alu 319 319 319 0 0 0 0 0 0 0 0 0 0 328 1 FOXO3
chr6 109473937 109476051 2113 SVA 2015 0 0 0 0 0 0 1995 0 0 0 0 0 2114 1 SESN1
chr6 110286422 110288137 1714 HERV 1715 0 0 0 0 1715 1715 0 0 0 0 0 0 0 0
chr6 110286422 110288137 1714 LTR 1715 0 0 0 0 1715 1715 0 0 0 0 0 0 0 0
chr6 111027251 111027590 338 Alu 337 304 304 0 0 0 33 0 0 0 0 0 0 0 0
chr6 111401863 111402227 363 Alu 362 362 362 0 0 0 0 0 0 0 0 0 0 0 0
chr6 111444561 111446240 1678 SVA 1599 0 0 0 0 0 0 1559 40 0 0 0 0 1679 1 RPF2
chr6 112390327 112390659 331 Alu 330 301 301 29 29 0 0 0 0 0 0 0 0 0 0
chr6 112474906 112476306 1399 SVA 1305 0 0 0 0 0 0 1301 4 0 0 0 0 0 0
chr6 113131601 113137689 6087 L1 6032 0 0 6032 6032 0 0 0 0 0 0 0 0 0 0
chr6 113240865 113246970 6104 L1 6025 0 0 6025 6025 0 0 0 0 0 0 0 0 0 0
chr6 113958975 113965052 6076 L1 6029 0 0 6029 6029 0 0 0 0 0 0 0 0 0 0
chr6 114171016 114171579 562 Alu 561 561 561 0 0 0 0 0 0 0 0 0 0 0 0
chr6 114439891 114445656 5764 HERV 5756 0 0 0 0 5421 5703 0 0 0 0 0 0 0 0
chr6 114439891 114445656 5764 LTR 5756 0 0 0 0 5421 5703 0 0 0 0 0 0 0 0
chr6 115731245 115731578 332 Alu 332 332 332 0 0 0 0 0 0 0 0 0 0 0 0
chr6 116387866 116394068 6201 L1 6167 0 0 6027 6027 0 0 0 140 0 0 0 0 6202 1 FRK
chr6 116486484 116486807 322 Alu 302 302 302 0 0 0 0 0 0 0 0 0 0 323 1 FRK
chr6 117944694 117946698 2003 LTR 2000 0 0 0 0 0 2000 0 0 0 0 0 0 2004 1 DCBLD1
chr6 118044474 118044808 333 HERV 334 0 0 0 0 334 334 0 0 0 0 0 0 0 0
chr6 118044474 118044808 333 LTR 334 0 0 0 0 334 334 0 0 0 0 0 0 0 0
chr6 118497703 118498019 315 Alu 308 308 308 0 0 0 0 0 0 0 0 0 0 316 1 SLC35F1
chr6 119459210 119459528 317 Alu 309 309 309 0 0 0 0 0 0 0 0 0 0 318 1 FAM184A
chr6 119637966 119638520 553 Alu 537 537 537 0 0 0 0 0 0 0 0 0 0 554 1 MAN1A1
chr6 121162683 121163035 351 Alu 316 316 316 0 0 0 0 0 0 0 0 0 0 0 0
chr6 121525484 121531593 6108 L1 6103 0 0 6103 6103 0 0 0 0 0 0 0 0 6109 1 C6orf170
chr6 122324986 122325255 268 Alu 263 263 263 0 0 0 0 0 0 0 0 0 0 0 0
chr6 122567385 122567716 330 Alu 329 307 307 22 0 0 0 0 0 0 0 0 0 0 0
chr6 123543441 123545090 1648 L1 1643 0 0 1643 1643 0 0 0 0 0 0 0 0 0 0
chr6 123945359 123950610 5250 HERV 5244 0 0 0 0 4866 5244 0 0 0 0 0 0 5251 1 TRDN
chr6 123945359 123950610 5250 LTR 5244 0 0 0 0 4866 5244 0 0 0 0 0 0 5251 1 TRDN
chr6 124775355 124776932 1576 L1 1568 0 0 1568 1568 0 0 0 0 0 0 0 0 1577 1 NKAIN2



chr6 125083963 125084268 304 Alu 288 288 288 0 0 0 0 0 0 0 0 0 0 305 1 NKAIN2
chr6 125088498 125094614 6115 L1 6025 0 0 6025 6025 0 0 0 0 0 0 0 0 6116 1 NKAIN2
chr6 125202809 125204702 1892 L1 1865 0 0 1865 1865 0 0 0 0 0 0 0 0 0 0
chr6 125483721 125483874 152 LTR 149 0 0 0 0 0 149 0 0 0 0 0 0 0 0
chr6 125633777 125636784 3006 HERV 3007 0 0 0 3007 3007 3007 0 0 0 0 0 0 0 0
chr6 125633777 125636784 3006 L1 3007 0 0 0 3007 3007 3007 0 0 0 0 0 0 0 0
chr6 125633777 125636784 3006 LTR 3007 0 0 0 3007 3007 3007 0 0 0 0 0 0 0 0
chr6 125651401 125652374 972 L1 964 0 0 964 964 0 0 0 0 0 0 0 0 973 1 HDDC2
chr6 126273931 126275568 1636 LTR 1622 0 0 0 0 1015 1622 0 0 0 0 0 0 1637 1 NCOA7
chr6 126910038 126910358 319 Alu 291 291 291 0 0 0 0 0 0 0 0 0 0 0 0
chr6 126912775 126913069 293 Alu 292 292 292 0 0 0 0 0 0 0 0 0 0 0 0
chr6 127956041 127962179 6137 L1 6116 0 0 5999 5999 0 90 0 0 0 0 0 0 0 0
chr6 129361145 129367288 6142 L1 6061 0 0 6061 6030 0 0 0 0 0 0 0 0 6143 1 LAMA2
chr6 131506562 131507166 603 SVA 589 0 0 0 0 0 0 568 0 0 0 0 0 0 0
chr6 132219066 132220653 1586 L1 1572 0 0 1572 1572 0 0 0 0 0 0 0 0 1587 1 ENPP1
chr6 134494945 134495276 330 Alu 305 305 305 0 0 0 0 0 0 0 0 0 0 0 0
chr6 134859035 134859356 320 Alu 302 302 302 0 0 0 0 0 0 0 0 0 0 0 0
chr6 135234556 135234878 321 Alu 320 316 316 0 0 0 4 0 0 0 0 0 0 0 0
chr6 135725827 135727899 2071 SVA 2044 0 0 122 122 0 0 1884 0 0 0 0 0 2072 1 AHI1
chr6 136848391 136848700 308 Alu 301 301 301 0 0 0 0 0 0 0 0 0 0 309 1 MAP7
chr6 137177895 137179266 1370 L1 1336 0 0 1335 1335 0 0 0 1 0 0 0 0 0 0
chr6 137213740 137216010 2269 L1 2230 0 0 2114 2114 0 0 0 55 0 0 0 0 2270 1 PEX7
chr6 137955910 137956220 309 LTR 310 0 0 0 0 0 310 0 0 0 0 0 0 0 0
chr6 139099361 139099577 215 L1 214 0 0 214 214 0 0 0 0 0 0 0 0 0 0
chr6 139556522 139557067 544 Alu 543 543 543 0 0 0 0 0 0 0 0 0 0 0 0
chr6 139920776 139921140 363 Alu 363 363 363 0 0 0 0 0 0 0 0 0 0 0 0
chr6 140025231 140025547 315 Alu 297 297 297 0 0 0 0 0 0 0 0 0 0 0 0
chr6 141367409 141367726 316 Alu 316 316 316 0 0 0 0 0 0 0 0 0 0 0 0
chr6 141430931 141433061 2129 LTR 2108 0 0 0 0 1480 2108 0 0 0 0 0 0 0 0
chr6 141928761 141935031 6269 L1 6202 158 158 6044 6035 0 0 0 0 0 0 0 0 0 0
chr6 142279687 142285724 6036 L1 6031 0 0 6016 6016 0 15 0 0 0 0 0 0 0 0
chr6 142323448 142323762 313 Alu 312 302 302 0 0 0 10 0 0 0 0 0 0 0 0
chr6 142784989 142787595 2605 L1 2568 0 0 2568 2568 0 0 0 0 0 0 0 0 2606 1 GPR126
chr6 143892599 143892915 315 Alu 303 303 303 0 0 0 0 0 0 0 0 0 0 0 0
chr6 144795468 144797197 1728 SVA 1719 0 0 35 0 0 0 1659 0 0 0 0 0 1729 1 UTRN
chr6 145859537 145859777 239 Alu 238 218 218 20 20 0 0 0 0 0 0 0 0 0 0
chr6 145959692 145960020 327 Alu 327 313 313 14 14 0 0 0 0 0 0 0 0 0 0
chr6 146026017 146031016 4998 L1 4924 0 0 4924 4924 0 0 0 0 0 0 0 0 4999 1 EPM2A
chr6 146053046 146053383 336 Alu 335 314 314 21 21 0 0 0 0 0 0 0 0 337 1 EPM2A
chr6 147775116 147775676 559 L1 560 0 0 560 560 0 0 0 0 0 0 0 0 0 0
chr6 148540950 148542655 1704 SVA 1615 0 0 0 0 0 0 1585 0 0 0 0 0 0 0
chr6 151163762 151164062 299 Alu 289 289 289 0 0 0 0 0 0 0 0 0 0 300 1 PLEKHG1
chr6 151262878 151269403 6524 HERV 6523 0 0 0 0 6034 6523 0 0 0 0 0 0 0 0
chr6 151262878 151269403 6524 LTR 6523 0 0 0 0 6034 6523 0 0 0 0 0 0 0 0
chr6 151862836 151864468 1631 SVA 1628 0 0 40 0 0 0 1588 0 0 0 0 0 1632 1 RMND1
chr6 151911870 151912924 1053 L1 1015 0 0 1015 1015 0 0 0 0 0 0 0 0 1054 1 C6orf97
chr6 152260603 152261751 1147 L1 1126 0 0 1126 1126 0 0 0 0 0 0 0 0 1148 1 ESR1
chr6 152344691 152347021 2329 L1 2288 0 0 2288 2281 0 0 0 0 0 0 0 0 2330 1 ESR1
chr6 153855323 153862400 7076 LTR 6925 562 562 0 0 0 6363 0 0 0 0 0 0 0 0
chr6 155099879 155101537 1657 SVA 1628 0 0 0 0 0 0 1628 0 0 0 0 0 0 0
chr6 156774482 156780570 6087 L1 6064 0 0 6009 6009 0 55 0 0 0 0 0 0 0 0
chr6 157002026 157002358 331 Alu 308 303 303 5 5 0 0 0 0 0 0 0 0 0 0
chr6 157152316 157152928 611 Alu 610 602 602 0 0 0 8 0 0 0 0 0 0 0 0
chr6 158629839 158633121 3281 SVA 3222 80 80 0 0 0 0 3142 0 0 0 0 0 0 0
chr6 158688041 158695120 7078 LTR 7009 65 0 0 0 4706 6944 0 0 0 0 0 0 0 0
chr6 158699412 158701391 1978 SVA 1977 0 0 0 0 0 0 1941 36 0 0 0 0 0 0
chr6 159895154 159895462 307 Alu 301 301 301 0 0 0 0 0 0 0 0 0 0 0 0
chr6 159938521 159941283 2761 L1 2747 0 0 2747 2747 0 0 0 0 0 0 0 0 0 0
chr6 160800447 160801090 642 L1 623 0 0 623 623 0 0 0 0 0 0 0 0 643 1 SLC22A3
chr6 160899500 160899837 336 Alu 309 309 309 0 0 0 0 0 0 0 0 0 0 337 1 LPAL2
chr6 161277295 161278901 1605 LTR 1606 0 0 0 0 0 1606 0 0 0 0 0 0 0 0
chr6 162373670 162375428 1757 L1 1687 0 0 1687 1687 0 0 0 0 0 0 0 0 1758 1 PARK2



chr6 162465343 162466074 730 L1 728 0 0 728 728 0 0 0 0 0 0 0 0 731 1 PARK2
chr6 162607683 162608020 336 Alu 315 315 315 0 0 0 0 0 0 0 0 0 0 337 1 PARK2
chr6 162754289 162754633 343 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 344 1 PARK2
chr6 163041741 163042060 318 Alu 301 301 301 0 0 0 0 0 0 0 0 0 0 319 1 PARK2
chr6 163230025 163236063 6037 L1 6027 0 0 6027 6027 0 0 0 0 0 0 0 0 6038 1 PACRG
chr6 163323098 163325157 2058 L1 2037 0 0 2031 2031 0 6 0 0 0 0 0 0 2059 1 PACRG
chr6 163718364 163718575 210 LTR 200 0 0 0 0 0 200 0 0 0 0 0 0 0 0
chr6 165687171 165690473 3301 L1 3232 0 0 3203 3203 0 0 0 0 0 0 0 0 3302 1 C6orf118
chr6 165720368 165720691 322 Alu 312 312 312 0 0 0 0 0 0 0 0 0 0 323 1 PDE10A
chr6 165794678 165795102 423 L1 424 306 306 424 424 0 0 0 0 0 0 0 0 424 1 PDE10A
chr6 167501305 167501644 338 Alu 308 308 308 0 0 0 0 0 0 0 0 0 0 339 1 CCR6
chr6 167877763 167878094 330 Alu 329 309 309 0 0 0 0 0 20 0 0 0 0 0 0
chr6 168443060 168443217 156 LTR 146 0 0 0 0 0 146 0 0 0 0 0 0 0 0
chr6 168471997 168472305 307 Alu 307 302 302 0 0 0 5 0 0 0 0 0 0 0 0
chr6 169040582 169041064 481 Alu 481 481 481 0 0 0 0 0 0 0 0 0 0 0 0
chr6 169249387 169251190 1802 L1 1732 0 0 1707 1707 0 0 0 0 0 0 0 0 0 0
chr6 169855750 169856095 344 Alu 316 316 316 0 0 0 0 0 0 0 0 0 0 345 1 WDR27
chr6 170051873 170054476 2602 L1 2603 0 0 2603 2603 0 0 0 0 0 0 0 0 0 0
chr7 142363 144947 2583 L1 2583 0 0 2583 2583 0 0 0 0 0 0 0 0 0 0
chr7 521456 521800 343 LTR 340 0 0 0 0 0 340 0 0 0 0 0 0 0 0
chr7 941720 942415 694 Alu 688 688 688 0 0 0 0 0 0 0 0 0 0 695 1 C7orf50
chr7 958258 960897 2638 SVA 2537 46 46 0 0 0 0 2391 0 0 0 0 0 0 0
chr7 1139993 1140383 389 Alu 388 388 388 0 0 0 0 0 0 0 0 0 0 0 0
chr7 1337917 1338282 364 Alu 352 352 352 0 0 0 0 0 0 0 0 0 0 0 0
chr7 1465688 1466065 376 Alu 364 360 360 0 0 0 4 0 0 0 0 0 0 0 0
chr7 2080174 2082435 2260 SVA 2218 0 0 0 0 0 0 2218 0 0 1 1 0 2261 1 SNX8
chr7 2198240 2198553 312 Alu 308 308 308 0 0 0 0 0 0 0 0 0 0 0 0
chr7 2570001 2570231 229 Alu 228 212 212 0 0 0 16 0 0 0 0 0 0 230 1 GNA12
chr7 2601966 2602310 343 Alu 327 327 327 0 0 0 0 0 0 0 0 0 0 344 1 GNA12
chr7 3625934 3629555 3620 L1 3587 0 0 3587 3587 0 0 0 0 0 0 0 0 3621 1 SDK1
chr7 4395277 4413302 18024 LTR 18019 49 49 0 0 15069 17970 0 0 0 0 0 0 0 0
chr7 4436081 4437867 1785 SVA 1621 15 15 0 0 0 0 1606 0 0 0 0 0 0 0
chr7 4953770 4954491 720 Alu 719 719 719 0 0 0 0 0 0 0 0 0 0 0 0
chr7 5602492 5602930 437 Alu 435 435 435 0 0 0 0 0 0 0 0 0 0 0 0
chr7 6259041 6259384 342 Alu 316 316 316 0 0 0 0 0 0 0 0 0 0 343 1 DAGLB
chr7 6483126 6485392 2265 SVA 2246 63 63 0 0 0 0 2183 0 0 0 0 0 0 0
chr7 7040311 7040620 308 Alu 308 295 295 0 0 0 13 0 0 0 0 0 0 309 1 C1GALT1
chr7 7277861 7284047 6185 L1 6177 0 0 6154 6154 0 0 0 0 0 0 0 0 6186 1 COL28A1
chr7 7537217 7538503 1285 HERV 1286 0 0 0 0 1286 1286 0 0 0 0 0 0 0 0
chr7 7537217 7538503 1285 LTR 1286 0 0 0 0 1286 1286 0 0 0 0 0 0 0 0
chr7 8110887 8117043 6155 L1 6069 0 0 6069 6069 0 0 0 0 0 0 0 0 0 0
chr7 8523501 8523837 335 Alu 317 317 317 0 0 0 0 0 0 0 0 0 0 336 1 NXPH1
chr7 8634123 8636037 1913 LTR 1908 0 0 0 0 0 1908 0 0 0 0 0 0 0 0
chr7 9134869 9135169 299 Alu 298 298 298 0 0 0 0 0 0 0 0 0 0 0 0
chr7 9239756 9242774 3017 L1 3012 0 0 3009 3009 0 3 0 0 0 0 0 0 0 0
chr7 9407800 9409222 1421 L1 1410 0 0 1293 1293 0 102 0 0 0 0 0 0 0 0
chr7 9621114 9622688 1573 L1 1561 0 0 1561 1561 0 0 0 0 0 0 0 0 0 0
chr7 9642698 9643237 538 L1 539 0 0 539 539 0 0 0 0 0 0 0 0 0 0
chr7 10466728 10467043 314 Alu 296 296 296 0 0 0 0 0 0 0 0 0 0 0 0
chr7 11590717 11591055 337 Alu 314 314 314 0 0 0 0 0 0 0 0 0 0 338 1 THSD7A
chr7 12536734 12537079 344 Alu 344 344 344 0 0 0 0 0 0 0 0 0 0 0 0
chr7 12914762 12916655 1892 SVA 1857 0 0 0 0 0 80 1720 0 0 0 0 0 0 0
chr7 13325142 13327941 2798 L1 2794 132 132 2641 2641 0 0 0 0 0 0 0 0 0 0
chr7 14222287 14222608 320 Alu 319 315 315 0 0 0 0 0 4 0 0 0 0 321 1 DGKB
chr7 14509070 14509404 333 Alu 319 319 319 0 0 0 0 0 0 0 0 0 0 334 1 DGKB
chr7 14901486 14902023 536 Alu 522 522 522 0 0 0 0 0 0 0 0 0 0 0 0
chr7 15054053 15054370 316 Alu 298 298 298 0 0 0 0 0 0 0 0 0 0 317 1 TMEM195
chr7 15306235 15306559 323 Alu 323 304 304 19 19 0 0 0 0 0 0 0 0 324 1 TMEM195
chr7 16140173 16140500 326 Alu 316 316 316 0 0 0 0 0 0 0 0 0 0 327 1 ISPD
chr7 16709542 16709869 326 Alu 326 312 312 14 14 0 0 0 0 0 0 0 0 0 0
chr7 16829903 16832023 2119 L1 2018 0 0 2018 2018 0 0 0 0 0 0 0 0 0 0
chr7 18831814 18832334 519 LTR 519 0 0 0 0 0 519 0 0 0 0 0 0 0 0



chr7 18913696 18914006 309 Alu 305 305 305 0 0 0 0 0 0 0 0 0 0 0 0
chr7 18977162 18977528 365 L1 366 0 0 366 366 0 0 0 0 0 0 0 0 0 0
chr7 19271629 19273912 2282 L1 2249 0 0 2229 2229 0 0 0 0 0 0 0 0 0 0
chr7 19656984 19657975 990 L1 991 0 0 991 991 0 0 0 0 0 0 0 0 0 0
chr7 20480520 20482623 2102 SVA 2040 0 0 0 0 0 0 2040 0 0 0 0 0 2103 1 ABCB5
chr7 20849405 20850721 1315 L1 1316 0 0 1316 1316 0 0 0 0 0 0 0 0 0 0
chr7 20856814 20857135 320 Alu 304 304 304 0 0 0 0 0 0 0 0 0 0 0 0
chr7 22828546 22828921 374 Alu 358 358 358 0 0 0 0 0 0 0 0 0 0 0 0
chr7 23814138 23818247 4108 L1 4015 0 0 3973 3973 0 0 0 42 0 0 0 0 0 0
chr7 24121840 24122149 308 Alu 306 306 306 0 0 0 0 0 0 0 0 0 0 0 0
chr7 24358563 24358880 316 Alu 305 305 305 0 0 0 0 0 0 0 0 0 0 0 0
chr7 24710176 24710497 320 Alu 303 303 303 0 0 0 0 0 0 0 0 0 0 321 1 OSBPL3
chr7 24854701 24860752 6050 L1 6030 0 0 6030 6030 0 0 0 0 0 0 0 0 0 0
chr7 25464309 25465202 892 L1 821 0 0 821 821 0 0 0 0 0 0 0 0 0 0
chr7 25903068 25903541 472 Alu 433 433 433 0 0 0 0 0 0 0 0 0 0 0 0
chr7 26328794 26329124 329 Alu 301 301 301 0 0 0 0 0 0 0 0 0 0 0 0
chr7 28119390 28119736 345 Alu 311 311 311 0 0 0 0 0 0 0 0 0 0 346 1 CREB5
chr7 28651082 28652442 1359 SVA 1340 0 0 0 0 0 0 1340 0 0 0 0 0 0 0
chr7 29046668 29046983 314 Alu 314 301 301 0 0 0 13 0 0 0 0 0 0 315 1 CHN2
chr7 29392703 29398818 6114 L1 6090 65 0 6025 6025 0 0 0 0 0 0 0 0 0 0
chr7 29449415 29458964 9548 HERV 9484 0 0 0 0 8675 9208 0 0 0 0 186 0.02 186 0.02 LOC646762
chr7 29449415 29458964 9548 LTR 9484 0 0 0 0 8675 9208 0 0 0 0 186 0.02 186 0.02 LOC646762
chr7 29773905 29774736 830 SVA 761 0 0 0 0 0 0 761 0 0 0 0 0 831 1 SCRN1
chr7 30252005 30258163 6157 L1 6152 0 0 6133 6133 0 0 0 0 0 0 0 0 6158 1 NOD1
chr7 30559341 30559644 302 Alu 298 298 298 0 0 0 0 0 0 0 0 0 0 0 0
chr7 30620559 30624487 3927 LTR 3879 305 305 0 0 0 3548 0 0 0 0 0 0 3928 1 FAM188B
chr7 30843828 30844147 318 Alu 317 317 317 0 0 0 0 0 0 0 0 0 0 0 0
chr7 31296995 31298518 1522 L1 1521 0 0 1521 1521 0 0 0 0 0 0 0 0 0 0
chr7 31532772 31533050 277 Alu 275 275 275 0 0 0 0 0 0 0 0 0 0 0 0
chr7 31998921 31999271 349 Alu 317 317 317 0 0 0 0 0 0 0 0 0 0 0 0
chr7 32163394 32166371 2976 L1 2971 0 0 2928 2928 0 0 0 0 0 0 0 0 0 0
chr7 32273074 32273652 577 Alu 545 545 545 0 0 0 0 0 0 0 0 0 0 0 0
chr7 32277339 32283464 6124 L1 6120 0 0 6036 6036 0 0 0 0 0 0 0 0 0 0
chr7 33974053 33974376 322 Alu 307 307 307 0 0 0 0 0 0 0 0 0 0 0 0
chr7 34299884 34300192 307 Alu 306 302 302 0 0 0 0 0 4 0 0 0 0 0 0
chr7 34326287 34332400 6112 L1 5966 0 0 5809 5809 0 120 0 0 0 0 0 0 0 0
chr7 36248407 36248749 341 Alu 341 308 308 33 33 0 0 0 0 0 0 0 0 342 1 ANLN
chr7 37111107 37114109 3001 L1 2866 0 0 2831 2831 0 0 0 0 0 0 0 0 3002 1 ELMO1
chr7 37841216 37842465 1248 L1 1241 0 0 1241 1241 0 0 0 0 0 0 0 0 0 0
chr7 39365304 39365616 311 Alu 310 302 302 0 0 0 8 0 0 0 0 0 0 0 0
chr7 39490098 39491048 949 L1 945 0 0 943 943 0 2 0 0 0 0 0 0 950 1 RALA
chr7 39511958 39512284 325 Alu 324 317 317 7 7 0 0 0 0 0 0 0 0 326 1 RALA
chr7 42322952 42323262 309 Alu 309 307 307 2 2 0 0 0 0 0 0 0 0 0 0
chr7 43131937 43132248 310 Alu 310 303 303 7 0 0 0 0 0 0 0 0 0 311 1 HECW1
chr7 43244925 43245281 355 Alu 346 346 346 0 0 0 0 0 0 0 0 0 0 356 1 HECW1
chr7 43609052 43609601 548 L1 548 0 0 548 548 0 0 0 0 0 0 0 0 549 1 BLVRA
chr7 44239350 44239651 300 Alu 297 297 297 0 0 0 0 0 0 0 0 0 0 301 1 NUDCD3
chr7 44319474 44320034 559 LTR 559 0 0 0 0 0 559 0 0 0 0 0 0 0 0
chr7 45454471 45454779 307 Alu 307 295 295 12 12 0 0 0 0 0 0 0 0 308 1 ADCY1
chr7 47337357 47337693 335 Alu 315 315 315 0 0 0 0 0 0 0 0 0 0 336 1 TNS3
chr7 48111262 48111611 348 Alu 347 317 317 30 30 0 0 0 0 0 0 0 0 349 1 ABCA13
chr7 48645163 48645486 322 Alu 302 302 302 0 0 0 0 0 0 0 0 0 0 0 0
chr7 49329333 49329659 325 Alu 324 308 308 0 0 0 16 0 0 0 0 0 0 0 0
chr7 49442785 49443031 245 L1 231 0 0 231 231 0 0 0 0 0 0 0 0 0 0
chr7 51049297 51050973 1675 SVA 1646 0 0 0 0 0 0 1627 0 0 0 0 0 1676 1 COBL
chr7 51466097 51466426 328 Alu 328 307 307 21 0 0 0 0 0 0 0 0 0 0 0
chr7 51488667 51488989 321 Alu 313 313 313 0 0 0 0 0 0 0 0 0 0 0 0
chr7 51869176 51869496 319 Alu 307 307 307 0 0 0 0 0 0 0 0 0 0 0 0
chr7 52799725 52800278 552 LTR 533 0 0 0 0 0 533 0 0 0 0 0 0 0 0
chr7 52868169 52874296 6126 L1 6116 0 0 6116 6116 0 0 0 0 0 0 0 0 0 0
chr7 53281830 53283409 1578 L1 1579 0 0 1579 1579 0 0 0 0 0 0 0 0 0 0
chr7 54508923 54510682 1758 SVA 1742 0 0 0 0 0 0 1742 0 0 0 0 0 0 0



chr7 55092757 55093067 309 Alu 299 299 299 0 0 0 0 0 0 0 0 0 0 0 0
chr7 55153088 55154156 1067 SVA 1022 0 0 0 0 0 0 1022 0 0 0 0 0 0 0
chr7 55243371 55245409 2037 SVA 1959 0 0 0 0 0 0 1934 0 0 0 0 0 2038 1 LANCL2
chr7 55614060 55614657 596 Alu 595 595 595 0 0 0 0 0 0 0 0 0 0 0 0
chr7 55872546 55873152 605 Alu 598 596 596 2 2 0 0 0 0 0 0 0 0 606 1 PSPH
chr7 55991896 55994485 2588 SVA 2550 0 0 0 0 58 58 2492 0 0 0 0 0 0 0
chr7 56088276 56088617 340 Alu 307 307 307 0 0 0 0 0 0 0 0 0 0 0 0
chr7 56426690 56432729 6038 L1 6027 0 0 6027 6027 0 0 0 0 0 0 0 0 0 0
chr7 57091986 57092450 463 Alu 455 442 442 13 0 0 0 0 0 0 0 0 0 0 0
chr7 57175479 57176011 531 Alu 509 509 509 0 0 0 0 0 0 0 0 0 0 0 0
chr7 57181584 57182629 1044 Alu 1032 966 966 41 0 0 0 0 0 0 0 0 0 0 0
chr7 57447570 57448126 555 Alu 534 534 534 0 0 0 0 0 0 0 0 0 0 0 0
chr7 62053293 62059410 6116 L1 6027 0 0 6027 6027 0 0 0 0 0 0 0 0 0 0
chr7 62778466 62779765 1298 SVA 1262 0 0 63 63 0 0 1199 0 0 0 0 0 0 0
chr7 63454657 63455122 464 LTR 465 0 0 0 0 0 465 0 0 0 0 0 0 465 1 ZNF680
chr7 63501685 63502024 338 Alu 309 309 309 0 0 0 0 0 0 0 0 0 0 0 0
chr7 63713085 63715054 1968 SVA 1890 0 0 0 0 0 0 1890 0 0 0 0 0 1969 1 ZNF138
chr7 63859353 63859669 315 Alu 298 298 298 0 0 0 0 0 0 0 0 0 0 0 0
chr7 63860498 63860809 310 Alu 310 309 309 0 0 0 0 0 1 0 0 0 0 0 0
chr7 63871437 63873786 2348 SVA 2347 0 0 157 157 0 0 2190 0 0 0 0 0 0 0
chr7 64249018 64250287 1268 L1 1253 59 59 1194 1194 0 0 0 0 0 0 0 0 0 0
chr7 64399212 64399543 330 Alu 323 308 308 0 0 0 0 0 0 0 0 0 0 0 0
chr7 64756447 64756779 331 Alu 325 309 309 0 0 0 16 0 0 0 0 0 0 0 0
chr7 65510454 65511008 553 Alu 552 552 552 0 0 0 0 0 0 0 0 0 0 0 0
chr7 66798854 66799306 451 SVA 452 0 0 0 0 0 0 452 0 0 0 0 0 0 0
chr7 67561316 67562930 1613 L1 1611 0 0 1540 1540 0 0 0 71 0 0 0 0 0 0
chr7 68013107 68013308 200 Alu 197 197 197 0 0 0 0 0 0 0 0 0 0 0 0
chr7 68254830 68255094 263 Alu 264 264 264 0 0 0 0 0 0 0 0 0 0 0 0
chr7 68543762 68544057 294 Alu 293 293 293 0 0 0 0 0 0 0 0 0 0 295 1 AUTS2
chr7 69106947 69113612 6664 L1 6028 0 0 6028 6028 0 0 0 0 0 0 0 0 6665 1 AUTS2
chr7 69340435 69340775 339 Alu 338 307 307 31 31 0 0 0 0 0 0 0 0 340 1 AUTS2
chr7 71129591 71130753 1161 L1 1096 0 0 1075 1075 0 0 0 0 0 0 0 0 1162 1 CALN1
chr7 73140732 73141076 343 Alu 342 342 342 0 0 0 0 0 0 0 0 0 0 0 0
chr7 73292262 73292848 585 Alu 584 584 584 0 0 0 0 0 0 0 0 0 0 0 0
chr7 73496306 73496652 345 Alu 342 342 342 0 0 0 0 0 0 0 0 0 0 0 0
chr7 75148755 75149165 409 Alu 405 405 369 0 0 0 0 0 0 0 0 0 0 0 0
chr7 75589805 75590389 583 Alu 581 581 581 0 0 0 0 0 0 0 0 0 0 0 0
chr7 75661767 75662302 534 Alu 533 533 533 0 0 0 0 0 0 0 0 0 0 0 0
chr7 77810076 77810396 319 Alu 319 303 303 0 0 0 16 0 0 0 0 0 0 320 1 MAGI2
chr7 78002504 78002835 330 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 331 1 MAGI2
chr7 78177140 78177474 333 Alu 313 312 312 0 0 0 0 0 1 0 0 0 0 334 1 MAGI2
chr7 78478203 78479518 1314 L1 1315 0 0 1315 1315 0 0 0 0 0 0 0 0 1315 1 MAGI2
chr7 78503681 78509787 6105 L1 6061 0 0 6016 6016 0 0 0 0 0 0 0 0 6106 1 MAGI2
chr7 78773924 78774244 319 Alu 319 316 316 0 0 0 3 0 0 0 0 0 0 0 0
chr7 79813389 79813703 313 Alu 313 306 306 0 0 0 7 0 0 0 0 0 0 0 0
chr7 81776386 81776700 313 Alu 313 302 302 0 0 0 11 0 0 0 0 0 0 0 0
chr7 81916178 81916508 329 Alu 328 305 305 0 0 23 23 0 0 0 0 0 0 0 0
chr7 82298035 82304222 6186 L1 6027 0 0 6027 6027 0 0 0 0 0 0 0 0 6187 1 PCLO
chr7 83984591 83985131 539 L1 518 0 0 501 501 0 17 0 0 0 0 0 0 0 0
chr7 84603358 84609728 6369 L1 6051 0 0 6051 6051 0 0 0 0 0 0 0 0 0 0
chr7 85614176 85620398 6221 L1 6208 0 0 6208 6208 0 0 0 0 0 0 0 0 0 0
chr7 86281236 86282418 1181 L1 1182 0 0 1182 1182 0 0 0 0 0 0 0 0 1182 1 KIAA1324L
chr7 86625246 86626402 1155 LTR 1117 58 58 0 0 0 1059 0 0 0 0 0 0 1156 1 CROT
chr7 87495658 87497108 1449 L1 1416 0 0 1416 1416 0 0 0 0 0 0 0 0 1450 1 SRI
chr7 87539309 87541403 2093 SVA 1959 0 0 0 0 0 13 1946 0 0 0 0 0 0 0
chr7 88144064 88144398 333 Alu 302 302 302 0 0 0 0 0 0 0 0 0 0 334 1 ZNF804B
chr7 88548081 88548512 430 L1 420 0 0 420 387 0 0 0 0 0 0 0 0 431 1 ZNF804B
chr7 88942419 88943060 640 L1 636 0 0 605 605 0 0 0 0 0 0 0 0 0 0
chr7 89062938 89066600 3661 L1 3656 0 0 3656 3656 0 0 0 0 0 0 0 0 0 0
chr7 89243526 89243852 325 Alu 308 308 308 0 0 0 0 0 0 0 0 0 0 0 0
chr7 89796323 89797747 1423 L1 1415 0 0 1404 1404 0 11 0 0 0 0 0 0 0 0
chr7 90309800 90310110 309 Alu 309 307 307 0 0 0 2 0 0 0 0 0 0 310 1 CDK14



chr7 90857143 90863429 6285 L1 6187 0 0 6070 6070 0 117 0 0 0 0 0 0 0 0
chr7 92332646 92332999 352 Alu 351 317 317 0 0 0 0 0 34 0 0 0 0 0 0
chr7 92535356 92535694 337 Alu 307 307 307 0 0 0 0 0 0 0 0 0 0 338 1 CCDC132
chr7 93432110 93434503 2392 L1 2391 0 0 2391 2388 0 0 0 0 0 0 0 0 0 0
chr7 93484728 93485043 314 Alu 302 302 302 0 0 0 0 0 0 0 0 0 0 0 0
chr7 93602963 93603305 341 Alu 307 307 307 0 0 0 0 0 0 0 0 0 0 0 0
chr7 94888387 94889001 613 L1 614 0 0 614 614 0 0 0 0 0 0 0 0 0 0
chr7 94937910 94938246 335 Alu 334 301 301 0 0 0 0 0 33 0 0 0 0 0 0
chr7 95826157 95832173 6015 L1 6014 0 0 6014 6014 0 0 0 0 0 0 0 0 0 0
chr7 96120537 96126655 6117 L1 6101 0 0 6051 6051 0 0 0 0 0 0 0 0 0 0
chr7 96457869 96458163 293 Alu 294 294 294 0 0 0 0 0 0 0 0 0 0 0 0
chr7 96539394 96539640 245 Alu 244 230 230 14 0 0 0 0 0 0 0 0 0 0 0
chr7 96652168 96652463 294 Alu 293 277 277 16 0 0 0 0 0 0 0 0 0 0 0
chr7 96855705 96857021 1315 L1 1316 0 0 1316 1316 0 0 0 0 0 0 0 0 0 0
chr7 96913818 96914193 374 L1 367 0 0 367 367 0 0 0 0 0 0 0 0 0 0
chr7 96975354 96976909 1554 L1 1553 0 0 1553 1553 0 0 0 0 0 0 0 0 0 0
chr7 97564142 97564458 315 Alu 315 315 315 0 0 0 0 0 0 0 0 0 0 316 1 BRI3
chr7 98470771 98471139 367 L1 351 0 0 351 351 0 0 0 0 0 0 0 0 0 0
chr7 98668371 98670411 2039 SVA 2019 17 17 0 0 0 0 1965 0 0 0 0 0 2040 1 PTCD1
chr7 99129480 99131611 2130 SVA 1975 0 0 0 0 0 19 1956 0 0 0 0 0 0 0
chr7 99764462 99766896 2433 SVA 2400 0 0 0 0 0 0 2378 0 0 0 0 0 0 0
chr7 99850879 99851427 547 Alu 536 536 536 0 0 0 0 0 0 0 0 0 0 0 0
chr7 99982339 99985179 2839 SVA 2805 0 0 233 0 0 0 2572 0 0 0 0 0 2840 1 ZAN
chr7 100207449 100207837 387 Alu 386 386 386 0 0 0 0 0 0 0 0 0 0 388 1 MUC12
chr7 100431947 100432429 481 Alu 464 464 464 0 0 0 0 0 0 0 0 0 0 0 0
chr7 100560900 100561319 418 Alu 418 418 418 0 0 0 0 0 0 0 0 0 0 0 0
chr7 100594626 100597350 2723 SVA 2637 192 192 0 0 0 0 2445 0 0 0 0 0 0 0
chr7 100682161 100682471 309 Alu 309 305 305 0 0 0 4 0 0 0 0 0 0 310 1 EMID2
chr7 100931416 100931904 487 Alu 486 486 486 0 0 0 0 0 0 0 0 0 0 0 0
chr7 101557319 101557641 321 Alu 298 298 298 0 0 0 0 0 0 0 0 0 0 0 0
chr7 102387559 102390265 2705 LTR 2706 0 0 0 0 0 2706 0 0 0 0 0 0 0 0
chr7 103723477 103723746 268 Alu 268 268 268 0 0 0 0 0 0 0 0 0 0 269 1 LHFPL3
chr7 103792048 103798115 6066 L1 6054 0 0 6054 6054 0 0 0 0 0 0 0 0 6067 1 LHFPL3
chr7 103982312 103987228 4915 LTR 4893 0 0 10 10 3917 4883 0 0 0 0 0 0 4916 1 LHFPL3
chr7 104209161 104209488 326 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 0 0
chr7 104639776 104640446 669 Alu 616 616 616 0 0 0 0 0 0 0 0 0 0 0 0
chr7 104644364 104646224 1859 SVA 1839 15 15 0 0 0 0 1772 0 0 0 0 0 0 0
chr7 104694966 104695336 369 Alu 364 364 364 0 0 0 0 0 0 0 0 0 0 370 1 PUS7
chr7 104726746 104727314 567 Alu 566 566 566 0 0 0 0 0 0 0 0 0 0 568 1 PUS7
chr7 105479016 105481318 2301 L1 2302 0 0 2302 2302 0 0 0 0 0 0 0 0 0 0
chr7 107742170 107744611 2440 L1 2414 0 0 2414 2414 0 0 0 0 0 0 0 0 2441 1 PNPLA8
chr7 107849729 107851056 1326 L1 1265 0 0 1265 1265 0 0 0 0 0 0 0 0 0 0
chr7 108631971 108632299 327 Alu 305 305 305 0 0 0 0 0 0 0 0 0 0 0 0
chr7 109149191 109149663 471 L1 449 0 0 429 429 0 0 0 0 0 0 0 0 0 0
chr7 109499885 109501770 1884 L1 1834 0 0 1834 1834 0 0 0 0 0 0 0 0 0 0
chr7 109791507 109797663 6155 L1 6131 0 0 6131 6131 0 0 0 0 0 0 0 0 0 0
chr7 109940998 109947120 6121 L1 6089 0 0 6089 6089 0 0 0 0 0 0 0 0 6122 1 IMMP2L
chr7 110843221 110845225 2003 SVA 1955 0 0 0 0 0 0 1896 9 0 0 0 0 0 0
chr7 110850664 110851007 342 Alu 342 309 309 0 0 0 33 0 0 0 0 0 0 0 0
chr7 111147419 111147838 418 Alu 418 418 418 0 0 0 0 0 0 0 0 0 0 419 1 DOCK4
chr7 111197198 111203707 6508 L1 6029 0 0 6029 6029 0 0 0 0 0 0 0 0 6509 1 DOCK4
chr7 112618746 112620092 1345 L1 1343 0 0 1343 1343 0 0 0 0 0 0 0 0 0 0
chr7 113010041 113016199 6157 L1 6029 0 0 6029 6029 0 0 0 0 0 0 0 0 0 0
chr7 113687704 113689053 1348 L1 1298 0 0 1298 1298 0 0 0 0 0 0 0 0 1349 1 FOXP2
chr7 115063306 115063720 413 Alu 412 412 412 0 0 0 0 0 0 0 0 0 0 0 0
chr7 115770721 115771029 307 Alu 302 302 302 0 0 0 0 0 0 0 0 0 0 308 1 CAV1
chr7 115947111 115947428 316 Alu 305 305 305 0 0 0 0 0 0 0 0 0 0 317 1 MET
chr7 116435961 116436272 310 Alu 309 299 299 10 0 0 0 0 0 0 0 0 0 311 1 ST7OT3
chr7 116675501 116675807 305 Alu 304 304 304 0 0 0 0 0 0 0 0 0 0 0 0
chr7 116759222 116763544 4321 L1 4295 0 0 4295 4295 0 0 0 0 0 0 0 0 4322 1 CFTR
chr7 118197443 118199630 2186 L1 2168 2 0 2166 2166 0 0 0 0 0 0 0 0 0 0
chr7 118890543 118892238 1694 L1 1675 0 0 1650 1650 0 0 0 0 0 0 0 0 0 0



chr7 119053798 119054128 329 Alu 328 302 302 0 0 0 26 0 0 0 0 0 0 0 0
chr7 119346468 119346770 301 Alu 302 302 302 0 0 0 0 0 0 0 0 0 0 0 0
chr7 121465774 121467472 1697 L1 1645 3 3 1642 1642 0 0 0 0 0 0 0 0 0 0
chr7 121512799 121518987 6187 L1 6105 0 0 6105 6105 0 0 0 0 0 0 0 0 0 0
chr7 123143459 123143808 348 Alu 347 347 347 0 0 0 0 0 0 0 0 0 0 0 0
chr7 124455134 124456145 1010 LTR 967 0 0 0 0 0 967 0 0 0 0 0 0 0 0
chr7 125834928 125837620 2691 L1 2669 0 0 2669 2669 0 0 0 0 0 0 0 0 2692 1 GRM8
chr7 126544346 126545587 1240 L1 1239 0 0 1239 1239 0 0 0 0 0 0 0 0 0 0
chr7 127197252 127200958 3705 L1 3697 0 0 3697 3697 0 0 0 0 0 0 0 0 3706 1 SND1
chr7 127911228 127911534 305 Alu 298 298 298 0 0 0 0 0 0 0 0 0 0 306 1 FAM71F2
chr7 128030729 128031052 322 Alu 321 300 300 21 0 0 0 0 0 0 0 0 0 323 1 CCDC136
chr7 128196074 128196407 332 Alu 307 307 307 0 0 0 0 0 0 0 0 0 0 333 1 TNPO3
chr7 128483209 128483519 309 Alu 308 301 301 7 7 0 0 0 0 0 0 0 0 310 1 AHCYL2
chr7 128684711 128685034 322 Alu 313 313 313 0 0 0 0 0 0 0 0 0 0 323 1 FAM40B
chr7 129125810 129126321 510 Alu 504 504 504 0 0 0 0 0 0 0 0 0 0 511 1 UBE2H
chr7 129165718 129166194 475 Alu 467 467 467 0 0 0 0 0 0 0 0 0 0 476 1 UBE2H
chr7 129519309 129519827 517 Alu 469 469 469 0 0 0 0 0 0 0 0 0 0 518 1 CPA2
chr7 129843991 129846000 2008 L1 1922 0 0 1862 1862 0 0 0 0 0 0 0 0 0 0
chr7 131682576 131682909 332 Alu 316 316 316 0 0 0 0 0 0 0 0 0 0 333 1 PLXNA4
chr7 131914390 131915089 698 Alu 695 695 695 0 0 0 0 0 0 0 0 0 0 0 0
chr7 131963749 131964048 298 Alu 271 271 271 0 0 0 0 0 0 0 0 0 0 299 1 CHCHD3
chr7 132125969 132128503 2533 SVA 2479 0 0 0 0 0 0 2380 49 0 0 0 0 2534 1 CHCHD3
chr7 132561958 132562384 425 L1 425 0 0 405 405 0 20 0 0 0 0 0 0 426 1 EXOC4
chr7 132723464 132723793 328 Alu 327 305 305 0 0 0 22 0 0 0 0 0 0 329 1 EXOC4
chr7 132852380 132852680 299 Alu 293 293 293 0 0 0 0 0 0 0 0 0 0 300 1 EXOC4
chr7 133031375 133037466 6090 L1 6052 0 0 6027 6027 0 0 0 0 0 0 0 0 6091 1 EXOC4
chr7 133267757 133268015 257 Alu 255 255 255 0 0 0 0 0 0 0 0 0 0 0 0
chr7 133789829 133790410 580 Alu 575 575 575 0 0 0 0 0 0 0 0 0 0 581 1 BPGM
chr7 135251922 135257351 5428 L1 5427 298 298 5129 5129 0 0 0 0 0 0 0 0 0 0
chr7 135556172 135562222 6049 L1 6029 0 0 6029 6029 0 0 0 0 0 0 0 0 0 0
chr7 135973133 135979255 6121 L1 6116 0 0 6094 6094 0 0 0 0 0 0 0 0 0 0
chr7 136260387 136261822 1434 L1 1351 0 0 1335 1335 0 16 0 0 0 0 0 0 0 0
chr7 136404569 136410491 5921 LTR 5895 0 0 0 0 0 5895 0 0 0 0 0 0 5922 1 PTN
chr7 137351034 137351166 131 LTR 132 0 0 0 0 0 132 0 0 0 0 0 0 0 0
chr7 137604315 137604639 323 Alu 323 300 300 0 0 0 23 0 0 0 0 0 0 324 1 TRIM24
chr7 138661324 138663098 1773 SVA 1750 0 0 4 0 0 0 1715 0 0 0 0 0 0 0
chr7 139043186 139043500 313 Alu 312 306 306 0 0 0 0 0 6 0 0 0 0 314 1 TBXAS1
chr7 139583907 139585399 1491 SVA 1446 0 0 0 0 0 0 1446 0 0 0 0 0 0 0
chr7 139619502 139619864 361 Alu 360 360 360 0 0 0 0 0 0 0 0 0 0 362 1 MKRN1
chr7 140214864 140221068 6203 L1 6053 0 0 6027 6027 0 0 0 0 0 0 0 0 0 0
chr7 142237593 142237919 325 Alu 324 309 309 0 0 0 15 0 0 0 0 0 0 0 0
chr7 142277326 142277469 142 SVA 135 0 0 0 0 0 0 135 0 0 0 143 1 143 1 OR6W1P
chr7 143336247 143336589 341 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 0 0
chr7 144217203 144217492 288 L1 289 0 0 289 289 0 0 0 0 0 0 0 0 0 0
chr7 144495430 144495924 493 LTR 494 0 0 0 0 0 494 0 0 0 0 0 0 0 0
chr7 145148235 145154349 6113 L1 6076 0 0 6076 6076 0 0 0 0 0 0 0 0 0 0
chr7 145266959 145269807 2847 L1 2747 0 0 2656 2656 0 0 0 91 0 0 0 0 2848 1 CNTNAP2
chr7 145538614 145538902 287 Alu 271 271 271 0 0 0 0 0 0 0 0 0 0 288 1 CNTNAP2
chr7 145977451 145978038 586 Alu 576 576 576 0 0 0 0 0 0 0 0 0 0 587 1 CNTNAP2
chr7 146040440 146046571 6130 L1 6032 0 0 6032 6032 0 0 0 0 0 0 0 0 6131 1 CNTNAP2
chr7 147549458 147549642 183 L1 184 0 0 184 184 0 0 0 0 0 0 0 0 184 1 CNTNAP2
chr7 147611182 147611509 326 Alu 302 302 302 0 0 0 0 0 0 0 0 0 0 0 0
chr7 149226435 149226757 321 Alu 316 316 316 0 0 0 0 0 0 0 0 0 0 0 0
chr7 149332554 149334529 1974 SVA 1900 0 0 19 19 0 0 1860 0 0 0 0 0 0 0
chr7 149558587 149558890 302 Alu 302 302 302 0 0 0 0 0 0 0 0 0 0 0 0
chr7 150696368 150696740 371 Alu 339 339 339 0 0 0 0 0 0 0 0 0 0 372 1 PRKAG2
chr7 151514765 151515368 602 Alu 600 600 600 0 0 0 0 0 0 0 0 0 0 603 1 MLL3
chr7 151797298 151797609 310 Alu 306 306 306 0 0 0 0 0 0 0 0 0 0 311 1 XRCC2
chr7 151857055 151857374 318 Alu 305 305 305 0 0 0 0 0 0 0 0 0 0 0 0
chr7 151998593 151998900 306 Alu 297 297 297 0 0 0 0 0 0 0 0 0 0 0 0
chr7 152527126 152529059 1932 LTR 1933 0 0 0 0 0 1933 0 0 0 0 0 0 0 0
chr7 153143374 153143708 333 Alu 314 314 314 0 0 0 0 0 0 0 0 0 0 334 1 DPP6



chr7 153591457 153592730 1272 L1 1260 0 0 1243 1243 0 17 0 0 0 0 0 0 1273 1 DPP6
chr7 153597930 153598238 307 Alu 308 308 308 0 0 0 0 0 0 0 0 0 0 308 1 DPP6
chr7 154379560 154379900 339 Alu 332 332 317 0 0 0 0 0 0 0 0 0 0 0 0
chr7 154467923 154473171 5247 HERV 5245 0 0 0 0 4933 5245 0 0 0 0 0 0 0 0
chr7 154467923 154473171 5247 LTR 5245 0 0 0 0 4933 5245 0 0 0 0 0 0 0 0
chr7 157052871 157055000 2128 L1 2027 0 0 2027 2027 0 0 0 0 0 0 0 0 2129 1 PTPRN2
chr7 157174943 157175151 207 LTR 196 0 0 0 0 0 196 0 0 0 0 0 0 208 1 PTPRN2
chr7 157498932 157499875 942 L1 941 0 0 941 941 0 0 0 0 0 0 0 0 943 1 PTPRN2
chr7 157528955 157529929 973 LTR 967 0 0 0 0 0 967 0 0 0 0 0 0 974 1 PTPRN2
chr7 157596180 157596431 250 LTR 251 0 0 0 0 0 251 0 0 0 0 0 0 251 1 PTPRN2
chr7 158369432 158369944 511 LTR 496 0 0 0 0 0 496 0 0 0 0 0 0 512 1 VIPR2
chr8 793488 793601 112 LTR 105 0 0 0 0 0 105 0 0 0 0 0 0 0 0
chr8 1786712 1787019 306 L1 284 0 0 284 284 0 0 0 0 0 0 0 0 307 1 ARHGEF10
chr8 3183738 3184156 417 L1 414 0 0 391 391 0 0 0 0 0 0 0 0 418 1 CSMD1
chr8 4699325 4705433 6107 L1 6098 0 0 6012 6012 0 86 0 0 0 0 0 0 6108 1 CSMD1
chr8 5250178 5250507 328 Alu 327 313 313 14 14 0 0 0 0 0 0 0 0 0 0
chr8 5569598 5571249 1650 SVA 1534 0 0 0 0 0 0 1481 0 0 0 0 0 0 0
chr8 6190853 6191321 467 Alu 444 444 444 0 0 0 0 0 0 0 0 0 0 0 0
chr8 8365754 8371825 6070 L1 6025 0 0 5907 5907 0 0 0 118 0 0 0 0 0 0
chr8 8737907 8738217 309 Alu 305 305 305 0 0 0 0 0 0 0 0 0 0 310 1 MFHAS1
chr8 9048293 9049835 1541 SVA 1532 0 0 0 0 0 0 1532 0 0 0 0 0 0 0
chr8 9259254 9260387 1132 SVA 1037 0 0 0 0 0 0 1037 0 0 0 0 0 0 0
chr8 9631373 9635046 3672 L1 3614 0 0 3614 3614 0 0 0 0 0 0 0 0 3673 1 TNKS
chr8 9698041 9703908 5866 HERV 5834 269 269 0 0 5286 5565 0 0 0 0 0 0 0 0
chr8 9698041 9703908 5866 LTR 5834 269 269 0 0 5286 5565 0 0 0 0 0 0 0 0
chr8 10253487 10253800 312 Alu 312 299 299 0 0 0 0 0 13 0 0 0 0 313 1 MSRA
chr8 10613186 10613503 316 Alu 315 301 301 14 0 0 0 0 0 0 0 0 0 0 0
chr8 10827315 10833351 6035 L1 6025 0 0 6025 6025 0 0 0 0 0 0 0 0 6036 1 XKR6
chr8 11234924 11235230 305 Alu 304 304 304 0 0 0 0 0 0 0 0 0 0 306 1 TDH
chr8 13472172 13472595 422 L1 420 0 0 420 420 0 0 0 0 0 0 0 0 0 0
chr8 15249997 15252859 2861 L1 2859 292 292 2567 2567 0 0 0 0 0 0 0 0 0 0
chr8 15347110 15348693 1582 SVA 1449 0 0 0 0 0 0 1449 0 0 0 0 0 0 0
chr8 16475035 16475222 186 Alu 171 171 171 0 0 0 0 0 0 0 0 0 0 0 0
chr8 16589786 16590104 317 Alu 308 308 308 0 0 0 0 0 0 0 0 0 0 0 0
chr8 18470301 18472559 2257 L1 2049 0 0 2049 2049 0 0 0 0 0 0 0 0 2258 1 PSD3
chr8 18498896 18500295 1398 L1 1397 0 0 1397 1397 0 0 0 0 0 0 0 0 1399 1 PSD3
chr8 18518413 18518712 298 Alu 299 299 299 0 0 0 0 0 0 0 0 0 0 299 1 PSD3
chr8 18811909 18812450 540 L1 528 0 0 528 528 0 0 0 0 0 0 0 0 541 1 PSD3
chr8 19209471 19210026 554 Alu 527 527 527 0 0 0 0 0 0 0 0 0 0 0 0
chr8 19876345 19876667 321 Alu 309 309 309 0 0 0 0 0 0 0 0 0 0 0 0
chr8 24149060 24150619 1558 LTR 1558 0 0 0 0 0 1558 0 0 0 0 0 0 0 0
chr8 25986766 25987100 333 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 0 0
chr8 27027038 27033101 6062 L1 6051 0 0 6026 6026 0 25 0 0 0 0 0 0 0 0
chr8 27581677 27581996 318 Alu 300 300 300 0 0 0 0 0 0 0 0 0 0 319 1 SCARA3
chr8 28019684 28020021 336 Alu 308 308 308 0 0 0 0 0 0 0 0 0 0 337 1 ELP3
chr8 28309110 28309327 216 Alu 216 216 216 0 0 0 0 0 0 0 0 0 0 0 0
chr8 29033521 29035237 1715 L1 1606 0 0 1606 1606 0 0 0 0 0 0 0 0 1716 1 KIF13B
chr8 29110467 29110799 331 Alu 305 305 305 0 0 0 0 0 0 0 0 0 0 332 1 KIF13B
chr8 29512355 29514595 2239 L1 2225 0 0 2189 2189 0 0 0 0 0 0 0 0 0 0
chr8 30222919 30225010 2090 SVA 2053 46 46 0 0 0 0 2007 0 0 0 0 0 0 0
chr8 30953378 30953698 319 Alu 293 293 293 0 0 0 0 0 0 0 0 0 0 0 0
chr8 31625165 31625506 340 Alu 337 306 306 31 31 0 0 0 0 0 0 0 0 341 1 NRG1
chr8 32793205 32796721 3515 L1 3486 0 0 3411 3411 0 45 0 0 0 0 0 0 0 0
chr8 33238835 33240306 1470 L1 1467 0 0 1445 1445 0 0 0 0 0 0 0 0 0 0
chr8 33634574 33636333 1758 SVA 1745 0 0 0 0 0 30 1715 0 0 0 0 0 0 0
chr8 33976515 33976836 320 Alu 317 317 317 0 0 0 0 0 0 0 0 0 0 0 0
chr8 34362714 34362913 198 L1 199 0 0 199 199 0 0 0 0 0 0 0 0 0 0
chr8 34589253 34589765 511 LTR 504 0 0 0 0 0 504 0 0 0 0 0 0 0 0
chr8 35484107 35484414 306 Alu 306 306 306 0 0 0 0 0 0 0 0 0 0 307 1 UNC5D
chr8 35505091 35511152 6060 L1 6025 0 0 6025 6025 0 0 0 0 0 0 0 0 6061 1 UNC5D
chr8 35687994 35688162 167 Alu 168 168 168 0 0 0 0 0 0 0 0 0 0 168 1 UNC5D
chr8 35934788 35935001 212 HERV 213 0 0 0 0 213 213 0 0 0 0 0 0 0 0



chr8 35934788 35935001 212 LTR 213 0 0 0 0 213 213 0 0 0 0 0 0 0 0
chr8 36293909 36294256 346 Alu 317 317 317 0 0 0 0 0 0 0 0 0 0 0 0
chr8 36365605 36371696 6090 L1 6058 0 0 6034 6034 0 0 0 0 0 0 0 0 0 0
chr8 36455113 36458119 3005 L1 2945 0 0 2945 2945 0 0 0 0 0 0 0 0 0 0
chr8 36461311 36467245 5933 L1 5892 2 0 5890 5890 0 0 0 0 0 0 0 0 0 0
chr8 36807378 36809196 1817 L1 1789 0 0 1761 1761 0 0 0 0 0 0 0 0 1818 1 KCNU1
chr8 37170016 37171019 1002 LTR 967 0 0 0 0 0 967 0 0 0 0 0 0 0 0
chr8 37325579 37325908 328 Alu 307 307 307 0 0 0 0 0 0 0 0 0 0 0 0
chr8 37903707 37905398 1690 SVA 1675 0 0 0 0 0 0 1630 0 0 0 0 0 0 0
chr8 37965547 37966034 486 Alu 484 459 459 25 25 0 0 0 0 0 0 0 0 0 0
chr8 38060236 38060743 506 HERV 507 0 0 0 0 507 507 0 0 0 0 0 0 0 0
chr8 38060236 38060743 506 LTR 507 0 0 0 0 507 507 0 0 0 0 0 0 0 0
chr8 38110444 38111011 566 SVA 532 0 0 0 0 0 0 532 0 0 0 0 0 567 1 ASH2L
chr8 40408863 40415360 6496 L1 6469 0 0 6469 6469 0 0 0 0 0 0 0 0 0 0
chr8 40697616 40699029 1412 L1 1343 0 0 1343 1343 0 0 0 0 0 0 0 0 1413 1 ZMAT4
chr8 41602385 41604000 1614 SVA 1591 0 0 0 0 0 0 1591 0 0 0 0 0 0 0
chr8 41656216 41656545 328 Alu 327 308 308 19 19 0 0 0 0 0 0 0 0 329 1 ANK1
chr8 42231067 42231776 708 SVA 695 0 0 0 0 0 0 695 0 0 0 0 0 0 0
chr8 42367032 42367326 293 Alu 292 283 283 9 9 0 0 0 0 0 0 0 0 0 0
chr8 42691376 42691720 343 Alu 311 311 311 0 0 0 0 0 0 0 0 0 0 344 1 CHRNB3
chr8 42982839 42983273 433 Alu 410 410 410 0 0 0 0 0 0 0 0 0 0 434 1 HOOK3
chr8 43152884 43155559 2674 SVA 2620 0 0 0 0 0 0 2445 0 0 0 0 0 2675 1 HGSNAT
chr8 43281499 43287579 6079 L1 6000 0 0 5988 5988 0 0 0 12 0 0 0 0 6080 1 POTEA
chr8 43340651 43340981 329 Alu 328 303 303 25 25 0 0 0 0 0 0 0 0 0 0
chr8 43345647 43346133 485 L1 484 0 0 484 484 0 0 0 0 0 0 0 0 0 0
chr8 43392751 43394877 2125 SVA 1970 0 0 0 0 0 0 1907 0 0 0 0 0 0 0
chr8 48195901 48196215 313 Alu 302 302 302 0 0 0 0 0 0 0 0 0 0 0 0
chr8 48206815 48207796 980 LTR 979 20 20 0 0 0 959 0 0 0 0 0 0 0 0
chr8 48909793 48910102 308 Alu 301 301 301 0 0 0 0 0 0 0 0 0 0 309 1 PRKDC
chr8 49029972 49030599 626 Alu 596 596 596 0 0 0 0 0 0 0 0 0 0 627 1 PRKDC
chr8 50408490 50408880 389 L1 361 0 0 361 361 0 0 0 0 0 0 0 0 0 0
chr8 51240942 51242531 1588 L1 1484 0 0 1447 1447 0 0 0 0 0 0 0 0 1589 1 SNTG1
chr8 52233447 52235408 1960 SVA 1900 29 29 0 0 0 0 1795 0 0 0 0 0 0 0
chr8 52608585 52610882 2296 SVA 2221 0 0 0 0 0 0 2221 0 0 0 0 0 2297 1 PXDNL
chr8 54245014 54245311 296 LTR 294 0 0 0 0 0 294 0 0 0 0 0 0 0 0
chr8 56563773 56564085 311 Alu 311 304 304 7 7 0 0 0 0 0 0 0 0 312 1 XKR4
chr8 57346319 57348141 1821 SVA 1767 0 0 0 0 0 0 1639 128 0 0 0 0 0 0
chr8 58274699 58275717 1017 LTR 961 0 0 0 0 0 961 0 0 0 0 0 0 0 0
chr8 59127883 59128204 320 Alu 312 310 310 0 0 0 2 0 0 0 0 0 0 321 1 FAM110B
chr8 59476404 59476701 296 Alu 294 294 294 0 0 0 0 0 0 0 0 0 0 0 0
chr8 59558503 59559777 1273 L1 1272 0 0 1255 1255 0 17 0 0 0 0 0 0 0 0
chr8 59989614 59995949 6334 L1 6277 0 0 6046 6026 0 0 0 189 0 0 0 0 6335 1 TOX
chr8 60944839 60950948 6108 L1 6034 0 0 6022 6022 0 12 0 0 0 0 0 0 0 0
chr8 61367524 61367858 333 Alu 332 306 306 26 0 0 0 0 0 0 0 0 0 0 0
chr8 61621980 61624630 2649 SVA 2476 0 0 0 0 0 0 2476 0 0 0 0 0 2650 1 RAB2A
chr8 62190402 62196558 6155 L1 6089 33 0 6018 6018 0 0 0 0 0 0 0 0 0 0
chr8 64254261 64256175 1913 SVA 1764 0 0 0 0 0 0 1764 0 0 0 0 0 1914 1 YTHDF3
chr8 64302592 64302899 306 Alu 299 299 299 0 0 0 0 0 0 0 0 0 0 0 0
chr8 64559396 64565465 6068 L1 6065 0 0 6065 6065 0 0 0 0 0 0 0 0 0 0
chr8 64872501 64878604 6102 L1 6029 0 0 6029 6029 0 0 0 0 0 0 0 0 0 0
chr8 65525118 65525439 320 Alu 303 303 303 0 0 0 0 0 0 0 0 0 0 0 0
chr8 65760196 65762266 2069 SVA 2005 0 0 59 59 0 0 1919 0 0 0 0 0 2070 1 CYP7B1
chr8 66443873 66445219 1345 L1 1345 97 97 1248 1248 0 0 0 0 0 0 0 0 0 0
chr8 66466258 66466928 669 L1 632 0 0 619 619 0 0 0 13 0 0 0 0 0 0
chr8 66736720 66738335 1614 SVA 1612 62 62 0 0 0 0 1491 0 0 0 0 0 1615 1 MTFR1
chr8 66755619 66756151 531 Alu 528 528 528 0 0 0 0 0 0 0 0 0 0 532 1 MTFR1
chr8 66940830 66942584 1753 HERV 1754 0 0 0 0 1754 1754 0 0 0 0 0 0 0 0
chr8 66940830 66942584 1753 LTR 1754 0 0 0 0 1754 1754 0 0 0 0 0 0 0 0
chr8 67099136 67101166 2029 L1 1915 0 0 1915 1915 0 0 0 0 0 0 0 0 2030 1 DNAJC5B
chr8 68384866 68387071 2204 SVA 2166 0 0 29 29 0 0 2111 0 0 0 0 0 2205 1 ARFGEF1
chr8 68434733 68435044 310 Alu 310 297 297 13 13 0 0 0 0 0 0 0 0 0 0
chr8 68535822 68536653 830 SVA 795 0 0 0 0 0 0 795 0 0 0 0 0 831 1 CPA6



chr8 69580214 69580543 328 Alu 328 304 304 24 0 0 0 0 0 0 0 0 0 329 1 C8orf34
chr8 69963711 69970335 6623 LTR 6593 0 0 0 0 5861 6528 0 65 0 0 0 0 0 0
chr8 70916080 70916402 321 Alu 302 302 302 0 0 0 0 0 0 0 0 0 0 0 0
chr8 70953543 70954614 1070 L1 1058 66 66 992 992 0 0 0 0 0 0 0 0 0 0
chr8 71509934 71510253 318 Alu 318 318 308 0 0 0 0 0 0 0 0 0 0 0 0
chr8 71746109 71747205 1095 L1 1096 0 0 1096 1096 0 0 0 0 0 0 0 0 1096 1 XKR9
chr8 72481091 72487272 6180 L1 6177 0 0 6177 6177 0 0 0 0 0 0 0 0 0 0
chr8 72713972 72714290 317 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 0 0
chr8 72858762 72859073 310 Alu 302 302 302 0 0 0 0 0 0 0 0 0 0 0 0
chr8 73222206 73228256 6049 L1 6016 0 0 6016 6016 0 0 0 0 0 0 0 0 0 0
chr8 73356906 73357339 432 LTR 433 0 0 0 0 0 433 0 0 0 0 0 0 0 0
chr8 73950294 73956383 6088 L1 6030 0 0 6030 6030 0 0 0 0 0 0 0 0 6089 1 KCNB2
chr8 75598460 75600912 2451 L1 2450 0 0 2450 2450 0 0 0 0 0 0 0 0 0 0
chr8 76289453 76289785 331 Alu 309 309 309 0 0 0 0 0 0 0 0 0 0 0 0
chr8 76696043 76702184 6140 L1 6065 0 0 6030 6030 0 0 0 0 0 0 0 0 0 0
chr8 77499938 77500992 1053 L1 1034 0 0 1034 1034 0 0 0 0 0 0 0 0 0 0
chr8 78377663 78378476 812 L1 749 0 0 749 749 0 0 0 0 0 0 0 0 0 0
chr8 78490878 78491192 313 Alu 313 305 305 0 0 0 0 0 8 0 0 0 0 0 0
chr8 78767103 78767419 315 Alu 309 309 309 0 0 0 0 0 0 0 0 0 0 0 0
chr8 80194454 80198944 4489 LTR 4380 0 0 0 0 3767 4380 0 0 0 0 0 0 0 0
chr8 80571531 80575130 3598 L1 3597 0 0 3519 3519 0 0 0 78 0 0 0 0 0 0
chr8 81233412 81233752 339 Alu 336 336 336 0 0 0 0 0 0 0 0 0 0 340 1 TPD52
chr8 81273930 81274233 302 Alu 301 301 301 0 0 0 0 0 0 0 0 0 0 0 0
chr8 81335373 81335693 319 Alu 307 305 305 0 0 0 2 0 0 0 0 0 0 0 0
chr8 81539155 81539467 311 Alu 297 297 297 0 0 0 0 0 0 0 0 0 0 0 0
chr8 84085839 84086186 346 Alu 345 316 316 0 0 0 0 0 29 0 0 0 0 0 0
chr8 84471603 84471933 329 LTR 330 0 0 0 0 0 330 0 0 0 0 0 0 0 0
chr8 84521868 84528042 6173 L1 6026 0 0 6026 6026 0 0 0 0 0 0 0 0 0 0
chr8 85341475 85341782 306 Alu 287 287 287 0 0 0 0 0 0 0 0 0 0 307 1 RALYL
chr8 85494279 85500400 6120 L1 6027 0 0 6027 6027 0 0 0 0 0 0 0 0 6121 1 RALYL
chr8 85931532 85931869 336 Alu 315 315 315 0 0 0 0 0 0 0 0 0 0 337 1 RALYL
chr8 87576339 87577796 1456 L1 1392 0 0 1392 1392 0 0 0 0 0 0 0 0 1457 1 FAM82B
chr8 88403125 88409285 6159 L1 6154 0 0 6154 6154 0 0 0 0 0 0 0 0 6160 1 CNBD1
chr8 89426851 89427989 1137 L1 1131 0 0 1088 1088 0 0 0 0 0 0 0 0 0 0
chr8 89766998 89773106 6107 L1 6082 0 0 6082 6082 0 0 0 0 0 0 0 0 0 0
chr8 90170006 90171291 1284 L1 1230 0 0 1197 1197 0 0 0 0 0 0 0 0 0 0
chr8 90276623 90277904 1280 L1 1279 0 0 1253 1253 0 0 0 0 0 0 0 0 0 0
chr8 90470734 90473472 2737 L1 2728 0 0 2701 2700 0 0 0 0 0 0 0 0 0 0
chr8 90530067 90531850 1782 LTR 1781 0 0 74 0 1274 1707 0 0 0 0 0 0 0 0
chr8 90633635 90639434 5798 L1 5781 0 0 5781 5762 0 0 0 0 0 0 0 0 0 0
chr8 90779419 90781527 2107 SVA 2097 0 0 37 37 0 0 1947 0 0 0 0 0 0 0
chr8 91584602 91584863 260 Alu 254 254 254 0 0 0 0 0 0 0 0 0 0 0 0
chr8 91627765 91628073 307 Alu 295 295 295 0 0 0 0 0 0 0 0 0 0 0 0
chr8 91765290 91767270 1979 LTR 1976 0 0 0 0 0 1976 0 0 0 0 0 0 0 0
chr8 92388237 92389266 1028 L1 1022 39 39 943 943 0 0 0 0 0 0 0 0 1029 1 SLC26A7
chr8 92422384 92422790 405 L1 400 0 0 400 400 0 0 0 0 0 0 0 0 406 1 SLC26A7
chr8 92640035 92646239 6203 L1 6018 0 0 6018 6018 0 0 0 0 0 0 0 0 0 0
chr8 93108220 93108546 325 Alu 324 324 324 0 0 0 0 0 0 0 0 0 0 326 1 RUNX1T1
chr8 94530647 94531184 536 Alu 534 534 534 0 0 0 0 0 0 0 0 0 0 0 0
chr8 94639896 94640203 306 Alu 295 295 295 0 0 0 0 0 0 0 0 0 0 0 0
chr8 95398853 95399142 288 Alu 288 286 286 2 2 0 0 0 0 0 0 0 0 0 0
chr8 96164050 96164356 305 Alu 298 298 298 0 0 0 0 0 0 0 0 0 0 0 0
chr8 96288780 96289085 304 Alu 293 293 293 0 0 0 0 0 0 0 0 0 0 0 0
chr8 96449744 96457161 7416 L1 7328 0 0 7328 7328 0 0 0 0 0 0 0 0 0 0
chr8 96490827 96492010 1182 L1 1173 0 0 1173 1173 0 0 0 0 0 0 0 0 0 0
chr8 96633590 96639827 6236 L1 6032 0 0 6032 6032 0 0 0 0 0 0 0 0 0 0
chr8 97500336 97500656 319 Alu 299 299 299 0 0 0 0 0 0 0 0 0 0 0 0
chr8 98051967 98052278 310 Alu 309 309 296 0 0 0 0 0 0 0 0 0 0 311 1 PGCP
chr8 98376980 98383063 6082 L1 6071 0 0 6006 6006 0 31 0 0 0 0 0 0 0 0
chr8 99388524 99389788 1263 L1 1244 0 0 1232 1232 0 0 0 0 0 0 0 0 0 0
chr8 99426013 99426332 318 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 0 0
chr8 100109098 100111352 2253 SVA 2241 0 0 133 133 0 0 2028 0 0 0 0 0 2254 1 VPS13B



chr8 100374371 100375996 1624 L1 1600 0 0 1508 1508 0 0 0 0 0 0 0 0 1625 1 VPS13B
chr8 100772969 100777143 4173 L1 4145 0 0 4145 4145 0 0 0 0 0 0 0 0 4174 1 VPS13B
chr8 100818501 100818782 280 Alu 269 269 269 0 0 0 0 0 0 0 0 0 0 281 1 VPS13B
chr8 101210757 101212699 1941 LTR 1938 0 0 0 0 0 1938 0 0 0 0 0 0 0 0
chr8 101972856 101974745 1888 SVA 1876 0 0 0 0 0 11 1865 0 0 0 0 0 0 0
chr8 102052554 102053141 586 Alu 573 573 573 0 0 0 0 0 0 0 0 0 0 0 0
chr8 102972849 102978937 6087 L1 6083 0 0 6083 6083 0 0 0 0 0 0 0 0 6088 1 NCALD
chr8 103992958 103993509 550 Alu 532 532 532 0 0 0 0 0 0 0 0 0 0 0 0
chr8 104009613 104010765 1151 SVA 1125 0 0 0 0 0 0 1101 0 0 0 0 0 0 0
chr8 104043899 104044916 1016 Alu 919 919 919 0 0 0 0 0 0 0 0 0 0 0 0
chr8 104715400 104716224 823 L1 824 0 0 824 824 0 0 0 0 0 0 0 0 824 1 RIMS2
chr8 105821195 105827289 6093 L1 6085 8 8 6021 6021 0 0 0 0 0 0 0 0 0 0
chr8 105986442 105988338 1895 L1 1821 0 0 1821 1821 0 0 0 0 0 0 0 0 0 0
chr8 106772633 106772967 333 Alu 332 315 315 17 0 0 0 0 0 0 0 0 0 334 1 ZFPM2
chr8 107065494 107066090 595 L1 594 0 0 594 594 0 0 0 0 0 0 0 0 0 0
chr8 107138988 107139553 564 Alu 511 511 511 0 0 0 0 0 0 0 0 0 0 0 0
chr8 108189382 108189721 338 Alu 307 307 307 0 0 0 0 0 0 0 0 0 0 0 0
chr8 109151674 109151964 289 Alu 284 284 284 0 0 0 0 0 0 0 0 0 0 290 1 RSPO2
chr8 110035653 110035967 313 Alu 308 308 308 0 0 0 0 0 0 0 0 0 0 0 0
chr8 112475175 112475717 541 Alu 539 493 493 0 0 0 0 0 46 0 0 0 0 0 0
chr8 112746217 112746567 349 Alu 315 315 315 0 0 0 0 0 0 0 0 0 0 0 0
chr8 113154611 113154953 341 Alu 340 320 320 20 20 0 0 0 0 0 0 0 0 0 0
chr8 113675291 113681456 6164 L1 6067 0 0 6024 6024 0 0 0 0 0 0 0 0 6165 1 CSMD3
chr8 114409547 114409857 309 Alu 309 295 295 14 14 0 0 0 0 0 0 0 0 310 1 CSMD3
chr8 114601697 114601850 152 LTR 153 0 0 0 0 0 153 0 0 0 0 0 0 0 0
chr8 114755042 114756554 1511 L1 1490 0 0 1490 1490 0 0 0 0 0 0 0 0 0 0
chr8 115258580 115260949 2368 L1 2215 0 0 2215 2215 0 0 0 0 0 0 0 0 0 0
chr8 115276985 115277388 402 LTR 403 0 0 0 0 0 403 0 0 0 0 0 0 0 0
chr8 115661759 115667781 6021 L1 6013 0 0 5992 5992 0 21 0 0 0 0 0 0 0 0
chr8 116557400 116557738 337 Alu 311 311 311 0 0 0 0 0 0 0 0 0 0 338 1 TRPS1
chr8 117172679 117173003 323 Alu 302 302 302 0 0 0 0 0 0 0 0 0 0 0 0
chr8 118478017 118478513 495 L1 483 0 0 483 483 0 0 0 0 0 0 0 0 0 0
chr8 118666553 118666867 313 Alu 303 303 303 0 0 0 0 0 0 0 0 0 0 0 0
chr8 118781966 118782305 338 Alu 337 311 311 0 0 0 26 0 0 0 0 0 0 0 0
chr8 119196382 119197442 1059 L1 1033 0 0 1033 1033 0 0 0 0 0 0 0 0 0 0
chr8 119544226 119544548 321 Alu 305 305 305 0 0 0 0 0 0 0 0 0 0 322 1 SAMD12
chr8 120002692 120003033 340 Alu 326 326 326 0 0 0 0 0 0 0 0 0 0 0 0
chr8 120387425 120388196 770 L1 761 0 0 761 761 0 0 0 0 0 0 0 0 0 0
chr8 121330328 121330637 308 Alu 303 303 303 0 0 0 0 0 0 0 0 0 0 309 1 COL14A1
chr8 121430389 121435831 5441 L1 5426 0 0 5426 5426 0 0 0 0 0 0 0 0 5442 1 COL14A1
chr8 121725561 121731682 6120 L1 6025 0 0 6025 6025 0 0 0 0 0 0 0 0 6121 1 SNTB1
chr8 121750852 121751174 321 Alu 307 307 307 0 0 0 0 0 0 0 0 0 0 322 1 SNTB1
chr8 122019954 122020276 321 Alu 312 312 312 0 0 0 0 0 0 0 0 0 0 0 0
chr8 123307696 123311426 3729 L1 3629 0 0 3402 3402 0 0 0 190 0 0 0 0 0 0
chr8 123408012 123413728 5715 L1 5593 0 0 5421 5421 0 0 0 0 0 0 0 0 0 0
chr8 123785925 123786258 332 Alu 331 317 317 14 0 0 0 0 0 0 0 0 0 0 0
chr8 124395792 124398040 2247 SVA 2206 0 0 27 27 0 0 2150 0 0 0 0 0 0 0
chr8 124834403 124834726 322 Alu 307 307 307 0 0 0 0 0 0 0 0 0 0 0 0
chr8 124940948 124947559 6610 L1 6589 0 0 6552 6552 0 0 0 0 0 0 0 0 6611 1 FER1L6
chr8 125074582 125074914 331 Alu 325 306 306 19 19 0 0 0 0 0 0 0 0 332 1 FER1L6
chr8 125174392 125174537 144 Alu 145 145 145 0 0 0 0 0 0 0 0 0 0 145 1 FER1L6
chr8 125435223 125435798 574 L1 551 0 0 551 551 0 0 0 0 0 0 0 0 575 1 TMEM65
chr8 125512677 125514339 1661 SVA 1660 0 0 86 86 0 0 1574 0 0 0 0 0 0 0
chr8 125989451 125990249 797 L1 755 0 0 755 755 0 0 0 0 0 0 0 0 0 0
chr8 126414923 126415241 317 Alu 309 309 309 0 0 0 0 0 0 0 0 0 0 318 1 NSMCE2
chr8 126664303 126670322 6018 L1 6007 0 0 6002 6002 0 0 0 5 0 0 0 0 0 0
chr8 126750569 126750885 315 L1 308 0 0 292 292 0 0 0 0 0 0 0 0 0 0
chr8 126989146 126989476 329 Alu 328 305 305 0 0 0 0 0 23 0 0 0 0 0 0
chr8 127394661 127400739 6077 L1 6065 267 267 5798 5798 0 0 0 0 0 0 0 0 0 0
chr8 127781949 127784832 2882 L1 2873 0 0 2740 2740 0 133 0 0 0 0 0 0 0 0
chr8 128061871 128067521 5649 L1 5576 0 0 5576 5576 0 0 0 0 0 0 0 0 0 0
chr8 128711481 128712328 846 SVA 814 0 0 0 0 0 32 782 0 0 0 0 0 0 0



chr8 128719338 128719650 311 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 0 0
chr8 129432213 129432617 403 L1 402 0 0 402 402 0 0 0 0 0 0 0 0 0 0
chr8 129534349 129540448 6098 L1 6099 0 0 6099 6099 0 0 0 0 0 0 0 0 0 0
chr8 129795728 129801815 6086 L1 6035 0 0 6035 6035 0 0 0 0 0 0 0 0 0 0
chr8 130721073 130721398 324 Alu 323 307 307 16 0 0 0 0 0 0 0 0 0 0 0
chr8 131024965 131025339 373 Alu 360 360 360 0 0 0 0 0 0 0 0 0 0 0 0
chr8 131441025 131441354 328 Alu 303 303 303 0 0 0 0 0 0 0 0 0 0 329 1 ASAP1
chr8 131856536 131857425 888 LTR 887 0 0 0 0 0 849 0 38 0 0 0 0 0 0
chr8 131889127 131889443 315 Alu 314 309 309 0 0 0 5 0 0 0 0 0 0 316 1 ADCY8
chr8 132237462 132237805 342 Alu 307 307 307 0 0 0 0 0 0 0 0 0 0 0 0
chr8 132852342 132858383 6040 L1 5992 0 0 5992 5976 0 0 0 0 0 0 0 0 0 0
chr8 133751727 133752332 604 L1 605 0 0 605 605 0 0 0 0 0 0 0 0 605 1 LRRC6
chr8 134810345 134810998 652 L1 630 0 0 630 630 0 0 0 0 0 0 0 0 0 0
chr8 134838105 134840505 2399 SVA 2314 76 76 0 0 0 49 2164 0 0 0 0 0 0 0
chr8 134972567 134972760 192 Alu 191 178 178 0 0 0 13 0 0 0 0 0 0 0 0
chr8 135152048 135158221 6172 L1 6145 0 0 6145 6145 0 0 0 0 0 0 0 0 0 0
chr8 135235205 135236177 971 L1 924 0 0 924 924 0 0 0 0 0 0 0 0 0 0
chr8 135497587 135499107 1519 L1 1424 0 0 1401 1401 0 0 0 0 0 0 0 0 0 0
chr8 136340514 136346569 6054 L1 6038 10 0 6028 6028 0 0 0 0 0 0 0 0 6055 1 LOC286094
chr8 136485377 136485697 319 Alu 318 310 310 0 0 0 8 0 0 0 0 0 0 0 0
chr8 136550732 136551260 527 Alu 500 500 500 0 0 0 0 0 0 0 0 0 0 528 1 KHDRBS3
chr8 136618102 136618424 321 Alu 318 317 317 1 0 0 0 0 0 0 0 0 0 322 1 KHDRBS3
chr8 136957275 136963351 6075 L1 6027 0 0 6027 6027 0 0 0 0 0 0 0 0 0 0
chr8 137035960 137036894 933 L1 915 0 0 901 901 0 0 0 0 0 0 0 0 0 0
chr8 137041139 137041479 339 Alu 338 316 316 0 0 0 0 0 22 0 0 0 0 0 0
chr8 137271574 137277652 6077 L1 6020 0 0 6020 6020 0 0 0 0 0 0 0 0 0 0
chr8 137736926 137737369 442 L1 398 0 0 398 398 0 0 0 0 0 0 0 0 0 0
chr8 137829517 137831042 1524 L1 1523 0 0 1523 1523 0 0 0 0 0 0 0 0 0 0
chr8 138886728 138887079 350 Alu 318 318 318 0 0 0 0 0 0 0 0 0 0 0 0
chr8 139118274 139118984 709 L1 704 0 0 704 704 0 0 0 0 0 0 0 0 0 0
chr8 141020106 141020412 305 Alu 300 300 300 0 0 0 0 0 0 0 0 0 0 306 1 TRAPPC9
chr8 142170402 142170700 297 Alu 293 293 293 0 0 0 0 0 0 0 0 0 0 0 0
chr8 143321110 143321519 408 L1 395 0 0 395 395 0 0 0 0 0 0 0 0 409 1 TSNARE1
chr8 143752426 143752682 255 LTR 248 0 0 0 0 0 248 0 0 0 0 0 0 256 1 PSCA
chr8 143838250 143839775 1524 L1 1402 0 0 1402 1402 0 0 0 0 0 0 0 0 0 0
chr8 144259081 144259555 473 L1 449 0 0 449 449 0 0 0 0 0 0 0 0 0 0
chr8 144332547 144332679 131 LTR 132 0 0 0 0 0 132 0 0 0 0 0 0 0 0
chr8 144601417 144601655 237 Alu 234 217 217 0 0 0 17 0 0 0 0 0 0 238 1 ZC3H3
chr8 144611670 144612218 547 Alu 534 531 531 3 3 0 0 0 0 0 0 0 0 548 1 ZC3H3
chr8 144986141 144987122 980 LTR 979 0 0 11 11 0 968 0 0 0 0 0 0 0 0
chr8 145287431 145287775 343 LTR 316 0 0 0 0 0 316 0 0 0 0 0 0 344 1 HEATR7A
chr8 145543954 145544444 489 Alu 474 474 474 0 0 0 0 0 0 0 0 0 0 0 0
chr8 145808348 145808981 632 Alu 610 610 610 0 0 0 0 0 0 0 0 0 0 633 1 KIAA1688
chr8 145831900 145832216 315 LTR 286 0 0 0 0 0 286 0 0 0 0 0 0 0 0
chr9 370016 370852 835 Alu 834 834 834 0 0 0 0 0 0 0 0 0 0 836 1 DOCK8
chr9 552039 552366 326 Alu 312 312 312 0 0 0 0 0 0 0 0 0 0 327 1 KANK1
chr9 1213854 1219965 6110 L1 6050 0 0 6024 6024 0 0 0 0 0 0 0 0 0 0
chr9 1327967 1329048 1080 L1 980 0 0 980 980 0 0 0 0 0 0 0 0 0 0
chr9 1750695 1751378 682 L1 676 18 0 658 658 0 0 0 0 0 0 0 0 0 0
chr9 1990975 1991293 317 Alu 317 308 308 9 0 0 0 0 0 0 0 0 0 0 0
chr9 2833569 2833898 328 Alu 306 306 306 0 0 0 0 0 0 0 0 0 0 329 1 KIAA0020
chr9 3085931 3086189 257 Alu 254 254 254 0 0 0 0 0 0 0 0 0 0 0 0
chr9 5032124 5032458 333 Alu 312 312 312 0 0 0 0 0 0 0 0 0 0 334 1 JAK2
chr9 5229779 5233275 3495 L1 3477 0 0 3477 3477 0 0 0 0 0 0 0 0 0 0
chr9 5951822 5955183 3360 L1 3175 0 0 3175 3175 0 0 0 0 0 0 0 0 3361 1 KIAA2026
chr9 6742046 6742376 329 Alu 309 309 309 0 0 0 0 0 0 0 0 0 0 330 1 KDM4C
chr9 6796851 6798726 1874 SVA 1867 0 0 0 0 0 18 1783 0 0 0 0 0 1875 1 KDM4C
chr9 6846754 6847022 267 Alu 267 267 267 0 0 0 0 0 0 0 0 0 0 268 1 KDM4C
chr9 6878780 6879100 319 Alu 305 305 305 0 0 0 0 0 0 0 0 0 0 320 1 KDM4C
chr9 7361792 7362134 341 Alu 307 307 307 0 0 0 0 0 0 0 0 0 0 0 0
chr9 8852764 8853087 322 L1 306 0 0 306 306 0 0 0 0 0 0 0 0 323 1 PTPRD
chr9 9124053 9124384 330 Alu 329 313 313 16 0 0 0 0 0 0 0 0 0 331 1 PTPRD



chr9 9403103 9403412 308 Alu 309 309 309 0 0 0 0 0 0 0 0 0 0 309 1 PTPRD
chr9 9940433 9940773 339 Alu 309 309 309 0 0 0 0 0 0 0 0 0 0 340 1 PTPRD
chr9 10126559 10127762 1202 L1 1202 0 0 1202 1202 0 0 0 0 0 0 0 0 1203 1 PTPRD
chr9 10137265 10137438 172 L1 172 0 0 172 172 0 0 0 0 0 0 0 0 173 1 PTPRD
chr9 10776693 10777014 320 Alu 292 292 292 0 0 0 0 0 0 0 0 0 0 0 0
chr9 10818095 10818436 340 Alu 339 310 310 29 29 0 0 0 0 0 0 0 0 0 0
chr9 11242338 11243523 1184 L1 1185 0 0 1185 1185 0 0 0 0 0 0 0 0 0 0
chr9 12129543 12133849 4305 LTR 4258 0 0 0 0 0 4258 0 0 0 0 0 0 0 0
chr9 12546844 12549647 2802 L1 2801 0 0 2801 2801 0 0 0 0 0 0 0 0 0 0
chr9 12874014 12874632 617 L1 609 0 0 609 609 0 0 0 0 0 0 0 0 0 0
chr9 13841524 13841864 339 Alu 317 317 317 0 0 0 0 0 0 0 0 0 0 0 0
chr9 14653886 14660062 6175 L1 6019 0 0 6019 6019 0 0 0 0 0 0 0 0 6176 1 ZDHHC21
chr9 15768008 15768494 485 Alu 466 466 466 0 0 0 0 0 0 0 0 0 0 486 1 C9orf93
chr9 16056448 16058443 1994 L1 1973 0 0 1973 1973 0 0 0 0 0 0 0 0 0 0
chr9 16379403 16379741 337 Alu 313 313 313 0 0 0 0 0 0 0 0 0 0 0 0
chr9 16895601 16895924 322 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 0 0
chr9 17274948 17281113 6164 L1 6162 0 0 6162 6162 0 0 0 0 0 0 0 0 6165 1 CNTLN
chr9 17675548 17676964 1415 L1 1400 0 0 1400 1400 0 0 0 0 0 0 0 0 1416 1 SH3GL2
chr9 17770462 17771522 1059 L1 1059 0 0 1059 1059 0 0 0 0 0 0 0 0 1060 1 SH3GL2
chr9 17913027 17915869 2841 L1 2824 0 0 2824 2824 0 0 0 0 0 0 0 0 0 0
chr9 19035013 19035351 337 Alu 336 317 317 19 19 0 0 0 0 0 0 0 0 0 0
chr9 19423148 19424807 1658 SVA 1643 38 38 0 0 0 0 1605 0 0 0 0 0 1659 1 ACER2
chr9 21880205 21881004 798 L1 798 0 0 772 772 0 0 0 26 0 0 0 0 0 0
chr9 22338794 22344867 6072 L1 6029 0 0 6029 6029 0 0 0 0 0 0 0 0 0 0
chr9 23906962 23916385 9422 LTR 9411 0 0 0 0 8399 9411 0 0 0 0 0 0 0 0
chr9 23925935 23927370 1434 L1 1385 0 0 1385 1385 0 0 0 0 0 0 0 0 0 0
chr9 23927776 23928226 449 L1 440 0 0 440 440 0 0 0 0 0 0 0 0 0 0
chr9 24083586 24085172 1585 L1 1533 0 0 1504 1504 0 0 0 0 0 0 0 0 0 0
chr9 24167761 24168568 806 L1 807 0 0 807 807 0 0 0 0 0 0 0 0 0 0
chr9 25111821 25113409 1587 L1 1556 0 0 1556 1556 0 0 0 0 0 0 0 0 0 0
chr9 26313091 26313424 332 Alu 316 316 316 0 0 0 0 0 0 0 0 0 0 0 0
chr9 28719498 28720347 848 L1 800 0 0 800 800 0 0 0 0 0 0 0 0 0 0
chr9 29282216 29282692 475 L1 464 0 0 464 464 0 0 0 0 0 0 0 0 0 0
chr9 29296026 29296899 872 L1 841 0 0 795 795 0 0 0 0 0 0 0 0 0 0
chr9 29767957 29769879 1921 HERV 1850 0 0 49 49 1801 1801 0 0 0 0 0 0 0 0
chr9 29767957 29769879 1921 LTR 1850 0 0 49 49 1801 1801 0 0 0 0 0 0 0 0
chr9 29940798 29941120 321 Alu 320 309 309 11 11 0 0 0 0 0 0 0 0 0 0
chr9 31846077 31848032 1954 L1 1955 0 0 1955 1955 0 0 0 0 0 0 0 0 0 0
chr9 32625958 32626294 335 Alu 325 325 325 0 0 0 0 0 0 0 0 0 0 0 0
chr9 32700368 32706531 6162 L1 6147 0 0 6008 6008 0 139 0 0 0 0 0 0 0 0
chr9 32818442 32818775 332 Alu 331 308 308 0 0 0 23 0 0 0 0 0 0 0 0
chr9 33576341 33579527 3185 LTR 3006 0 0 0 0 0 3006 0 0 0 0 0 0 0 0
chr9 33590201 33591872 1670 SVA 1617 0 0 0 0 0 0 1586 0 0 0 0 0 0 0
chr9 33775160 33775473 312 Alu 309 309 309 0 0 0 0 0 0 0 0 0 0 313 1 PRSS3
chr9 34126776 34128827 2050 SVA 2009 58 58 0 0 0 0 1951 0 0 0 0 0 0 0
chr9 34269994 34270309 314 Alu 308 308 308 0 0 0 0 0 0 0 0 0 0 315 1 KIF24
chr9 34710132 34710480 347 Alu 313 313 313 0 0 0 0 0 0 0 0 0 0 0 0
chr9 34812883 34813217 333 Alu 305 305 305 0 0 0 0 0 0 0 0 0 0 0 0
chr9 34926003 34927653 1649 SVA 1642 0 0 0 0 0 0 1619 0 0 0 0 0 0 0
chr9 35445693 35452008 6314 LTR 6311 306 306 0 0 5390 6005 0 0 0 0 0 0 6315 1 LOC158381
chr9 36007696 36007981 284 Alu 278 278 278 0 0 0 0 0 0 0 0 0 0 0 0
chr9 36212119 36212426 306 Alu 306 292 292 14 14 0 0 0 0 0 0 0 0 307 1 GNE
chr9 36413635 36413968 332 Alu 303 303 303 0 0 0 0 0 0 0 0 0 0 0 0
chr9 37534695 37535016 320 Alu 306 306 306 0 0 0 0 0 0 0 0 0 0 321 1 FBXO10
chr9 38085847 38086174 326 Alu 307 307 307 0 0 0 0 0 0 0 0 0 0 0 0
chr9 38313968 38315991 2022 SVA 2021 0 0 37 37 0 0 1984 0 0 0 0 0 0 0
chr9 38548905 38552068 3162 LTR 2981 0 0 0 0 0 2981 0 0 0 0 0 0 0 0
chr9 38833979 38834290 310 Alu 306 306 306 0 0 0 0 0 0 0 0 0 0 0 0
chr9 38847603 38847932 328 Alu 313 313 313 0 0 0 0 0 0 0 0 0 0 0 0
chr9 41543393 41543730 336 L1 335 0 0 313 313 0 0 0 0 0 0 0 0 0 0
chr9 67358086 67367480 9393 LTR 8516 0 0 0 0 0 8516 0 0 0 0 0 0 0 0
chr9 68324115 68324433 317 Alu 288 288 288 0 0 0 0 0 0 0 0 0 0 318 1 PGM5



chr9 68805393 68805708 314 Alu 304 304 304 0 0 0 0 0 0 0 0 0 0 315 1 PIP5K1B
chr9 69000960 69001286 325 Alu 325 292 292 0 0 0 33 0 0 0 0 0 0 326 1 TJP2
chr9 69321560 69327647 6086 L1 6059 0 0 6021 6021 0 0 0 0 0 0 0 0 6087 1 APBA1
chr9 70043444 70049720 6275 L1 6105 0 0 6105 6105 0 0 0 0 0 0 0 0 6276 1 MAMDC2
chr9 70276936 70277844 907 L1 899 0 0 899 899 0 0 0 0 0 0 0 0 0 0
chr9 70871577 70871806 228 L1 229 0 0 229 229 0 0 0 0 0 0 0 0 229 1 TRPM3
chr9 71061399 71061734 334 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 0 0
chr9 72587425 72588000 574 Alu 572 572 572 0 0 0 0 0 0 0 0 0 0 575 1 TMC1
chr9 72649975 72651754 1778 SVA 1751 0 0 0 0 0 0 1751 0 0 4 5 0 1779 1 TMC1
chr9 74041262 74043274 2011 SVA 1875 0 0 0 0 0 0 1875 0 0 0 0 0 0 0
chr9 74102412 74104815 2402 L1 2370 0 0 2370 2370 0 0 0 0 0 0 0 0 0 0
chr9 75166517 75170506 3988 L1 3989 0 0 3989 3989 0 0 0 0 0 0 0 0 0 0
chr9 75220352 75220665 312 Alu 301 301 301 0 0 0 0 0 0 0 0 0 0 0 0
chr9 75366271 75366588 316 Alu 315 310 310 0 0 0 0 0 5 0 0 0 0 0 0
chr9 75907793 75909331 1537 SVA 1528 5 5 0 0 0 0 1523 0 0 0 0 0 1538 1 PCSK5
chr9 76123372 76124525 1152 L1 1151 0 0 1078 1078 0 0 0 73 0 0 0 0 0 0
chr9 76354065 76354383 317 Alu 307 307 307 0 0 0 0 0 0 0 0 0 0 0 0
chr9 76590891 76591209 317 Alu 317 315 315 0 0 0 2 0 0 0 0 0 0 318 1 PRUNE2
chr9 76799244 76800752 1507 SVA 1507 0 0 0 0 55 55 1452 0 0 0 0 0 0 0
chr9 77216051 77218350 2298 L1 2240 0 0 2221 2221 0 19 0 0 0 0 0 0 2299 1 VPS13A
chr9 79130065 79130408 342 Alu 322 322 309 0 0 0 0 0 0 0 0 0 0 0 0
chr9 80074719 80075099 379 Alu 377 369 369 8 8 0 0 0 0 0 0 0 0 0 0
chr9 80095332 80096393 1060 L1 1028 0 0 1028 1028 0 0 0 0 0 0 0 0 0 0
chr9 80318092 80318393 300 Alu 301 301 301 0 0 0 0 0 0 0 0 0 0 0 0
chr9 80859997 80860305 307 Alu 307 298 298 9 9 0 0 0 0 0 0 0 0 0 0
chr9 80979903 80980208 304 Alu 305 305 305 0 0 0 0 0 0 0 0 0 0 0 0
chr9 81553915 81556497 2581 SVA 2567 0 0 90 90 0 0 2348 0 0 0 0 0 0 0
chr9 81687688 81688001 312 Alu 309 309 309 0 0 0 0 0 0 0 0 0 0 0 0
chr9 82275704 82276029 324 SVA 325 0 0 0 0 0 0 325 0 0 0 0 0 0 0
chr9 82893999 82900063 6063 L1 6031 0 0 6031 6031 0 0 0 0 0 0 0 0 6064 1 RASEF
chr9 82902636 82902979 342 Alu 341 308 308 0 0 0 0 0 0 0 0 0 0 343 1 RASEF
chr9 83265398 83265707 308 Alu 308 307 307 0 0 0 1 0 0 0 0 0 0 309 1 FRMD3
chr9 83466566 83466836 269 Alu 264 264 264 0 0 0 0 0 0 0 0 0 0 0 0
chr9 83647476 83649968 2491 SVA 2355 115 115 9 9 0 0 2231 0 0 0 0 0 2492 1 GKAP1
chr9 85009436 85010748 1311 L1 1261 0 0 1236 1236 0 0 0 0 0 0 0 0 0 0
chr9 85039765 85040715 949 L1 929 0 0 929 929 0 0 0 0 0 0 0 0 0 0
chr9 85130966 85131264 297 Alu 297 296 296 0 0 0 1 0 0 0 0 0 0 0 0
chr9 86156005 86157647 1641 SVA 1602 0 0 0 0 0 0 1602 0 0 0 0 0 1642 1 ZCCHC6
chr9 86431302 86433529 2226 LTR 2220 0 0 0 0 1751 2220 0 0 0 0 0 0 0 0
chr9 87283582 87283920 337 Alu 317 317 317 0 0 0 0 0 0 0 0 0 0 0 0
chr9 88088543 88090531 1987 SVA 1986 0 0 0 0 0 80 1906 0 0 0 0 0 0 0
chr9 88128792 88129124 331 Alu 330 310 310 20 20 0 0 0 0 0 0 0 0 0 0
chr9 88281213 88281533 319 Alu 319 309 309 10 10 0 0 0 0 0 0 0 0 320 1 SPIN1
chr9 88469931 88471522 1590 SVA 1577 0 0 1 1 0 0 1576 0 0 0 0 0 0 0
chr9 89006046 89008229 2182 L1 2181 0 0 2162 2162 0 19 0 0 0 0 0 0 2183 1 SHC3
chr9 89099949 89100253 303 Alu 298 298 298 0 0 0 0 0 0 0 0 0 0 0 0
chr9 89349229 89349559 329 Alu 329 307 307 22 22 0 0 0 0 0 0 0 0 0 0
chr9 89795325 89795600 274 L1 267 0 0 267 267 0 0 0 0 0 0 0 0 0 0
chr9 90777594 90777891 296 Alu 296 294 294 0 0 0 2 0 0 0 0 0 0 0 0
chr9 91067371 91073468 6096 L1 6019 0 0 6019 6019 0 0 0 0 0 0 0 0 6097 1 AUH
chr9 91155259 91155589 329 Alu 312 312 312 0 0 0 0 0 0 0 0 0 0 330 1 AUH
chr9 92068646 92069984 1337 SVA 1334 0 0 0 0 0 0 1334 0 0 0 0 0 1338 1 IARS
chr9 93252112 93253841 1728 L1 1726 0 0 1726 1726 0 0 0 0 0 0 0 0 0 0
chr9 93930846 93936943 6096 L1 6061 0 0 6020 6020 0 0 0 0 0 0 0 0 6097 1 PTPDC1
chr9 93955306 93961401 6094 L1 6060 0 0 6028 6028 0 32 0 0 0 0 0 0 0 0
chr9 94726569 94726862 292 Alu 293 293 293 0 0 0 0 0 0 0 0 0 0 293 1 C9orf3
chr9 95111611 95112058 446 LTR 410 0 0 0 0 0 410 0 0 0 0 0 0 447 1 FANCC
chr9 95539417 95545455 6037 L1 6030 0 0 5912 5912 0 0 0 118 0 0 0 0 0 0
chr9 95878576 95878900 323 Alu 320 291 291 0 0 0 0 0 0 0 0 0 0 0 0
chr9 96976541 96979686 3144 LTR 2933 0 0 0 0 0 2933 0 0 0 0 0 0 0 0
chr9 97128670 97128974 303 Alu 301 301 301 0 0 0 0 0 0 0 0 0 0 304 1 KIAA1529
chr9 97212764 97213102 337 Alu 312 312 312 0 0 0 0 0 0 0 0 0 0 338 1 KIAA1529



chr9 98107289 98113149 5859 LTR 5668 310 310 0 0 4795 5358 0 0 0 0 0 0 0 0
chr9 99340569 99346613 6043 L1 6022 0 0 6022 6022 0 0 0 0 0 0 0 0 0 0
chr9 99695100 99697058 1957 L1 1873 0 0 1873 1871 0 0 0 0 0 0 0 0 1958 1 NR4A3
chr9 101523519 101524309 789 L1 743 0 0 743 743 0 0 0 0 0 0 0 0 790 1 GRIN3A
chr9 101620544 101620863 318 Alu 317 310 310 0 0 0 7 0 0 0 0 0 0 0 0
chr9 101933244 101934312 1067 L1 1066 0 0 962 962 0 104 0 0 0 0 0 0 0 0
chr9 101989518 101995638 6119 L1 6052 0 0 6052 6052 0 0 0 0 0 0 0 0 0 0
chr9 102155154 102155472 317 Alu 316 310 310 0 0 0 6 0 0 0 0 0 0 0 0
chr9 103377796 103378114 317 Alu 317 308 308 9 9 0 0 0 0 0 0 0 0 0 0
chr9 104331022 104332545 1522 SVA 1417 0 0 0 0 0 0 1388 0 0 0 0 0 0 0
chr9 104806553 104806978 424 Alu 400 388 388 12 12 0 0 0 0 0 0 0 0 0 0
chr9 105030952 105032150 1197 L1 1198 0 0 1198 1198 0 0 0 0 0 0 0 0 0 0
chr9 105417988 105424025 6036 L1 6036 0 0 6021 6021 0 0 0 0 0 0 0 0 6037 1 FKTN
chr9 106053806 106054922 1115 L1 1095 43 43 1052 1052 0 0 0 0 0 0 0 0 0 0
chr9 106161528 106162203 674 L1 610 0 0 610 610 0 0 0 0 0 0 0 0 0 0
chr9 107617092 107620161 3068 SVA 3004 5 5 0 0 0 0 2873 0 0 0 0 0 0 0
chr9 108436411 108437407 995 LTR 995 36 0 0 0 0 959 0 0 0 0 0 0 0 0
chr9 109110440 109110761 320 Alu 299 299 299 0 0 0 0 0 0 0 0 0 0 321 1 EPB41L4B
chr9 109938751 109940018 1266 SVA 1259 0 0 0 0 0 0 1259 0 0 0 0 0 1267 1 AKAP2
chr9 110258893 110265065 6171 L1 6154 0 0 6097 6097 0 0 0 0 0 0 0 0 6172 1 SVEP1
chr9 110308302 110308632 329 Alu 304 304 304 0 0 0 0 0 0 0 0 0 0 330 1 SVEP1
chr9 110632931 110639130 6198 L1 6079 0 0 6031 6031 0 0 0 0 0 0 0 0 6199 1 MUSK
chr9 111041755 111044828 3072 L1 3066 0 0 3066 3066 0 0 0 0 0 0 0 0 0 0
chr9 111159557 111161677 2119 L1 2118 0 0 2118 2118 0 0 0 0 0 0 0 0 0 0
chr9 111458576 111460181 1604 SVA 1464 0 0 0 0 0 0 1464 0 0 0 0 0 0 0
chr9 111481691 111484564 2872 SVA 2741 0 0 0 0 0 0 2741 0 0 0 0 0 2873 1 DNAJC25-GNG10
chr9 111711260 111711681 420 Alu 419 419 419 0 0 0 0 0 0 0 0 0 0 0 0
chr9 111981785 111982210 424 Alu 424 424 424 0 0 0 0 0 0 0 0 0 0 425 1 SUSD1
chr9 112239963 112240186 222 HERV 223 0 0 0 0 223 223 0 0 0 0 0 0 223 1 HSDL2
chr9 112239963 112240186 222 LTR 223 0 0 0 0 223 223 0 0 0 0 0 0 223 1 HSDL2
chr9 112639910 112646296 6385 L1 6325 294 294 6031 6031 0 0 0 0 0 0 0 0 6386 1 SNX30
chr9 113036014 113036309 294 L1 282 0 0 282 282 0 0 0 0 0 0 0 0 295 1 FKBP15
chr9 113328915 113329244 328 Alu 328 328 312 0 0 0 0 0 0 0 0 0 0 329 1 RGS3
chr9 114457723 114458467 743 Alu 689 689 689 0 0 0 0 0 0 0 0 0 0 744 1 C9orf91
chr9 114544612 114544931 318 Alu 315 315 315 0 0 0 0 0 0 0 0 0 0 0 0
chr9 114675609 114678212 2602 L1 2603 0 0 2603 2603 0 0 0 0 0 0 0 0 0 0
chr9 114678353 114678704 350 L1 351 0 0 351 351 0 0 0 0 0 0 0 0 0 0
chr9 114786065 114786393 327 Alu 327 317 317 0 0 0 10 0 0 0 0 0 0 0 0
chr9 115196902 115197223 320 Alu 321 321 321 0 0 0 0 0 0 0 0 0 0 321 1 DEC1
chr9 115301701 115302029 327 Alu 301 299 299 0 0 0 2 0 0 0 0 0 0 0 0
chr9 115520242 115521164 921 LTR 922 0 0 0 0 0 922 0 0 0 0 0 0 0 0
chr9 116544833 116545587 753 L1 732 0 0 732 732 0 0 0 0 0 0 0 0 754 1 ASTN2
chr9 116556615 116556952 336 Alu 311 311 311 0 0 0 0 0 0 0 0 0 0 337 1 ASTN2
chr9 116579732 116580081 348 Alu 346 323 323 23 23 0 0 0 0 0 0 0 0 349 1 ASTN2
chr9 116907845 116913881 6035 L1 6018 0 0 6018 6018 0 0 0 0 0 0 0 0 6036 1 ASTN2
chr9 118102989 118103401 411 L1 412 0 0 412 412 0 0 0 0 0 0 0 0 0 0
chr9 118562561 118562865 303 Alu 303 303 303 0 0 0 0 0 0 0 0 0 0 0 0
chr9 118794935 118795255 319 Alu 319 319 311 0 0 0 0 0 0 0 0 0 0 0 0
chr9 119440754 119441090 335 Alu 335 303 303 0 0 0 0 0 32 0 0 0 0 0 0
chr9 119463130 119469186 6055 L1 6045 0 0 6045 6045 0 0 0 0 0 0 0 0 0 0
chr9 119897058 119903170 6111 L1 6052 0 0 6028 6028 0 0 0 0 0 0 0 0 0 0
chr9 120738247 120738590 342 Alu 312 312 312 0 0 0 0 0 0 0 0 0 0 0 0
chr9 121270935 121271924 988 LTR 967 0 0 0 0 0 967 0 0 0 0 0 0 0 0
chr9 121338319 121338914 594 Alu 554 554 554 0 0 0 0 0 0 0 0 0 0 595 1 GGTA1
chr9 121355251 121357274 2022 LTR 2021 0 0 0 0 0 2021 0 0 0 0 0 0 0 0
chr9 121575921 121576239 317 Alu 307 307 307 0 0 0 0 0 0 0 0 0 0 318 1 DAB2IP
chr9 122898275 122899920 1644 SVA 1604 0 0 0 0 0 0 1604 0 0 0 0 0 1645 1 RABGAP1
chr9 123744852 123751412 6559 L1 6539 307 307 6185 6185 0 0 0 0 0 0 0 0 6560 1 DENND1A
chr9 124408659 124408965 305 Alu 305 305 305 0 0 0 0 0 0 0 0 0 0 306 1 NR6A1
chr9 125169994 125170972 977 SVA 944 0 0 0 0 0 0 919 0 0 0 0 0 978 1 GAPVD1
chr9 125300029 125301712 1682 SVA 1655 0 0 0 0 0 0 1655 0 0 0 0 0 1683 1 MAPKAP1
chr9 125916465 125922229 5763 HERV 5754 0 0 0 0 5161 5754 0 0 0 0 0 0 0 0



chr9 125916465 125922229 5763 LTR 5754 0 0 0 0 5161 5754 0 0 0 0 0 0 0 0
chr9 126844261 126845384 1122 L1 1108 0 0 1108 1108 0 0 0 0 0 0 0 0 1123 1 RALGPS1
chr9 127519390 127519698 307 Alu 306 306 306 0 0 0 0 0 0 0 0 0 0 308 1 STXBP1
chr9 127905909 127906207 297 Alu 295 295 295 0 0 0 0 0 0 0 0 0 0 298 1 NAIF1
chr9 128042227 128043102 874 Alu 870 870 870 0 0 0 0 0 0 0 0 0 0 875 1 CIZ1
chr9 130562398 130562903 504 Alu 480 480 480 0 0 0 0 0 0 0 0 0 0 0 0
chr9 131261658 131262647 988 LTR 957 0 0 0 0 0 957 0 0 0 0 0 0 0 0
chr9 131280793 131281140 346 Alu 346 346 346 0 0 0 0 0 0 0 0 0 0 0 0
chr9 131812111 131813916 1804 SVA 1787 0 0 0 0 0 93 1694 0 0 0 0 0 1805 1 MED27
chr9 132652069 132652652 582 Alu 555 555 555 0 0 0 0 0 0 0 0 0 0 583 1 C9orf98
chr9 133286462 133287188 725 SVA 708 0 0 0 0 0 0 708 0 0 0 0 0 726 1 C9orf96
chr9 133408776 133409107 330 Alu 330 330 330 0 0 0 0 0 0 0 0 0 0 0 0
chr9 133443643 133443989 345 Alu 321 313 313 0 0 0 8 0 0 0 0 0 0 346 1 ADAMTSL2
chr9 133639232 133640202 969 SVA 965 0 0 14 14 0 0 951 0 0 0 0 0 0 0
chr9 135950870 135951190 319 Alu 319 301 301 18 18 0 0 0 0 0 0 0 0 320 1 CAMSAP1
chr9 136950774 136959086 8311 LTR 8225 555 555 0 0 5711 7670 0 0 0 0 0 0 0 0
chr9 137123559 137123765 205 Alu 204 204 204 0 0 0 0 0 0 0 0 0 0 206 1 LCN12
chr9 137938737 137939255 517 Alu 516 516 516 0 0 0 0 0 0 0 0 0 0 518 1 EHMT1
chr9 138361359 138362539 1179 L1 1177 0 0 1177 1177 0 0 0 0 0 0 0 0 0 0
chrX 347317 347780 462 Alu 448 448 448 0 0 0 0 0 0 0 0 0 0 0 0
chrX 353481 353705 223 Alu 223 223 223 0 0 0 0 0 0 0 0 0 0 0 0
chrX 367433 367858 424 HERV 422 0 0 0 0 422 422 0 0 0 0 0 0 0 0
chrX 367433 367858 424 LTR 422 0 0 0 0 422 422 0 0 0 0 0 0 0 0
chrX 380795 381479 683 Alu 656 656 656 0 0 0 0 0 0 0 0 0 0 0 0
chrX 405639 405776 136 LTR 137 0 0 0 0 0 137 0 0 0 0 0 0 0 0
chrX 983062 983815 752 L1 750 0 0 750 750 0 0 0 0 0 0 0 0 0 0
chrX 1551478 1551781 302 LTR 296 0 0 0 0 0 296 0 0 0 0 0 0 303 1 SLC25A6
chrX 1679484 1679534 49 LTR 50 0 0 0 0 0 50 0 0 0 0 0 0 50 1 P2RY8
chrX 1829131 1830553 1421 LTR 1338 0 0 0 0 0 1338 0 0 0 0 0 0 0 0
chrX 2018448 2019030 581 LTR 582 0 0 0 0 0 582 0 0 0 0 0 0 0 0
chrX 2364424 2364609 184 L1 185 0 0 185 185 0 0 0 0 0 0 0 0 0 0
chrX 2871211 2871704 492 Alu 491 491 491 0 0 0 0 0 0 0 0 0 0 493 1 ARSE
chrX 5970904 5971204 299 Alu 287 287 287 0 0 0 0 0 0 0 0 0 0 300 1 NLGN4X
chrX 7269002 7269310 307 Alu 296 296 296 0 0 0 0 0 0 0 0 0 0 0 0
chrX 7385705 7388121 2415 SVA 2351 0 0 0 0 0 0 2327 0 0 0 0 0 0 0
chrX 8005372 8005684 311 Alu 300 300 300 0 0 0 0 0 0 0 0 0 0 0 0
chrX 9625999 9626311 311 Alu 312 312 312 0 0 0 0 0 0 0 0 0 0 312 1 SHROOM2
chrX 11712828 11719212 6383 L1 6225 0 0 6225 6225 0 0 0 0 0 0 0 0 0 0
chrX 16088603 16088977 373 LTR 368 0 0 0 0 0 368 0 0 0 0 0 0 0 0
chrX 16741678 16743963 2284 SVA 2119 0 0 0 0 0 0 2076 0 0 0 0 0 2285 1 REPS2
chrX 16832765 16833813 1047 L1 1047 0 0 1047 1047 0 0 0 0 0 0 0 0 1048 1 REPS2
chrX 17280286 17280609 322 Alu 305 305 305 0 0 0 0 0 0 0 0 0 0 323 1 NHS
chrX 18309454 18309785 330 Alu 329 317 317 12 12 0 0 0 0 0 0 0 0 331 1 CDKL5
chrX 18920384 18926486 6101 L1 6096 0 0 6096 6096 0 0 0 0 0 0 0 0 0 0
chrX 19300888 19301971 1082 L1 1083 0 0 1083 1083 0 0 0 0 0 0 0 0 0 0
chrX 19557158 19558612 1453 L1 1401 0 0 1401 1401 0 0 0 0 0 0 0 0 1454 1 SH3KBP1
chrX 19717994 19724244 6249 L1 6202 0 0 6042 6042 0 160 0 0 0 0 0 0 6250 1 CXorf23
chrX 20499906 20502699 2792 L1 2739 0 0 2739 2739 0 0 0 0 0 0 0 0 0 0
chrX 23238811 23239751 939 L1 939 0 0 939 939 0 0 0 0 0 0 0 0 0 0
chrX 24515699 24516018 318 Alu 312 312 312 0 0 0 0 0 0 0 0 0 0 319 1 POLA1
chrX 26123299 26123613 313 Alu 295 295 295 0 0 0 0 0 0 0 0 0 0 0 0
chrX 27984537 27990730 6192 L1 5997 0 0 5997 5997 0 0 0 0 0 0 0 0 0 0
chrX 30399468 30399788 319 Alu 318 305 305 0 0 0 13 0 0 0 0 0 0 0 0
chrX 31005304 31006093 788 L1 764 0 0 764 764 0 0 0 0 0 0 0 0 789 1 DMD
chrX 31308399 31313413 5013 L1 4990 0 0 4963 4963 0 0 0 0 0 0 0 0 5014 1 DMD
chrX 34253613 34254579 965 L1 966 0 0 966 966 0 0 0 0 0 0 0 0 0 0
chrX 34266078 34266414 335 L1 309 0 0 309 309 0 0 0 0 0 0 0 0 0 0
chrX 36242800 36248982 6181 L1 6159 0 0 6159 6159 0 0 0 0 0 0 0 0 0 0
chrX 36731566 36732254 687 LTR 688 0 0 0 0 0 688 0 0 0 0 0 0 0 0
chrX 38690123 38690446 322 Alu 321 314 314 0 0 0 7 0 0 0 0 0 0 0 0
chrX 40827011 40828004 992 SVA 925 0 0 0 0 0 0 907 0 0 0 0 0 993 1 USP9X
chrX 42088903 42090599 1695 SVA 1694 0 0 0 0 0 71 1623 0 0 0 0 0 0 0



chrX 44218857 44219374 516 Alu 484 484 484 0 0 0 0 0 0 0 0 0 0 0 0
chrX 45343816 45344140 323 Alu 322 301 301 21 21 0 0 0 0 0 0 0 0 0 0
chrX 47721246 47721660 413 LTR 411 0 0 0 0 0 411 0 0 0 0 0 0 0 0
chrX 47730180 47732116 1935 SVA 1774 36 36 0 0 0 0 1738 0 0 0 0 0 1936 1 SSX6
chrX 49642625 49643890 1264 L1 1262 0 0 1262 1262 0 0 0 0 0 0 0 0 0 0
chrX 50706650 50707545 894 L1 893 0 0 872 872 0 0 0 0 0 0 0 0 0 0
chrX 53875572 53877597 2024 SVA 2023 0 0 90 90 0 0 1933 0 0 0 0 0 2025 1 PHF8
chrX 54028109 54034236 6126 L1 6090 0 0 6090 6090 0 0 0 0 0 0 0 0 6127 1 FAM120C
chrX 54037893 54039632 1738 SVA 1728 0 0 49 49 0 0 1585 0 0 0 0 0 1739 1 FAM120C
chrX 54726241 54726555 313 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 0 0
chrX 55437384 55437719 334 Alu 309 309 308 0 0 0 0 0 0 0 0 0 0 0 0
chrX 55907166 55908192 1025 LTR 1014 0 0 57 57 0 957 0 0 0 0 0 0 0 0
chrX 55965821 55966382 560 L1 559 0 0 559 559 0 0 0 0 0 0 0 0 0 0
chrX 56084515 56090042 5526 L1 5525 0 0 5525 5525 0 0 0 0 0 0 0 0 0 0
chrX 57760626 57761414 787 L1 786 0 0 786 786 0 0 0 0 0 0 0 0 0 0
chrX 62134785 62135130 344 Alu 310 310 310 0 0 0 0 0 0 0 0 0 0 0 0
chrX 62520896 62521909 1012 L1 1005 0 0 1005 1005 0 0 0 0 0 0 0 0 1013 1 LOC92249
chrX 62600095 62606255 6159 L1 6160 0 0 6160 6160 0 0 0 0 0 0 0 0 0 0
chrX 62979748 62980103 354 L1 355 0 0 355 355 0 0 0 0 0 0 0 0 0 0
chrX 63299410 63305495 6084 L1 6066 0 0 6008 6008 0 58 0 0 0 0 0 0 6085 1 MTMR8
chrX 63788367 63788708 340 Alu 339 306 306 0 0 33 33 0 0 0 0 0 0 0 0
chrX 65068988 65070632 1643 L1 1555 0 0 1555 1555 0 0 0 0 0 0 0 0 0 0
chrX 65716403 65718701 2297 L1 2289 0 0 2289 2268 0 0 0 0 0 0 0 0 0 0
chrX 66741351 66741737 385 L1 381 0 0 381 381 0 0 0 0 0 0 0 0 0 0
chrX 67219777 67225873 6095 L1 6070 0 0 6070 6070 0 0 0 0 0 0 0 0 6096 1 OPHN1
chrX 67517895 67518310 414 Alu 408 402 402 0 0 0 0 0 6 0 0 0 0 415 1 YIPF6
chrX 67612673 67613091 417 L1 418 0 0 418 418 0 0 0 0 0 0 0 0 0 0
chrX 68589264 68589314 49 L1 50 0 0 50 50 0 0 0 0 0 0 0 0 0 0
chrX 68589439 68589953 513 L1 514 0 0 514 514 0 0 0 0 0 0 0 0 0 0
chrX 68700186 68706590 6403 HERV 6402 0 0 0 0 6020 6402 0 0 0 0 0 0 6404 1 EDA
chrX 68700186 68706590 6403 LTR 6402 0 0 0 0 6020 6402 0 0 0 0 0 0 6404 1 EDA
chrX 68751805 68752445 639 L1 619 0 0 619 619 0 0 0 0 0 0 0 0 640 1 EDA
chrX 68985465 68990212 4746 L1 4695 0 0 4653 4653 0 0 0 0 0 0 0 0 4747 1 EDA
chrX 69374089 69375603 1513 SVA 1450 0 0 0 0 0 0 1450 0 0 0 0 0 1514 1 KIF4A
chrX 71180842 71182961 2118 SVA 2051 0 0 0 0 0 0 2051 0 0 0 0 0 0 0
chrX 71289258 71289620 361 Alu 360 331 331 29 29 0 0 0 0 0 0 0 0 0 0
chrX 71909179 71909355 175 L1 176 0 0 176 176 0 0 0 0 0 0 0 0 0 0
chrX 72012128 72014941 2812 L1 2777 0 0 2710 2710 0 42 0 0 0 0 0 0 0 0
chrX 72375674 72378604 2929 L1 2880 0 0 2880 2880 0 0 0 0 0 0 0 0 0 0
chrX 72383751 72389914 6162 L1 6112 0 0 5994 5994 0 0 0 118 0 0 0 0 0 0
chrX 73168445 73171027 2581 SVA 2532 0 0 64 64 0 0 2468 0 0 0 0 0 2582 1 NCRNA00182
chrX 73570700 73572762 2061 SVA 2060 0 0 110 110 0 0 1950 0 0 0 0 0 0 0
chrX 73791813 73797863 6049 L1 6039 0 0 6017 6017 0 0 0 0 0 0 0 0 6050 1 KIAA2022
chrX 73993805 73995412 1606 L1 1593 0 0 1593 1593 0 0 0 0 0 0 0 0 0 0
chrX 74207909 74208269 359 Alu 359 324 324 0 0 0 35 0 0 0 0 0 0 0 0
chrX 74679189 74680994 1804 L1 1732 0 0 1732 1732 0 0 0 0 0 0 0 0 0 0
chrX 75005888 75010726 4837 L1 4831 0 0 4831 4831 0 0 0 0 0 0 0 0 0 0
chrX 75219557 75222413 2855 SVA 2845 0 0 163 163 0 0 2652 0 0 0 0 0 0 0
chrX 75280672 75281421 748 L1 746 0 0 746 746 0 0 0 0 0 0 0 0 0 0
chrX 75690959 75691273 313 Alu 313 312 312 1 1 0 0 0 0 0 0 0 0 0 0
chrX 76992524 76994596 2071 SVA 1960 0 0 0 0 0 0 1937 0 0 0 0 0 2072 1 ATP7A
chrX 77502989 77503624 634 L1 627 0 0 587 587 0 40 0 0 0 0 0 0 0 0
chrX 77826863 77827647 783 SVA 754 11 0 0 0 0 0 717 0 0 0 0 0 0 0
chrX 77955111 77957561 2449 L1 2450 0 0 2450 2450 0 0 0 0 0 0 0 0 0 0
chrX 78566349 78566735 385 Alu 384 384 384 0 0 0 0 0 0 0 0 0 0 0 0
chrX 78827107 78833413 6305 L1 6288 0 0 6288 6288 0 0 0 0 0 0 0 0 0 0
chrX 79457813 79459651 1837 SVA 1836 0 0 126 126 0 0 1710 0 0 0 0 0 1838 1 FAM46D
chrX 80309598 80310303 704 L1 704 0 0 704 704 0 0 0 0 0 0 0 0 705 1 SH3BGRL
chrX 81233065 81233429 363 L1 364 0 0 364 364 0 0 0 0 0 0 0 0 0 0
chrX 82120727 82126931 6203 L1 6181 0 0 6031 6031 0 150 0 0 0 0 0 0 0 0
chrX 82321088 82322986 1897 L1 1898 0 0 1898 1898 0 0 0 0 0 0 0 0 0 0
chrX 82628788 82630265 1476 L1 1370 0 0 1348 1348 0 0 0 0 0 0 0 0 0 0



chrX 84789650 84795707 6056 L1 6044 0 0 6044 6044 0 0 0 0 0 0 0 0 0 0
chrX 85926444 85927491 1046 LTR 1045 0 0 0 0 0 1008 0 0 0 0 0 0 0 0
chrX 86030745 86036810 6064 L1 6056 0 0 6056 6056 0 0 0 0 0 0 0 0 0 0
chrX 86560681 86562851 2169 L1 2167 0 0 2028 2028 0 139 0 0 0 0 0 0 0 0
chrX 87268989 87275183 6193 L1 6081 0 0 6033 6033 0 48 0 0 0 0 0 0 0 0
chrX 87789008 87794845 5836 L1 5726 0 0 5523 5523 0 180 0 0 0 0 0 0 0 0
chrX 91315358 91317675 2316 L1 2315 0 0 2315 2315 0 0 0 0 0 0 0 0 2317 1 PCDH11X
chrX 92238288 92239335 1046 LTR 1030 0 0 0 0 0 1030 0 0 0 0 0 0 0 0
chrX 92371637 92373127 1489 L1 1454 0 0 1454 1454 0 0 0 0 0 0 0 0 0 0
chrX 92650280 92650580 299 Alu 299 291 291 8 8 0 0 0 0 0 0 0 0 0 0
chrX 93000847 93007113 6265 L1 6231 0 0 6231 6231 0 0 0 0 0 0 0 0 0 0
chrX 94795600 94796438 837 L1 828 34 0 794 794 0 0 0 0 0 0 0 0 0 0
chrX 95139221 95141375 2153 L1 2152 0 0 2152 2152 0 0 0 0 0 0 0 0 0 0
chrX 96639181 96645395 6213 L1 6066 0 0 6017 6017 0 0 0 0 0 0 0 0 6214 1 DIAPH2
chrX 97716299 97722450 6150 HERV 6149 0 0 0 0 5621 6149 0 0 0 0 0 0 0 0
chrX 97716299 97722450 6150 LTR 6149 0 0 0 0 5621 6149 0 0 0 0 0 0 0 0
chrX 99196068 99202336 6267 L1 6251 0 0 6251 6251 0 0 0 0 0 0 0 0 0 0
chrX 101559396 101561601 2204 LTR 2125 0 0 0 0 0 2125 0 0 0 0 0 0 0 0
chrX 101731899 101732823 923 L1 859 0 0 859 859 0 0 0 0 0 0 0 0 0 0
chrX 101872005 101873202 1196 L1 1195 0 0 1195 1195 0 0 0 0 0 0 0 0 0 0
chrX 102164901 102166425 1523 SVA 1516 32 32 0 0 0 15 1469 0 0 0 0 0 0 0
chrX 103087494 103093616 6121 L1 6030 0 0 6030 6030 0 0 0 0 0 0 0 0 0 0
chrX 104829302 104829640 337 Alu 336 336 307 0 0 0 0 0 0 0 0 0 0 0 0
chrX 105041405 105043358 1952 L1 1935 0 0 1902 1902 0 0 0 0 0 0 0 0 0 0
chrX 105518597 105524854 6256 L1 6186 153 153 6033 6033 0 0 0 0 0 0 0 0 0 0
chrX 105805108 105807166 2057 L1 2051 0 0 2051 2051 0 0 0 0 0 0 0 0 2058 1 RNF128
chrX 106661521 106663243 1721 L1 1695 0 0 1695 1695 0 0 0 0 0 0 0 0 0 0
chrX 108162647 108168750 6102 L1 6065 0 0 6065 6065 0 0 0 0 0 0 0 0 0 0
chrX 108355055 108361152 6096 LTR 5992 0 0 0 0 0 5992 0 0 0 0 0 0 0 0
chrX 109866070 109872183 6112 L1 6066 0 0 6066 6058 0 0 0 0 0 0 0 0 0 0
chrX 110687569 110690476 2906 L1 2898 0 0 2876 2876 0 24 0 0 0 0 0 0 0 0
chrX 112387133 112393274 6140 L1 6135 0 0 6135 6135 0 0 0 0 0 0 0 0 0 0
chrX 115124585 115124952 366 L1 367 0 0 367 367 0 0 0 0 0 0 0 0 0 0
chrX 116236237 116236552 314 Alu 313 307 307 0 0 0 0 0 6 0 0 0 0 0 0
chrX 116643764 116649603 5838 L1 5811 0 0 5811 5811 0 0 0 0 0 0 0 0 0 0
chrX 116924741 116926620 1878 L1 1777 72 0 1705 1705 0 0 0 0 0 0 0 0 1879 1 KLHL13
chrX 118277053 118278896 1842 SVA 1777 80 0 0 0 0 0 1676 0 0 0 0 0 0 0
chrX 118351065 118357562 6496 L1 6222 0 0 6029 6024 0 0 0 193 0 0 0 0 6497 1 SLC25A43
chrX 120123161 120127427 4265 L1 4255 0 0 4178 4178 0 0 0 77 0 0 0 0 0 0
chrX 120837656 120838928 1271 HERV 1272 0 0 0 0 1272 1272 0 0 0 0 0 0 0 0
chrX 120837656 120838928 1271 LTR 1272 0 0 0 0 1272 1272 0 0 0 0 0 0 0 0
chrX 121874055 121874418 362 Alu 362 362 362 0 0 0 0 0 0 0 0 0 0 0 0
chrX 123449613 123450040 426 L1 427 0 0 427 427 0 0 0 0 0 0 0 0 427 1 ODZ1
chrX 123902426 123903753 1326 L1 1252 63 63 1189 1189 0 0 0 0 0 0 0 0 0 0
chrX 125123358 125123704 345 Alu 344 317 317 0 0 0 0 0 27 0 0 0 0 0 0
chrX 125532644 125534471 1826 SVA 1825 0 0 68 68 0 0 1757 0 0 0 0 0 0 0
chrX 126221488 126227784 6295 L1 6282 0 0 6220 6220 0 75 0 0 0 0 0 0 0 0
chrX 127943962 127945426 1463 L1 1462 0 0 1390 1390 0 72 0 0 0 0 0 0 0 0
chrX 128762048 128762684 635 Alu 633 633 592 0 0 0 0 0 0 0 0 0 0 0 0
chrX 129376857 129382941 6083 L1 6029 0 0 6029 6029 0 0 0 0 0 0 0 0 0 0
chrX 129818393 129824810 6416 L1 6130 0 0 6025 6025 0 28 0 0 0 0 0 0 0 0
chrX 129862544 129866096 3551 L1 3512 0 0 3475 3475 0 0 0 37 0 0 0 0 0 0
chrX 130362845 130364840 1994 L1 1971 0 0 1971 1971 0 0 0 0 0 0 0 0 0 0
chrX 130742563 130742888 324 Alu 324 311 311 13 13 0 0 0 0 0 0 0 0 0 0
chrX 133887037 133887648 610 L1 600 0 0 600 600 0 0 0 0 0 0 0 0 0 0
chrX 135247909 135254006 6096 L1 6032 0 0 6032 6032 0 0 0 0 0 0 0 0 0 0
chrX 135757473 135757789 315 Alu 315 309 309 6 6 0 0 0 0 0 0 0 0 0 0
chrX 135807004 135809407 2402 SVA 2381 0 0 0 0 0 38 2297 0 0 0 0 0 0 0
chrX 135946424 135946737 312 Alu 311 305 305 6 6 0 0 0 0 0 0 0 0 0 0
chrX 136203580 136209559 5978 L1 5975 311 311 5554 5554 0 0 0 110 0 0 0 0 0 0
chrX 136869746 136872121 2374 L1 2259 40 0 2219 2219 0 0 0 0 0 0 0 0 0 0
chrX 136962722 136963065 342 Alu 342 315 315 0 0 0 27 0 0 0 0 0 0 0 0



chrX 137077498 137078014 515 LTR 515 0 0 0 0 0 515 0 0 0 0 0 0 0 0
chrX 137635954 137636268 313 Alu 298 298 298 0 0 0 0 0 0 0 0 0 0 314 1 FGF13
chrX 138110430 138110753 322 Alu 309 309 309 0 0 0 0 0 0 0 0 0 0 0 0
chrX 139028371 139032946 4574 L1 4445 0 0 4445 4445 0 0 0 0 0 0 0 0 0 0
chrX 140636848 140639032 2183 L1 2156 0 0 2096 2096 0 5 0 0 0 0 0 0 0 0
chrX 141291149 141297235 6085 L1 6064 0 0 6018 6018 0 0 0 6 0 0 0 0 0 0
chrX 141729479 141732705 3225 HERV 3222 0 0 0 0 2959 3160 0 0 0 0 0 0 0 0
chrX 141729479 141732705 3225 LTR 3222 0 0 0 0 2959 3160 0 0 0 0 0 0 0 0
chrX 144105422 144106398 975 L1 967 0 0 967 967 0 0 0 0 0 0 0 0 0 0
chrX 144507878 144508895 1016 LTR 959 0 0 0 0 0 959 0 0 0 0 0 0 0 0
chrX 144761648 144763069 1420 L1 1402 0 0 1283 1283 119 119 0 0 0 0 0 0 0 0
chrX 144783204 144783546 341 Alu 307 307 307 0 0 0 0 0 0 0 0 0 0 0 0
chrX 144839327 144839853 525 Alu 521 501 501 20 0 0 0 0 0 0 0 0 0 0 0
chrX 145067089 145067103 13 L1 14 0 0 14 14 0 0 0 0 0 0 0 0 0 0
chrX 145590190 145590995 804 L1 805 0 0 805 805 0 0 0 0 0 0 0 0 0 0
chrX 145689184 145691926 2741 L1 2740 0 0 2740 2740 0 0 0 0 0 0 0 0 0 0
chrX 146778715 146780485 1769 SVA 1763 0 0 0 0 0 0 1743 0 0 0 0 0 1770 1 FMR1NB
chrX 148002046 148003037 990 L1 962 0 0 920 920 0 16 0 0 0 0 0 0 0 0
chrX 148614459 148617555 3095 LTR 3089 0 0 0 0 2582 3089 0 0 0 0 0 0 0 0
chrX 150169327 150175416 6088 L1 6060 0 0 6060 6030 0 0 0 0 0 0 0 0 0 0
chrX 151588056 151588402 345 Alu 312 312 312 0 0 0 0 0 0 0 0 0 0 0 0
chrX 153560666 153561001 334 Alu 311 311 311 0 0 0 0 0 0 0 0 0 0 335 1 DKC1
chrX 153565231 153565951 719 SVA 674 0 0 0 0 0 0 674 0 0 0 0 0 720 1 DKC1
chrX 153715626 153717865 2238 LTR 2224 191 191 0 0 0 2033 0 0 0 0 0 0 2239 1 F8
chrX 154309309 154315531 6221 L1 6035 0 0 6031 6031 0 0 0 4 0 0 0 0 6222 1 TMLHE
chrX 154493327 154497221 3893 L1 3807 0 0 3807 3807 0 0 0 0 0 0 0 0 0 0
chrY 2762223 2762549 325 Alu 309 309 309 0 0 0 0 0 0 0 0 0 0 326 1 RPS4Y1
chrY 6968116 6969235 1118 LTR 1062 0 0 0 0 492 1062 0 0 0 0 0 0 1119 1 TBL1Y
chrY 7065466 7071564 6097 L1 6068 0 0 6017 6017 0 0 0 0 0 0 0 0 0 0
chrY 7086616 7086941 324 HERV 325 0 0 0 0 325 325 0 0 0 0 0 0 0 0
chrY 7086616 7086941 324 LTR 325 0 0 0 0 325 325 0 0 0 0 0 0 0 0
chrY 9014535 9016442 1906 L1 1902 0 0 1727 1727 0 175 0 0 0 0 0 0 0 0
chrY 9164188 9168291 4102 HERV 4103 0 0 0 0 4103 4103 0 0 0 0 0 0 0 0
chrY 9164188 9168291 4102 LTR 4103 0 0 0 0 4103 4103 0 0 0 0 0 0 0 0
chrY 10371942 10378234 6291 L1 6148 93 0 6055 6055 0 0 0 0 0 0 0 0 0 0
chrY 10555313 10556303 989 LTR 988 0 0 0 0 0 988 0 0 0 0 0 0 0 0
chrY 10614702 10614891 188 HERV 188 0 0 0 0 187 187 0 0 0 0 0 0 0 0
chrY 10614702 10614891 188 LTR 188 0 0 0 0 187 187 0 0 0 0 0 0 0 0
chrY 13046589 13047502 912 LTR 881 0 0 0 0 0 881 0 0 0 0 0 0 0 0
chrY 13428131 13429676 1544 SVA 1469 0 0 0 0 0 0 1469 0 0 0 0 0 0 0
chrY 14229079 14230134 1054 L1 1035 0 0 992 992 0 0 0 0 0 0 0 0 0 0
chrY 14747088 14747620 531 Alu 504 504 504 0 0 0 0 0 0 0 0 0 0 0 0
chrY 15865857 15872566 6708 L1 6485 0 0 6436 6436 0 0 0 49 0 0 0 0 0 0
chrY 16366112 16368653 2540 L1 2541 0 0 2541 2541 0 0 0 0 0 0 0 0 0 0
chrY 16529372 16531789 2416 HERV 2417 0 0 0 0 2417 2417 0 0 0 0 0 0 0 0
chrY 16529372 16531789 2416 LTR 2417 0 0 0 0 2417 2417 0 0 0 0 0 0 0 0
chrY 16807646 16807964 317 Alu 316 305 305 0 0 0 0 0 11 0 0 0 0 0 0
chrY 19691209 19692145 935 HERV 936 0 0 0 0 936 936 0 0 0 0 0 0 0 0
chrY 19691209 19692145 935 LTR 936 0 0 0 0 936 936 0 0 0 0 0 0 0 0
chrY 20228044 20229149 1104 L1 1080 0 0 1048 1048 0 0 0 0 0 0 0 0 0 0
chrY 20434835 20443278 8442 L1 8303 297 297 7950 7950 0 0 0 0 0 0 0 0 0 0
chrY 20972902 20976522 3619 L1 3536 0 0 3536 3536 0 0 0 0 0 0 0 0 3620 1 TTTY10
chrY 21154201 21154523 321 Alu 320 316 316 4 4 0 0 0 0 0 0 0 0 0 0
chrY 22772683 22773779 1095 L1 1040 0 0 1000 1000 0 0 0 0 0 0 0 0 0 0
chrY 24441071 24444125 3053 L1 3032 0 0 2996 2996 0 0 0 0 0 0 0 0 0 0
chrY 26194557 26197608 3050 L1 3035 0 0 2996 2996 0 0 0 0 0 0 0 0 0 0



Table S7. Mobile Element Insertions in Gorilla Genome (compared to human) 
Chr Start End Type Strand RepeatMasker bp Genes
chr1 1,106,566 1,107,036 AluYh9 - 400
chr1 1,124,431 1,124,598 AluY + 0
chr1 1,679,780 1,679,926 AluY - 0 CDK11A
chr1 1,960,048 1,960,381 AluSq + 141 KIAA1751
chr1 1,973,391 1,974,144 AluY + 703
chr1 2,613,793 2,613,822 AluSq + 0
chr1 2,613,885 2,613,887 AluSx - 0
chr1 2,613,902 2,613,948 AluSp - 0
chr1 2,995,883 2,996,055 AluY + 165
chr1 3,689,129 3,689,151 AluY + 0
chr1 4,147,353 4,147,433 PTERV1 - 61
chr1 4,825,185 4,825,322 AluY - 0
chr1 5,092,110 5,092,206 AluY - 96
chr1 5,483,171 5,483,324 AluY + 148
chr1 6,201,274 6,201,485 AluY - 56 RNF207
chr1 6,340,091 6,340,122 SVA + 31 ACOT7
chr1 6,748,838 6,749,133 AluY + 0
chr1 6,804,681 6,805,235 AluY + 514 CAMTA1
chr1 7,874,936 7,874,977 AluY + 41
chr1 8,363,831 8,364,454 AluY - 527 RERE
chr1 9,128,321 9,128,458 AluY - 137
chr1 9,268,152 9,268,199 SVA - 22
chr1 9,781,523 9,782,061 AluY - 404 CLSTN1
chr1 10,282,339 10,282,538 AluY - 49 KIF1B
chr1 10,311,694 10,312,183 AluYb9 + 439 KIF1B
chr1 10,353,166 10,353,334 SVA - 0 KIF1B
chr1 10,994,364 10,994,383 SVA - 19
chr1 11,707,912 11,708,525 AluSg1 + 593 C1orf187
chr1 12,030,256 12,030,298 LTR5 - 0
chr1 13,541,624 13,542,105 AluSq - 290
chr1 13,753,265 13,753,434 AluY - 157
chr1 13,889,308 13,889,909 AluYh9 + 229 PRDM2
chr1 14,010,278 14,010,532 PTERV1 - 251
chr1 14,199,648 14,199,673 PTERV1 + 0
chr1 14,404,520 14,404,647 AluY - 51
chr1 16,422,094 16,422,377 AluJb + 116 FBXO42
chr1 16,669,594 16,669,684 AluY + 60 NBPF1
chr1 16,975,629 16,976,190 AluYh9 + 498
chr1 17,774,746 17,774,860 AluY + 9
chr1 18,036,634 18,036,962 L1PA2_3end + 294
chr1 20,662,571 20,663,171 AluY + 339 CDA



chr1 20,978,444 20,978,695 AluY - 33 EIF4G3
chr1 21,371,976 21,372,299 AluYb9 - 192 ECE1
chr1 21,419,207 21,419,237 AluY + 0
chr1 21,636,794 21,636,807 AluY - 0 ALPL
chr1 24,930,583 24,930,851 AluY - 136
chr1 26,587,160 26,587,560 SVA - 397
chr1 27,291,648 27,292,172 AluYh9 + 390 WDTC1
chr1 27,408,963 27,408,981 AluYd8 - 18
chr1 28,156,996 28,157,133 SVA - 70
chr1 29,122,646 29,123,074 AluYb9 + 259 EPB41
chr1 29,475,813 29,475,943 AluY - 108
chr1 29,832,474 29,832,512 PTERV1 + 0
chr1 30,173,058 30,173,193 AluY + 135
chr1 30,778,940 30,779,006 AluY + 24
chr1 30,921,228 30,921,258 LTR5_Hs + 30
chr1 32,555,385 32,555,567 SVA - 182
chr1 33,111,240 33,111,411 AluY + 160
chr1 33,782,214 33,782,252 AluY + 38 CSMD2
chr1 34,215,110 34,215,273 AluY + 163 CSMD2
chr1 34,834,448 34,834,586 AluYd8 - 0
chr1 35,567,416 35,567,455 AluYd8 - 39
chr1 36,635,132 36,635,245 AluY + 113
chr1 38,237,291 38,237,363 AluY - 0
chr1 38,322,963 38,323,119 AluY + 55
chr1 39,167,166 39,167,206 AluY - 0 NDUFS5
chr1 40,107,623 40,108,174 AluYb9 - 309
chr1 40,500,192 40,500,764 AluSc + 471
chr1 40,608,980 40,609,029 AluY - 43
chr1 40,806,336 40,806,349 AluY + 13
chr1 41,258,172 41,258,366 AluY - 133 SCMH1
chr1 41,423,552 41,424,014 AluSq - 419
chr1 41,494,514 41,494,883 AluYd8 + 160
chr1 41,494,714 41,494,932 AluY + 165
chr1 43,036,860 43,037,377 7SLRNA + 161
chr1 43,227,654 43,227,714 PTERV1 + 59
chr1 43,491,294 43,491,373 AluY - 79
chr1 43,850,880 43,850,973 AluY + 93 ST3GAL3
chr1 44,263,310 44,263,845 AluSp + 301 KLF17
chr1 44,509,228 44,509,301 SVA - 73
chr1 45,269,815 45,270,487 AluSg1 + 370 ZSWIM5
chr1 45,410,870 45,410,902 SVA + 24
chr1 45,779,016 45,779,051 AluYg6 - 0 GPBP1L1
chr1 46,127,024 46,127,261 AluY + 237 MAST2



chr1 46,290,389 46,290,409 AluY - 0 PIK3R3
chr1 46,498,783 46,498,874 PTERV1 + 91
chr1 46,570,629 46,570,699 PTERV1 - 70
chr1 47,126,693 47,126,780 PTERV1 - 4
chr1 47,133,382 47,133,426 PTERV1 - 44
chr1 47,138,387 47,138,421 SVA - 34
chr1 47,200,693 47,200,755 LTR5_Hs + 61
chr1 47,308,750 47,308,788 PTERV1 + 38
chr1 47,334,565 47,334,916 L1P_orf2 + 350
chr1 48,547,486 48,547,626 L1 - 135 SPATA6
chr1 48,620,201 48,620,298 PTERV1 + 97 SPATA6
chr1 48,622,800 48,623,392 AluYb9 + 305 SPATA6
chr1 49,022,395 49,022,442 AluY + 35 AGBL4
chr1 49,040,627 49,040,732 AluY + 35 AGBL4
chr1 49,266,016 49,266,285 L1 + 269 AGBL4
chr1 49,754,053 49,754,385 LTR5 + 332 AGBL4
chr1 49,754,255 49,754,286 LTR5_Hs + 31 AGBL4
chr1 51,372,695 51,372,988 AluSx - 290
chr1 51,666,392 51,666,487 AluYb9 - 94 EPS15
chr1 52,342,940 52,342,944 SVA - 4 ZFYVE9
chr1 52,791,714 52,791,790 AluY + 76
chr1 52,998,996 52,999,052 AluY - 0 ZYG11B
chr1 53,033,291 53,033,431 AluY - 140 ZYG11A
chr1 53,962,822 53,962,981 AluY + 66 TMEM48
chr1 54,182,965 54,183,392 AluY - 172
chr1 54,259,967 54,260,019 AluY - 0 C1orf83
chr1 54,315,055 54,315,128 AluY - 73
chr1 54,721,724 54,721,753 LTR5_Hs + 0
chr1 55,050,923 55,050,936 SVA + 13 DHCR24
chr1 55,108,145 55,108,176 SVA + 31
chr1 56,272,045 56,272,306 AluYb9 - 24
chr1 56,466,867 56,467,154 AluY + 213
chr1 57,043,641 57,043,891 L1PA3_3end + 250 C8A
chr1 57,597,162 57,597,259 AluY + 21 DAB1
chr1 57,635,333 57,635,364 AluY + 0 DAB1
chr1 58,139,888 58,140,025 L1PA2_3end - 119 DAB1
chr1 58,253,301 58,253,479 AluY + 72 DAB1
chr1 59,812,336 59,812,373 AluY + 0 FGGY
chr1 59,945,254 59,945,449 AluY + 0
chr1 60,061,863 60,061,944 AluY + 81
chr1 60,082,455 60,082,472 AluY + 0 CYP2J2
chr1 60,090,748 60,090,903 AluYd8 - 118 CYP2J2
chr1 60,146,448 60,146,654 AluY - 159



chr1 60,372,201 60,372,312 AluYd8 + 92
chr1 60,911,962 60,912,014 AluY - 52
chr1 61,120,802 61,121,037 AluYd8 - 211
chr1 61,174,367 61,174,501 AluY + 133
chr1 62,942,831 62,942,938 AluY + 50
chr1 63,812,798 63,812,962 AluYh9 - 0 PGM1
chr1 65,966,210 65,966,300 AluY + 90
chr1 66,045,183 66,045,275 AluY - 0 PDE4B
chr1 66,667,218 66,667,269 AluYd8 + 51
chr1 67,232,258 67,232,268 PTERV1 - 0
chr1 67,402,284 67,402,372 AluY + 0 IL23R
chr1 67,687,083 67,687,147 THE1 + 64
chr1 68,107,224 68,107,247 AluSp + 3
chr1 69,143,031 69,143,271 AluY + 101
chr1 70,537,167 70,537,228 AluY - 61 HHLA3
chr1 70,635,126 70,635,292 AluY + 121
chr1 70,924,516 70,924,622 L1P_orf2 - 106
chr1 71,114,855 71,114,883 AluY + 0 PTGER3
chr1 72,530,270 72,530,340 AluY - 0
chr1 72,601,168 72,601,230 LTR5_Hs + 60
chr1 73,076,495 73,076,619 L1 + 124
chr1 73,165,313 73,165,366 PTERV1 + 53
chr1 73,189,214 73,189,278 AluY + 0
chr1 74,465,343 74,465,595 AluYd8 + 252 TNNI3K
chr1 75,283,915 75,284,062 AluY + 0
chr1 75,636,822 75,637,022 AluY - 0 SLC44A5
chr1 76,432,233 76,432,324 AluY + 0 ST6GALNA
chr1 76,451,066 76,451,164 AluYg6 + 0 ST6GALNA
chr1 77,456,762 77,457,129 AluY - 193
chr1 77,977,649 77,977,730 AluY - 81 FAM73A
chr1 78,258,582 78,258,780 AluY + 0 GIPC2
chr1 78,873,518 78,873,579 AluY - 61
chr1 78,981,593 78,981,612 L1PA3_3end + 0
chr1 79,706,723 79,706,811 AluY + 75
chr1 80,432,226 80,432,491 L1PA3_3end - 265
chr1 80,742,324 80,742,357 AluYg6 + 0
chr1 80,759,327 80,759,392 AluY + 0
chr1 81,734,001 81,734,338 AluSg - 191
chr1 81,744,399 81,744,641 AluY - 55
chr1 82,236,292 82,236,326 AluY - 0
chr1 83,738,313 83,738,765 AluY - 451
chr1 83,882,146 83,882,320 AluY + 0
chr1 83,963,338 83,963,456 AluY - 118



chr1 84,437,898 84,437,957 AluY + 0
chr1 84,759,382 84,759,485 AluYd8 - 0
chr1 84,938,462 84,938,573 SVA - 89
chr1 85,647,134 85,647,251 AluYd8 + 116 DDAH1
chr1 85,843,388 85,843,490 AluY + 0 ZNHIT6
chr1 85,878,130 85,878,203 AluY + 0 ZNHIT6
chr1 85,904,208 85,904,317 AluY + 34
chr1 87,241,859 87,241,875 AluY - 16 HS2ST1
chr1 87,273,207 87,273,336 AluY + 0 HS2ST1
chr1 88,566,942 88,566,973 AluY + 0
chr1 88,612,006 88,612,243 SVA - 237
chr1 88,736,393 88,736,418 AluY - 25
chr1 88,936,233 88,936,521 AluY - 288 PKN2
chr1 89,357,997 89,358,111 AluY - 0
chr1 90,599,369 90,599,447 AluY + 78
chr1 91,224,333 91,224,501 PTERV1 - 0
chr1 91,529,018 91,529,047 AluY - 0 HFM1
chr1 91,687,084 91,687,165 AluY - 81 CDC7
chr1 92,189,079 92,189,102 AluY - 17 BRDT
chr1 92,257,151 92,257,284 AluY - 79
chr1 93,967,854 93,968,039 AluYd8 - 0
chr1 94,870,553 94,870,614 SVA - 0
chr1 95,638,689 95,638,729 SVA + 40
chr1 95,986,014 95,986,186 AluY - 111
chr1 96,799,596 96,799,646 PTERV1 + 0
chr1 97,160,297 97,160,302 L1PA2_3end - 0
chr1 97,244,534 97,244,569 AluY + 35
chr1 97,758,549 97,758,907 AluYb9 + 355 DPYD
chr1 98,693,188 98,693,381 AluYd8 - 193
chr1 98,733,247 98,733,340 AluY + 93
chr1 99,461,084 99,461,487 AluY + 241 LPPR4
chr1 99,733,844 99,733,886 AluY + 25
chr1 99,767,653 99,767,758 AluY - 0
chr1 100,186,248 100,186,293 AluY - 45 SLC35A3
chr1 100,209,069 100,209,337 AluY - 267
chr1 100,549,474 100,549,482 AluY + 0 CDC14A
chr1 100,658,620 100,658,704 AluY - 0 CDC14A
chr1 100,790,486 100,790,538 AluY + 52
chr1 102,108,889 102,108,941 AluY - 0 OLFM3
chr1 102,361,249 102,361,278 AluY - 0
chr1 103,393,804 103,393,842 AluY + 0
chr1 104,220,973 104,221,023 PTERV1 - 50
chr1 105,787,889 105,788,078 AluYd8 - 189



chr1 105,808,343 105,808,462 AluY - 46
chr1 107,255,316 107,255,384 AluY + 68
chr1 108,422,464 108,422,506 L1 - 9 SLC25A24
chr1 109,191,245 109,191,312 AluY + 0 CLCC1
chr1 109,623,535 109,623,972 AluYb9 + 270 SORT1
chr1 110,123,597 110,123,789 AluYd8 + 57
chr1 110,478,951 110,479,009 AluY + 32 KCNC4
chr1 110,632,276 110,632,349 AluY + 0 SLC16A4
chr1 110,843,663 110,843,686 AluY + 0
chr1 110,869,224 110,869,339 AluY - 115
chr1 111,311,137 111,311,326 SVA - 189
chr1 111,495,043 111,495,174 AluY - 0 CHI3L2
chr1 111,791,745 111,791,908 AluY + 149 ADORA3
chr1 112,415,422 112,415,507 L1 - 52
chr1 112,855,530 112,855,635 SVA + 75 ST7L
chr1 113,646,984 113,647,119 AluY + 0 MAGI3
chr1 113,894,011 113,894,016 L1 - 5 MAGI3
chr1 114,053,237 114,053,409 AluYd8 - 172 RSBN1
chr1 114,054,804 114,054,806 SVA + 0 RSBN1
chr1 114,592,915 114,592,954 AluY + 0
chr1 114,983,605 114,984,113 AluYh9 - 291 CSDE1
chr1 116,045,119 116,045,137 AluY - 18
chr1 116,271,966 116,272,026 AluY + 60 SLC22A15
chr1 116,648,637 116,648,929 AluY - 0 C1orf203
chr1 116,895,377 116,895,465 AluY - 77 IGSF3
chr1 117,954,040 117,954,142 AluY - 0
chr1 118,157,441 118,157,557 AluY - 116 GDAP2
chr1 119,687,104 119,687,293 AluYd8 - 0
chr1 119,813,724 119,813,985 AluY - 0
chr1 120,053,019 120,053,187 L1PA3_3end + 0 REG4
chr1 120,105,036 120,105,169 AluY + 133
chr1 120,946,040 120,946,215 AluYd8 + 175
chr1 143,730,057 143,730,184 AluYh9 - 0 LOC728989
chr1 143,755,285 143,755,313 L1 - 2
chr1 144,363,456 144,363,525 AluY - 50 ACP6
chr1 144,514,100 144,514,671 AluYh9 + 569
chr1 145,891,497 145,891,562 AluYb9 + 37
chr1 147,623,648 147,623,753 AluY - 0 ARNT
chr1 147,994,792 147,994,929 AluY - 87 PIP5K1A
chr1 148,837,212 148,837,269 PTERV1 + 0
chr1 148,911,179 148,911,249 LTR5_Hs + 23
chr1 149,071,414 149,071,606 LTR5_Hs - 192
chr1 149,071,421 149,071,445 LTR5 - 24



chr1 149,121,781 149,121,922 SVA - 20
chr1 149,181,649 149,181,731 AluY + 0
chr1 149,649,324 149,649,362 AluY - 38
chr1 150,566,101 150,566,446 AluYg6 - 0
chr1 151,674,161 151,674,333 AluY + 172
chr1 151,674,172 151,674,211 AluYd8 + 39
chr1 152,340,796 152,340,875 AluY - 0 ASH1L
chr1 153,195,189 153,195,347 AluY - 0 C1orf61
chr1 153,428,480 153,428,533 AluY + 31 BCAN
chr1 153,504,038 153,504,043 AluY - 0
chr1 154,073,357 154,073,456 AluY + 0
chr1 154,809,472 154,809,646 AluY + 174 KIRREL
chr1 154,831,023 154,831,121 AluY + 0 KIRREL
chr1 155,008,035 155,008,234 AluY - 40
chr1 155,534,476 155,534,795 AluY + 261
chr1 155,786,492 155,786,789 PTERV1 - 274
chr1 157,445,715 157,445,740 LTR5_Hs + 10
chr1 157,457,533 157,458,159 AluYg6 + 293
chr1 157,694,658 157,694,729 AluY + 0
chr1 157,704,850 157,704,920 PTERV1 - 70
chr1 157,714,882 157,714,943 AluY - 61
chr1 158,188,412 158,188,424 SVA - 12
chr1 159,688,184 159,688,422 AluY + 0
chr1 160,161,911 160,162,067 AluY + 0
chr1 161,048,127 161,048,282 AluY - 155
chr1 161,861,631 161,861,707 L1P_orf2 - 76
chr1 162,384,481 162,384,526 AluY + 0 ALDH9A1
chr1 162,549,915 162,549,991 AluY + 76 UCK2
chr1 162,870,164 162,870,195 AluY + 0
chr1 163,369,809 163,369,942 AluY - 0
chr1 163,466,314 163,466,462 AluY + 148
chr1 163,505,786 163,505,789 AluY + 3
chr1 164,008,109 164,008,194 AluY + 0 POU2F1
chr1 164,387,928 164,388,457 AluY + 304 RCSD1
chr1 164,399,432 164,400,068 AluY - 328 RCSD1
chr1 164,613,748 164,613,766 SVA + 18 ADCY10
chr1 165,518,585 165,518,633 LTR5_Hs + 47
chr1 168,359,230 168,359,812 AluY - 559
chr1 169,577,369 169,577,665 AluYd8 - 296
chr1 170,001,753 170,001,819 AluY + 0
chr1 170,202,317 170,202,676 AluY - 164 SLC9A11
chr1 170,827,280 170,827,517 L1P_orf2 - 237
chr1 171,255,497 171,255,657 SVA - 0 RABGAP1L



chr1 171,428,378 171,428,559 AluYd8 + 181 RABGAP1L
chr1 172,037,492 172,038,054 AluYg6 - 306 TNR
chr1 172,669,679 172,669,705 PTERV1 + 0 RFWD2
chr1 172,691,434 172,691,451 SVA + 17 RFWD2
chr1 173,036,494 173,036,672 AluY - 5
chr1 174,361,076 174,361,078 AluY - 0
chr1 174,710,812 174,710,884 AluY - 72
chr1 174,886,536 174,886,575 AluY - 39 RASAL2
chr1 175,120,811 175,120,914 AluY - 63 RASAL2
chr1 175,141,464 175,141,597 AluY - 0 RASAL2
chr1 175,796,268 175,796,444 SVA + 0 TOR3A
chr1 176,572,746 176,572,767 AluY - 0 TOR1AIP2
chr1 176,634,120 176,634,122 AluY + 2
chr1 177,474,174 177,474,209 AluY + 0 XPR1
chr1 178,006,581 178,006,805 AluY + 0
chr1 178,509,762 178,509,863 AluY + 0
chr1 178,753,680 178,753,888 AluYd8 + 63
chr1 179,472,509 179,472,680 AluSq - 0
chr1 179,489,452 179,489,543 SVA + 91
chr1 179,626,721 179,626,772 AluY + 51 C1orf14
chr1 179,691,506 179,691,670 AluYd8 + 164
chr1 180,216,317 180,216,351 AluY + 0 SMG7
chr1 181,494,622 181,494,723 AluY - 33 FAM129A
chr1 183,831,670 183,831,861 AluY + 191
chr1 183,969,232 183,969,255 AluY - 0
chr1 184,756,617 184,756,763 AluYd8 + 146
chr1 186,735,071 186,735,158 AluY - 0
chr1 187,525,441 187,525,506 AluYd8 + 65
chr1 188,102,764 188,102,967 AluYd8 - 203
chr1 188,483,681 188,483,762 AluY - 81
chr1 189,425,174 189,425,225 AluY + 0
chr1 190,088,834 190,088,928 AluY - 94
chr1 193,384,309 193,384,415 AluYd8 + 106 CFH
chr1 193,964,112 193,964,211 AluY - 99
chr1 195,020,017 195,020,050 AluY - 0 NEK7
chr1 195,832,841 195,833,136 AluY + 295
chr1 195,971,432 195,971,591 AluY + 159
chr1 196,376,291 196,376,399 AluY - 55
chr1 196,642,976 196,643,526 AluYg6 + 308
chr1 196,906,283 196,906,442 AluY + 0
chr1 197,275,321 197,275,854 AluYg6 - 131 KIF14
chr1 197,395,398 197,395,516 SVA + 0
chr1 197,610,849 197,610,913 AluY - 64 C1orf106



chr1 198,493,431 198,493,493 AluY + 0 NAV1
chr1 199,441,661 199,441,769 AluY + 0 KDM5B
chr1 200,603,669 200,603,760 AluYd8 - 91
chr1 201,346,251 201,346,255 AluY + 0 LRRN2
chr1 201,463,371 201,463,599 AluYg6 - 218
chr1 202,559,107 202,559,224 AluYd8 - 117
chr1 202,749,521 202,750,111 AluSc + 302
chr1 204,357,206 204,357,329 AluY + 0 CD46
chr1 204,368,283 204,368,294 AluY + 0
chr1 204,774,956 204,774,992 AluYd8 - 0 PLXNA2
chr1 205,795,607 205,795,685 AluY - 0
chr1 210,120,810 210,120,943 AluY + 80
chr1 210,385,463 210,385,525 AluY - 36
chr1 210,897,302 210,897,412 AluY + 43 SMYD2
chr1 211,300,905 211,301,177 AluY - 207
chr1 211,356,172 211,356,394 L1HS_3end - 220
chr1 211,621,733 211,621,858 AluY - 0 KCNK2
chr1 211,878,376 211,878,569 AluY + 0
chr1 212,072,949 212,073,069 AluY + 120
chr1 212,536,674 212,536,820 AluY - 146 USH2A
chr1 215,014,312 215,014,582 SVA + 0
chr1 215,035,688 215,035,901 AluYd8 - 0
chr1 216,272,727 216,273,355 AluY - 314
chr1 216,322,417 216,322,462 AluY + 0
chr1 216,719,302 216,719,621 AluYd8 - 0 RAB3GAP2
chr1 218,428,458 218,428,560 AluY - 0
chr1 218,428,515 218,428,522 AluYd8 - 0
chr1 218,871,695 218,872,272 AluSc + 296
chr1 219,816,163 219,816,180 SVA + 0 SUSD4
chr1 220,555,273 220,555,356 AluY + 0
chr1 220,694,502 220,694,967 AluYg6 + 283
chr1 221,041,534 221,041,576 AluY - 0
chr1 221,388,821 221,388,894 PTERV1 - 25
chr1 223,030,928 223,031,001 AluY + 73
chr1 223,044,959 223,045,097 AluYh9 - 0 C1orf95
chr1 224,137,961 224,138,710 AluY - 345 ZNF678
chr1 224,318,069 224,318,082 SVA + 13 PRSS38
chr1 224,899,767 224,900,087 AluY - 0 TRIM11
chr1 225,278,019 225,278,533 7SLRNA - 168
chr1 225,636,075 225,636,607 AluY - 503
chr1 225,982,524 225,982,719 AluY - 14 ABCB10
chr1 226,014,143 226,014,151 SVA + 8
chr1 226,195,717 226,195,737 LTR5_Hs + 14



chr1 226,227,314 226,227,455 SVA - 0
chr1 226,399,634 226,399,832 AluY - 198
chr1 226,560,215 226,560,261 AluY + 46 GALNT2
chr1 226,873,313 226,873,477 AluY - 164
chr1 227,369,263 227,369,302 AluY + 0 TTC13
chr1 228,111,517 228,111,561 LTR5_Hs + 0 DISC1
chr1 228,802,601 228,802,645 AluY + 0
chr1 228,870,151 228,870,267 AluYg6 + 0 SIPA1L2
chr1 229,029,934 229,030,019 AluY - 85
chr1 229,511,592 229,511,622 AluY + 30 PCNXL2
chr1 230,740,080 230,740,232 AluSc + 152 SLC35F3
chr1 232,473,995 232,474,373 AluYb9 + 123 NID1
chr1 233,295,320 233,295,474 AluY - 0 MTR
chr1 233,436,535 233,436,634 AluY + 0
chr1 233,682,328 233,682,802 AluY + 409 RYR2
chr1 233,832,006 233,832,044 AluY - 0 RYR2
chr1 234,310,702 234,310,792 AluY + 90 RYR2
chr1 234,427,244 234,427,254 PTERV1 + 0
chr1 235,448,234 235,448,270 AluY + 36
chr1 235,477,605 235,477,672 AluY - 67
chr1 235,653,634 235,653,983 AluSq - 99
chr1 237,015,712 237,015,769 AluY - 0 GREM2
chr1 237,218,734 237,219,226 AluY + 278
chr1 237,766,057 237,766,076 AluY + 0 RGS7
chr1 238,768,617 238,768,654 AluY + 4 PLD5
chr1 239,111,354 239,111,392 AluY - 0
chr1 239,754,676 239,755,035 AluSx + 161 SDCCAG8
chr1 240,932,819 240,932,964 AluY - 0 ADSS
chr1 240,954,874 240,954,992 AluY - 84 C1orf101
chr1 242,629,270 242,629,553 AluYd8 - 8 SMYD3
chr1 243,215,334 243,215,562 AluY - 165 SCCPDH
chr1 243,529,108 243,529,146 AluY + 0 ZNF670
chr1 243,532,091 243,532,224 SVA + 0 ZNF670
chr1 243,563,381 243,563,413 SVA + 11 ZNF670
chr1 243,985,773 243,985,950 AluYh9 + 0
chr1 243,997,901 243,997,983 L1 - 82
chr1 244,072,741 244,072,827 AluY + 86
chr1 244,727,244 244,727,386 AluY + 42
chr1 245,319,322 245,319,355 AluY + 0 SH3BP5L
chr10 861,510 861,571 AluY - 0 LARP4B
chr10 1,078,473 1,078,523 AluY - 21 IDI1
chr10 1,146,148 1,146,414 AluYd8 + 0 WDR37
chr10 2,572,400 2,573,003 AluY - 306



chr10 3,224,187 3,224,861 AluY - 368
chr10 3,552,890 3,552,970 AluY - 0
chr10 3,606,480 3,606,533 AluY - 0
chr10 4,309,498 4,309,647 AluY - 0
chr10 4,372,470 4,372,721 AluY + 84
chr10 5,514,249 5,514,456 AluY - 195
chr10 5,843,207 5,843,280 AluY + 0 C10orf18
chr10 5,966,985 5,967,635 AluY - 618 ANKRD16
chr10 6,904,566 6,904,667 PTERV1 - 0
chr10 6,985,336 6,985,464 PTERV1 + 128
chr10 7,150,087 7,150,661 AluSp - 568
chr10 7,328,895 7,328,960 AluY + 0 SFMBT2
chr10 9,021,288 9,021,352 AluY + 64
chr10 9,078,978 9,079,038 L1PA3_3end - 0
chr10 9,127,806 9,128,361 L1 - 554
chr10 10,708,493 10,708,547 AluYg6 - 0
chr10 11,377,281 11,377,332 AluY + 22 CELF2
chr10 11,408,878 11,408,892 AluY - 0 CELF2
chr10 11,546,911 11,546,934 SVA + 0 USP6NL
chr10 11,624,764 11,624,778 PTERV1 - 0 USP6NL
chr10 12,449,803 12,450,117 AluSq + 293 CAMK1D
chr10 13,512,718 13,512,955 AluY + 0
chr10 13,523,399 13,523,563 AluYb9 - 0 BEND7
chr10 13,691,832 13,691,965 AluY - 0 PRPF18
chr10 13,991,654 13,991,828 AluY + 0 FRMD4A
chr10 15,488,972 15,489,019 AluY + 0
chr10 16,162,481 16,162,665 AluYg6 - 184
chr10 16,405,579 16,405,689 AluYg6 + 0
chr10 16,995,097 16,995,099 PTERV1 + 2 CUBN
chr10 17,514,244 17,514,353 AluY - 109 ST8SIA6
chr10 17,590,698 17,591,263 AluSg1 + 291
chr10 17,707,927 17,708,441 AluYd8 - 511
chr10 17,903,361 17,903,429 AluY - 61 MRC1
chr10 19,541,453 19,541,702 AluSq - 249
chr10 19,541,864 19,541,975 AluYh9 - 111
chr10 19,541,954 19,542,037 L1P_orf2 - 83
chr10 19,542,302 19,542,306 AluSc - 4
chr10 19,542,324 19,542,399 AluY - 75
chr10 19,542,420 19,542,452 AluYb9 - 32
chr10 19,542,424 19,542,446 AluSq - 22
chr10 19,542,511 19,542,578 AluJo - 67
chr10 19,542,580 19,542,990 AluSg + 410
chr10 19,542,641 19,542,751 L1P_orf2 - 110



chr10 19,542,810 19,542,885 AluSq - 75
chr10 19,542,919 19,542,942 AluY - 23
chr10 19,542,949 19,542,988 AluY + 39
chr10 19,543,178 19,543,236 AluSq + 58
chr10 19,543,312 19,543,339 L1 - 27
chr10 19,543,329 19,543,377 AluSc - 48
chr10 19,543,487 19,543,937 AluSp + 419
chr10 19,543,709 19,543,869 AluY - 160
chr10 19,543,732 19,543,875 AluSg1 - 143
chr10 19,543,744 19,543,797 AluSg + 53
chr10 19,544,065 19,544,204 AluSq + 139
chr10 19,544,184 19,544,305 AluY - 121
chr10 19,544,367 19,544,539 AluSg - 172
chr10 19,544,500 19,544,574 AluSp + 74
chr10 19,544,844 19,545,342 AluJb - 362
chr10 19,546,078 19,546,434 AluSq + 96
chr10 19,546,135 19,546,322 AluSq - 39
chr10 19,546,181 19,546,587 AluYa8 + 119
chr10 19,546,321 19,546,344 L1 - 0
chr10 19,546,851 19,547,281 L1 - 60
chr10 19,547,413 19,547,440 AluSp + 0
chr10 19,548,004 19,548,419 AluSq - 55
chr10 19,549,218 19,549,260 AluSq - 0
chr10 19,549,456 19,549,634 AluYa8 + 0
chr10 19,549,755 19,549,840 AluYd8 - 0
chr10 19,549,784 19,549,973 AluY + 0
chr10 19,549,790 19,549,794 AluSp + 0
chr10 19,550,364 19,550,370 AluY - 0
chr10 19,550,570 19,550,605 AluSq - 0
chr10 19,550,777 19,550,835 AluY - 33
chr10 19,550,831 19,550,851 AluY + 0
chr10 19,550,947 19,551,248 AluSq + 102
chr10 19,551,304 19,551,391 AluSc + 0
chr10 19,551,306 19,551,325 AluSq - 0
chr10 19,551,410 19,551,852 AluYd8 - 0
chr10 19,551,549 19,551,778 AluSg + 0
chr10 19,552,588 19,553,169 L1PA4_3end - 581
chr10 19,552,633 19,552,994 AluY - 361
chr10 19,552,668 19,552,794 L1PA13_3end - 126
chr10 19,552,819 19,552,973 L1PA13_3end - 154
chr10 19,552,999 19,553,107 L1PA7_3end - 108
chr10 19,553,145 19,553,185 L1PA11_3end - 40
chr10 19,553,472 19,553,700 L1PA4_3end - 227



chr10 19,553,763 19,554,191 AluYh9 + 307
chr10 19,553,795 19,553,807 L1P_orf2 - 12
chr10 19,554,599 19,554,637 AluSq - 0
chr10 19,554,734 19,554,934 AluY - 0
chr10 19,554,881 19,554,923 AluSq + 0
chr10 19,555,554 19,555,611 AluSx + 57
chr10 19,555,609 19,555,701 AluYg6 + 92
chr10 19,556,799 19,556,868 L1 + 69
chr10 19,556,803 19,556,856 AluY - 53
chr10 19,556,849 19,557,211 AluSq + 362
chr10 19,556,948 19,556,959 AluY + 11
chr10 19,557,199 19,557,244 AluSg - 45
chr10 19,557,542 19,557,586 AluSp - 0
chr10 19,558,311 19,558,890 THE1 + 77
chr10 19,558,387 19,558,430 AluY + 0
chr10 19,558,438 19,558,440 AluSq - 0
chr10 19,558,631 19,558,658 AluSp + 0
chr10 19,558,884 19,559,204 AluY - 300
chr10 19,558,921 19,559,300 AluY + 359
chr10 19,559,292 19,559,472 L1 + 180
chr10 19,559,428 19,559,442 AluSx - 14
chr10 19,559,459 19,559,640 AluYb9 - 123
chr10 19,559,478 19,559,633 AluSp + 104
chr10 19,559,547 19,559,961 AluSq + 76
chr10 19,559,737 19,559,748 AluY + 0
chr10 19,559,868 19,560,023 L1 - 103
chr10 19,559,937 19,559,988 L1 + 51
chr10 19,560,162 19,560,257 L1P_orf2 - 95
chr10 19,560,213 19,560,215 AluSq - 2
chr10 19,560,281 19,560,329 AluJb - 47
chr10 19,560,292 19,560,327 AluSp + 35
chr10 19,560,434 19,560,780 AluSc - 292
chr10 19,560,558 19,560,701 AluSc + 143
chr10 19,560,596 19,560,598 L1P_orf2 - 2
chr10 19,560,620 19,560,673 AluY - 53
chr10 19,560,727 19,560,875 L1P_orf2 - 22
chr10 19,563,783 19,563,816 AluSc - 0
chr10 19,563,835 19,563,888 AluY - 0
chr10 19,563,925 19,563,956 AluY + 0
chr10 19,563,953 19,564,267 AluSp + 101
chr10 19,564,027 19,564,228 L1PA2_3end - 62
chr10 19,564,253 19,564,376 SVA - 123
chr10 19,564,313 19,564,365 AluY - 52



chr10 19,564,476 19,564,580 AluYb9 + 35
chr10 19,564,498 19,564,502 AluSq - 0
chr10 19,564,531 19,564,592 AluSq + 18
chr10 19,564,565 19,565,009 L1P_orf2 + 319
chr10 19,564,577 19,565,130 L1P_orf2 - 319
chr10 19,564,707 19,564,842 AluSc - 135
chr10 19,565,007 19,565,149 AluY - 0
chr10 19,565,113 19,565,246 THE1 - 0
chr10 19,565,155 19,565,204 AluSg + 0
chr10 19,565,404 19,565,414 AluSq - 0
chr10 19,565,432 19,565,549 AluSg1 - 0
chr10 19,566,196 19,566,247 AluY - 51
chr10 19,567,568 19,567,710 L1 - 142
chr10 19,567,752 19,568,170 L1 + 417
chr10 19,567,758 19,567,773 L1PA3_3end - 15
chr10 19,567,848 19,567,852 L1PB1_3end - 4
chr10 19,567,854 19,567,896 L1PA8_3end - 42
chr10 19,567,951 19,568,002 L1P_orf2 - 50
chr10 19,568,404 19,568,416 L1PA6_3end - 12
chr10 19,568,476 19,568,499 L1P_orf2 - 23
chr10 19,568,563 19,568,568 AluY - 5
chr10 19,568,785 19,568,906 L1PA4_3end - 121
chr10 19,568,894 19,568,912 L1P_orf2 - 18
chr10 19,568,894 19,569,429 AluYa8 - 535
chr10 19,568,910 19,568,981 AluSx - 71
chr10 19,568,938 19,569,057 L1PA6_3end - 119
chr10 19,569,109 19,569,653 AluSp - 544
chr10 19,569,171 19,569,181 L1P_orf2 - 10
chr10 19,569,489 19,569,605 AluY - 116
chr10 19,569,556 19,569,627 AluY + 71
chr10 19,569,728 19,569,741 L1PA5_3end - 13
chr10 19,569,888 19,569,899 AluSq - 11
chr10 19,569,955 19,570,142 L1P_orf2 - 187
chr10 19,570,079 19,570,225 AluSq + 146
chr10 19,570,104 19,570,212 AluYg6 - 108
chr10 19,570,257 19,570,361 L1P_orf2 - 104
chr10 19,570,265 19,570,388 AluSq - 123
chr10 19,570,312 19,570,389 L1PA3_3end - 77
chr10 19,570,314 19,570,779 AluY + 465
chr10 19,570,511 19,570,625 AluY - 114
chr10 19,570,534 19,570,678 L1P_orf2 - 144
chr10 19,570,835 19,570,864 AluSq - 29
chr10 19,571,086 19,571,194 AluSp + 108



chr10 19,571,169 19,571,282 AluSc - 113
chr10 19,571,202 19,571,342 AluY + 139
chr10 19,571,685 19,571,843 AluSq + 158
chr10 19,571,949 19,572,049 AluSq - 100
chr10 19,571,954 19,572,010 AluY - 56
chr10 19,572,577 19,572,658 AluSp - 0
chr10 19,572,757 19,573,088 AluSp + 0
chr10 19,572,759 19,572,773 AluY + 0
chr10 19,572,907 19,572,917 AluY - 0
chr10 20,775,468 20,775,552 AluY - 0
chr10 20,794,458 20,794,670 L1 - 212
chr10 21,368,026 21,368,261 L1P_orf2 - 235 NEBL
chr10 21,984,603 21,984,728 SVA - 125 MLLT10
chr10 25,585,770 25,585,985 AluYd8 - 214 GPR158
chr10 26,094,733 26,094,783 AluYg6 + 0
chr10 26,234,155 26,234,176 AluY - 10
chr10 26,246,094 26,246,302 AluY - 0
chr10 26,532,731 26,533,035 AluY + 244 MYO3A
chr10 26,781,364 26,781,470 AluY - 6 APBB1IP
chr10 27,600,002 27,600,014 AluY - 12
chr10 27,606,109 27,606,165 AluY - 56
chr10 28,262,088 28,262,262 L1PA2_3end + 139 ARMC4
chr10 28,309,140 28,309,287 AluY + 147 ARMC4
chr10 28,762,369 28,762,416 AluY - 47
chr10 29,706,990 29,707,090 LTR5_Hs - 57
chr10 30,230,231 30,230,347 AluY + 0
chr10 31,307,945 31,308,016 AluY - 71 ZNF438
chr10 31,836,484 31,836,722 AluY - 238 ZEB1
chr10 32,400,395 32,400,505 AluY - 0
chr10 32,808,778 32,808,875 AluY - 97 CCDC7
chr10 33,488,540 33,488,555 AluY - 0
chr10 34,757,526 34,757,557 AluY + 0 PARD3
chr10 35,429,127 35,429,180 SVA - 0
chr10 36,833,873 36,833,916 AluY + 37
chr10 37,362,103 37,362,295 AluYd8 + 0
chr10 37,651,391 37,651,554 AluY + 163
chr10 38,369,717 38,369,770 AluY - 51 ZNF33A
chr10 38,628,924 38,629,139 SVA + 0
chr10 39,178,787 39,179,235 AluSp + 448
chr10 41,676,187 41,676,212 AluSq - 25
chr10 41,680,620 41,680,695 AluJo - 75
chr10 41,680,629 41,680,690 AluY + 61
chr10 41,680,791 41,680,858 AluSx - 67



chr10 41,685,018 41,685,081 AluSc + 36
chr10 41,685,474 41,685,702 AluSq + 204
chr10 41,685,609 41,685,702 AluSx - 69
chr10 41,686,190 41,686,271 AluSx + 68
chr10 41,689,332 41,689,524 AluSc - 183
chr10 41,689,560 41,689,686 AluY - 126
chr10 41,689,995 41,690,239 AluY - 230
chr10 41,698,326 41,698,595 7SLRNA + 256
chr10 41,698,345 41,698,584 AluSp - 226
chr10 41,701,837 41,702,462 AluJb - 589
chr10 41,701,868 41,702,463 AluY + 559
chr10 41,701,956 41,702,358 AluSq + 366
chr10 41,701,960 41,702,425 AluY - 429
chr10 41,702,409 41,702,463 AluSp - 54
chr10 41,702,510 41,702,585 AluSc + 31
chr10 41,702,642 41,702,663 AluSq - 21
chr10 41,702,676 41,702,750 AluY + 74
chr10 41,717,839 41,718,126 AluJb + 287
chr10 41,717,908 41,718,146 L1P_orf2 + 238
chr10 41,718,277 41,718,380 AluYb9 + 103
chr10 41,718,503 41,718,606 L1P_orf2 - 103
chr10 41,718,506 41,718,526 AluSq - 20
chr10 41,718,509 41,718,548 AluSq + 39
chr10 41,718,518 41,718,531 AluY - 13
chr10 41,718,674 41,718,870 AluSp + 196
chr10 41,718,688 41,718,777 AluY + 89
chr10 41,718,938 41,718,951 AluSc - 13
chr10 41,719,070 41,719,166 AluSq + 96
chr10 41,720,180 41,720,678 SVA - 498
chr10 41,720,622 41,720,635 AluSq - 13
chr10 41,847,547 41,847,774 AluSc - 227
chr10 41,847,597 41,847,775 AluJb + 178
chr10 41,847,603 41,847,730 AluY - 127
chr10 41,847,751 41,847,771 AluSp + 20
chr10 41,847,752 41,847,771 L1 + 19
chr10 41,847,769 41,847,772 AluYg6 + 3
chr10 41,847,812 41,847,973 L1 + 161
chr10 41,847,830 41,847,965 AluSq - 135
chr10 41,847,962 41,847,993 L1P_orf2 - 31
chr10 41,848,101 41,848,492 L1 + 391
chr10 41,848,109 41,848,496 AluY - 387
chr10 41,848,112 41,848,335 AluSp - 223
chr10 41,848,115 41,848,228 AluSx + 113



chr10 41,852,863 41,853,270 AluJb + 407
chr10 41,858,678 41,859,103 AluJb - 425
chr10 41,859,140 41,859,370 L1P_orf2 + 230
chr10 41,859,142 41,859,373 AluSq - 231
chr10 41,859,146 41,859,374 AluSq + 228
chr10 41,859,347 41,859,373 AluY + 26
chr10 41,859,509 41,859,665 L1 - 156
chr10 41,859,712 41,859,985 AluSq - 273
chr10 41,859,714 41,859,814 AluSc + 100
chr10 41,859,716 41,859,983 AluY - 267
chr10 41,859,724 41,859,943 AluJb - 219
chr10 41,859,725 41,859,932 AluY + 207
chr10 42,348,790 42,348,810 AluY + 20 ZNF37B
chr10 43,350,047 43,350,140 AluYd8 - 80
chr10 43,930,466 43,930,605 AluY - 0
chr10 47,023,175 47,023,301 AluY - 0
chr10 48,146,787 48,147,148 AluY - 361
chr10 49,097,869 49,098,055 AluY + 137 FRMPD2
chr10 49,140,630 49,140,640 AluY + 10 FRMPD2
chr10 49,250,586 49,250,872 AluY + 286
chr10 49,265,103 49,265,196 AluY + 0
chr10 49,761,531 49,761,617 AluY - 0 WDFY4
chr10 49,769,666 49,769,748 L1PA3_3end - 82 WDFY4
chr10 50,124,047 50,124,605 L1 + 448
chr10 50,232,003 50,232,077 PTERV1 + 0
chr10 51,252,074 51,252,094 SVA - 0 NCOA4
chr10 52,166,446 52,166,624 AluY + 178
chr10 53,720,007 53,720,254 AluY - 0 PRKG1
chr10 53,812,948 53,812,997 AluY + 24
chr10 54,860,975 54,861,085 AluY + 0
chr10 55,626,358 55,626,482 AluYg6 - 73 PCDH15
chr10 55,711,771 55,712,041 AluY - 123 PCDH15
chr10 56,026,260 56,026,353 AluY + 93 PCDH15
chr10 56,755,645 56,755,762 AluY - 117
chr10 57,144,904 57,145,090 AluY + 20
chr10 58,631,311 58,631,597 AluY - 227
chr10 58,645,238 58,645,303 AluY + 0
chr10 58,892,540 58,892,968 AluSq + 145
chr10 59,106,284 59,106,455 AluY - 0
chr10 59,549,640 59,549,847 L1PA2_3end + 177
chr10 59,672,483 59,672,540 AluY + 31 IPMK
chr10 60,799,111 60,799,181 AluY + 70
chr10 61,018,149 61,018,231 AluY + 82



chr10 62,015,231 62,015,493 AluY + 0
chr10 62,092,876 62,093,013 AluYd8 + 0
chr10 62,176,678 62,176,854 AluY - 141
chr10 63,081,975 63,082,542 AluSp - 329
chr10 63,533,419 63,533,705 AluY + 138
chr10 65,350,454 65,350,493 AluY - 0
chr10 65,706,244 65,706,281 AluY - 37
chr10 66,861,837 66,862,022 AluY + 4
chr10 67,224,566 67,225,126 AluSq - 512
chr10 68,660,292 68,660,358 L1 + 66 CTNNA3
chr10 69,653,356 69,653,471 AluY + 69
chr10 73,566,774 73,567,351 AluSg1 + 511 ASCC1
chr10 74,130,287 74,130,445 SVA - 0 CCDC109A
chr10 74,204,544 74,204,595 AluYg6 + 51 CCDC109A
chr10 74,495,588 74,495,833 SVA + 245 P4HA1
chr10 74,643,652 74,643,830 SVA - 178 FAM149B1
chr10 75,365,269 75,365,304 L1PA2_3end - 0
chr10 76,014,239 76,014,364 AluY - 34 ADK
chr10 76,242,336 76,242,356 AluSp + 12
chr10 76,290,455 76,291,025 AluSp + 543 MYST4
chr10 76,408,763 76,408,876 AluY + 72 MYST4
chr10 76,617,241 76,617,711 AluYg6 - 294
chr10 76,903,608 76,903,750 SVA - 136
chr10 77,073,363 77,073,511 AluY - 36
chr10 77,452,772 77,452,998 AluY - 32 C10orf11
chr10 77,487,102 77,487,178 AluYb9 - 50 C10orf11
chr10 78,812,870 78,812,979 AluY + 96 KCNMA1
chr10 79,983,312 79,983,561 AluY - 237
chr10 83,273,310 83,273,525 AluYg6 - 0
chr10 83,843,100 83,843,207 AluY - 0 NRG3
chr10 84,013,719 84,013,956 AluY + 170 NRG3
chr10 84,027,791 84,027,957 SVA - 0 NRG3
chr10 84,046,837 84,046,894 AluY - 57 NRG3
chr10 84,526,436 84,526,519 AluY - 83 NRG3
chr10 85,229,136 85,229,232 AluY + 96
chr10 85,870,472 85,870,544 PTERV1 + 72
chr10 85,997,061 85,997,179 AluY + 94 RGR
chr10 86,570,871 86,571,483 AluYg6 + 424
chr10 86,687,404 86,687,435 AluY - 31
chr10 86,875,450 86,875,624 L1 + 141
chr10 87,270,821 87,270,897 AluY - 76
chr10 87,741,982 87,742,049 AluY - 67 GRID1
chr10 88,786,163 88,786,471 AluYb9 - 308



chr10 89,525,677 89,525,809 AluY + 0 ATAD1
chr10 91,097,148 91,097,236 AluYd8 + 88
chr10 91,527,190 91,527,212 AluY - 22
chr10 91,840,644 91,840,703 PTERV1 - 59
chr10 93,064,779 93,064,817 AluY + 0 LOC1001889
chr10 93,157,209 93,157,378 AluY - 0 LOC1001889
chr10 93,325,961 93,326,154 AluY - 48 LOC1001889
chr10 93,595,272 93,595,372 AluY - 0 TNKS2
chr10 93,710,159 93,710,200 AluYg6 - 0 BTAF1
chr10 94,033,259 94,033,329 AluY + 3 CPEB3
chr10 94,073,834 94,073,878 SVA - 44 MARCH5
chr10 94,260,064 94,260,134 SVA + 70 IDE
chr10 94,633,674 94,633,906 L1 - 232 EXOC6
chr10 95,190,325 95,190,517 AluYd8 + 95 MYOF
chr10 95,614,403 95,614,432 AluY - 0
chr10 96,543,951 96,544,375 L1 - 424 CYP2C19
chr10 96,865,474 96,865,614 AluY - 140
chr10 96,883,955 96,883,995 AluY - 40
chr10 96,983,868 96,983,938 AluY - 19
chr10 97,173,867 97,173,913 AluY - 46 SORBS1
chr10 97,919,254 97,919,386 AluY - 132
chr10 98,227,108 98,227,142 AluY - 34 TLL2
chr10 98,551,484 98,551,503 AluY - 19
chr10 99,013,660 99,013,718 AluYb9 + 0 ARHGAP19
chr10 99,163,792 99,163,903 AluSq - 0
chr10 99,585,819 99,585,930 AluYa8 - 27
chr10 99,991,282 99,991,363 AluYb9 - 0 C10orf28
chr10 100,664,193 100,664,345 AluY - 0 HPSE2
chr10 100,680,480 100,680,502 L1P_orf2 - 22 HPSE2
chr10 101,468,554 101,468,624 AluY - 23 COX15
chr10 101,562,550 101,562,635 AluYg6 + 0 ABCC2
chr10 101,789,361 101,789,468 AluY - 0
chr10 103,927,094 103,927,259 AluYb9 - 149
chr10 104,243,937 104,244,473 AluJb + 503 ACTR1A
chr10 104,429,526 104,430,025 AluYg6 - 282 ARL3
chr10 105,166,124 105,166,199 AluY + 0 PDCD11
chr10 105,821,143 105,821,298 AluY + 0 COL17A1
chr10 105,831,675 105,831,969 L1PA3_3end - 70 COL17A1
chr10 106,174,466 106,174,533 AluY + 0 CCDC147
chr10 106,217,789 106,217,857 AluYg6 + 68
chr10 106,759,478 106,759,529 AluY + 0 SORCS3
chr10 107,461,886 107,461,944 AluY + 58
chr10 107,485,525 107,485,596 L1 + 71



chr10 107,868,542 107,868,860 AluYh9 + 318
chr10 108,128,258 108,128,396 AluY + 138
chr10 108,295,504 108,295,589 AluY - 83
chr10 109,077,547 109,077,646 AluY - 99
chr10 110,113,214 110,113,291 AluY + 77
chr10 110,127,560 110,127,568 AluY + 8
chr10 110,343,833 110,343,899 AluY + 0
chr10 111,401,119 111,401,513 AluY - 62
chr10 112,281,549 112,282,133 AluJo - 386
chr10 113,121,338 113,121,435 PTERV1 - 97
chr10 113,172,341 113,172,402 AluY - 0
chr10 114,081,852 114,081,963 AluYg6 - 111 GUCY2GP
chr10 114,724,882 114,725,022 AluY + 0 TCF7L2
chr10 114,918,055 114,918,115 AluY + 0
chr10 115,065,456 115,065,929 L1 - 53
chr10 115,724,929 115,725,045 AluY - 0
chr10 117,678,959 117,678,988 PTERV1 - 0 ATRNL1
chr10 117,680,632 117,680,639 PTERV1 - 0 ATRNL1
chr10 118,541,425 118,541,430 AluY + 0
chr10 118,799,380 118,799,411 AluY + 31
chr10 118,804,382 118,804,546 AluYd8 - 163
chr10 119,799,390 119,799,486 AluY + 72 CASC2
chr10 120,799,802 120,799,911 AluY + 0 EIF3A
chr10 120,980,559 120,980,583 SVA - 0 GRK5
chr10 121,649,336 121,649,384 AluSc - 48 SEC23IP
chr10 121,991,768 121,991,863 LTR5 - 0
chr10 122,547,206 122,547,213 SVA + 7
chr10 122,703,676 122,703,785 AluY - 109
chr10 122,845,302 122,845,460 AluY + 116
chr10 123,078,720 123,078,827 AluY + 0
chr10 123,776,862 123,776,964 AluY - 70 TACC2
chr10 125,022,634 125,022,638 AluY + 4
chr10 125,534,927 125,535,262 AluY - 228 CPXM2
chr10 126,843,405 126,843,948 AluYh9 + 282
chr10 127,313,814 127,314,015 AluY + 177
chr10 127,772,052 127,772,306 AluY + 0 ADAM12
chr10 127,960,170 127,960,197 AluY - 0 ADAM12
chr10 128,116,387 128,116,741 AluY - 0 C10orf90
chr10 128,312,996 128,313,251 AluY + 249
chr10 128,459,732 128,459,779 AluY + 35
chr10 130,303,976 130,304,448 AluYh9 + 300
chr10 130,443,547 130,443,630 AluY + 0
chr10 130,518,141 130,518,396 AluY + 0



chr10 130,836,644 130,837,187 AluY - 301
chr10 132,030,158 132,030,229 PTERV1 - 0
chr10 132,280,904 132,281,166 AluYd8 + 262
chr10 132,311,962 132,311,978 PTERV1 + 0
chr10 133,834,967 133,835,564 AluSc - 521 JAKMIP3
chr11 1,790,480 1,790,709 AluY - 188
chr11 1,982,338 1,982,968 AluYg6 - 301
chr11 4,398,301 4,398,552 AluY - 0
chr11 4,398,488 4,398,628 AluYd8 - 0
chr11 4,736,372 4,736,511 AluY + 139
chr11 5,467,661 5,467,708 AluY - 0
chr11 7,573,937 7,574,155 AluY + 0 PPFIBP2
chr11 7,817,000 7,817,106 AluY - 106
chr11 7,951,352 7,951,442 AluY + 90
chr11 8,453,675 8,453,744 AluY - 0 STK33
chr11 8,750,206 8,750,364 AluY + 156 ST5
chr11 9,086,271 9,086,394 SVA + 90
chr11 9,224,917 9,225,385 AluY + 466 DENND5A
chr11 9,248,992 9,249,035 AluY - 0
chr11 9,735,534 9,735,602 AluY + 0
chr11 10,373,468 10,373,542 AluY + 74
chr11 10,570,983 10,571,023 AluY + 40 MRVI1
chr11 11,807,320 11,807,373 AluY + 0
chr11 12,261,751 12,261,900 AluYb9 - 124
chr11 12,441,775 12,441,802 AluY - 26 PARVA
chr11 12,815,081 12,815,089 AluY - 0 TEAD1
chr11 13,341,355 13,341,540 AluY - 0 ARNTL
chr11 14,863,186 14,863,310 AluY - 0 CYP2R1
chr11 15,262,251 15,262,317 AluYd8 - 66
chr11 15,455,624 15,455,650 AluY - 26
chr11 16,444,681 16,445,054 L1PA13_3end + 372 SOX6
chr11 17,635,473 17,635,513 AluYd8 - 40
chr11 18,591,726 18,591,848 AluYb9 + 25 SPTY2D1
chr11 18,864,425 18,864,476 AluY + 0
chr11 19,260,618 19,260,735 AluY - 117
chr11 19,726,968 19,727,082 AluY - 73 NAV2
chr11 19,952,034 19,952,118 AluY - 0 NAV2
chr11 20,178,975 20,179,148 AluY - 173
chr11 20,499,413 20,499,455 AluY + 42
chr11 20,540,657 20,540,766 AluY + 109
chr11 20,673,438 20,673,714 SVA - 276 NELL1
chr11 20,767,195 20,767,361 AluY - 165 NELL1
chr11 21,511,818 21,511,868 AluY - 0 NELL1



chr11 21,784,222 21,784,399 AluYg6 + 0
chr11 22,353,004 22,353,029 AluY - 0 SLC17A6
chr11 23,639,204 23,639,222 AluYg6 + 0
chr11 23,723,820 23,724,000 AluY + 0
chr11 23,786,785 23,786,795 AluY - 10
chr11 23,820,189 23,820,645 AluYd8 - 455
chr11 25,627,682 25,628,129 L1 - 226
chr11 26,398,710 26,398,829 AluY - 119 ANO3
chr11 26,619,204 26,619,376 AluY + 0 ANO3
chr11 26,632,065 26,632,120 AluY - 55 ANO3
chr11 27,693,386 27,693,462 AluY + 32 BDNF
chr11 28,755,450 28,755,585 L1PA3_3end - 0
chr11 29,505,372 29,505,516 AluY - 143
chr11 30,340,870 30,340,896 AluY - 26
chr11 31,515,069 31,515,108 AluY - 39 ELP4
chr11 32,349,530 32,349,588 AluY - 58
chr11 32,516,438 32,517,026 AluSp - 586
chr11 33,945,857 33,945,940 AluY - 56
chr11 34,238,712 34,238,878 AluYb9 + 76 ABTB2
chr11 34,760,138 34,760,194 AluY - 56
chr11 34,921,578 34,921,759 LTR5_Hs - 0 PDHX
chr11 37,689,273 37,689,498 AluY - 15
chr11 37,859,761 37,859,830 AluY - 69
chr11 38,272,423 38,272,431 AluY - 8
chr11 38,298,745 38,299,000 AluY + 255
chr11 39,330,132 39,330,372 AluY - 240
chr11 39,349,677 39,349,775 AluYb9 + 0
chr11 39,410,543 39,410,696 AluY - 0
chr11 40,211,215 40,211,276 AluY + 61 LRRC4C
chr11 41,156,198 41,156,746 AluJo - 254
chr11 41,268,335 41,268,542 AluY + 0
chr11 41,504,596 41,505,237 AluYb9 - 639
chr11 42,319,496 42,319,627 AluYd8 - 131
chr11 44,627,948 44,628,353 AluJb - 383
chr11 44,862,102 44,862,189 AluY - 29 TSPAN18
chr11 45,176,214 45,176,250 AluY - 0 PRDM11
chr11 46,473,684 46,473,784 SVA + 0 AMBRA1
chr11 46,960,609 46,960,939 AluY - 0 C11orf49
chr11 47,388,887 47,388,960 AluY + 0 SLC39A13
chr11 47,562,643 47,563,178 AluSp - 369 NDUFS3
chr11 49,036,716 49,036,994 AluY - 0
chr11 49,093,903 49,094,014 AluY + 24
chr11 49,197,728 49,197,893 AluY - 19



chr11 49,420,812 49,421,031 AluYd8 + 120
chr11 49,468,979 49,468,988 AluY - 9
chr11 49,478,064 49,478,136 LTR5_Hs + 72
chr11 49,732,263 49,732,491 AluY - 227 LOC440040
chr11 54,565,153 54,565,161 AluYd8 + 8
chr11 54,889,489 54,889,613 AluY + 0
chr11 55,046,693 55,046,749 AluY + 56
chr11 55,082,473 55,082,568 PTERV1 + 92
chr11 57,293,681 57,293,837 AluY - 27 CTNND1
chr11 57,712,965 57,712,972 AluY - 0
chr11 57,800,412 57,800,629 AluY - 0
chr11 58,200,493 58,200,518 PTERV1 - 25
chr11 58,291,668 58,291,828 AluY - 11
chr11 58,564,050 58,564,117 AluYg6 + 67
chr11 59,070,537 59,070,570 PTERV1 + 33
chr11 59,507,543 59,507,592 AluY - 0
chr11 59,844,997 59,845,038 LTR5_Hs + 41
chr11 60,266,463 60,266,610 AluY + 147
chr11 60,949,963 60,950,018 AluY + 11 CPSF7
chr11 61,341,664 61,341,730 SVA - 0
chr11 61,640,505 61,640,622 AluY - 116
chr11 61,680,343 61,680,391 AluY + 48
chr11 61,787,336 61,787,362 AluY + 26
chr11 62,623,898 62,624,045 AluY + 147 SLC22A24
chr11 62,975,612 62,975,792 SVA + 180
chr11 63,467,131 63,467,182 AluY + 0 NAA40
chr11 63,707,829 63,707,957 AluYd8 + 128
chr11 63,958,232 63,958,247 SVA + 0
chr11 64,103,635 64,104,106 AluSp - 273
chr11 64,817,918 64,817,971 AluYg6 + 0 POLA2
chr11 65,207,508 65,208,026 AluYb9 + 491
chr11 65,249,223 65,249,892 AluYg6 - 654
chr11 65,719,859 65,719,974 SVA + 108 PACS1
chr11 65,722,743 65,723,155 SVA - 409 PACS1
chr11 66,094,554 66,094,633 AluY - 79
chr11 67,104,774 67,105,120 SVA + 293
chr11 67,120,975 67,120,999 SVA + 24
chr11 68,771,153 68,771,432 AluSc - 279
chr11 69,937,664 69,938,205 AluY + 292 CTTN
chr11 70,565,779 70,565,823 AluY - 44 SHANK2
chr11 70,769,635 70,769,659 AluY - 0
chr11 70,855,211 70,855,277 AluSp - 0 NADSYN1
chr11 71,282,785 71,282,999 SVA - 0 LOC1001333



chr11 71,694,387 71,694,456 AluY - 0 CLPB
chr11 71,708,345 71,708,569 AluYh9 + 100 CLPB
chr11 71,708,410 71,708,614 AluY + 35 CLPB
chr11 71,808,655 71,808,877 SVA + 121 CLPB
chr11 72,885,088 72,885,555 AluY - 431 FAM168A
chr11 73,983,103 73,983,127 AluY - 24 POLD3
chr11 75,105,887 75,106,146 SVA + 259
chr11 78,739,644 78,739,898 AluY - 254 ODZ4
chr11 79,164,635 79,164,683 AluY - 0
chr11 79,522,699 79,522,856 AluY - 157
chr11 79,725,173 79,725,347 AluY - 112
chr11 79,885,496 79,885,971 AluY - 399
chr11 80,680,988 80,681,003 AluY + 0
chr11 81,046,349 81,046,500 AluYg6 - 151
chr11 81,728,375 81,728,576 AluYg6 - 0
chr11 81,818,641 81,818,644 AluY + 3
chr11 83,583,559 83,583,847 AluY - 271 DLG2
chr11 83,650,152 83,650,166 AluY - 0 DLG2
chr11 83,746,882 83,747,041 AluY + 0 DLG2
chr11 84,531,424 84,531,613 AluY - 189 DLG2
chr11 84,781,386 84,781,433 AluY + 47 DLG2
chr11 85,376,798 85,376,921 AluY - 0 PICALM
chr11 86,767,701 86,767,776 SVA - 0
chr11 87,982,909 87,982,989 AluY - 80 GRM5
chr11 88,514,510 88,514,547 AluY + 0
chr11 90,317,839 90,317,972 AluY + 10
chr11 91,535,288 91,535,374 AluY + 0
chr11 91,542,247 91,542,271 L1 + 24
chr11 91,946,332 91,946,427 AluY - 95 FAT3
chr11 92,304,820 92,304,966 AluY + 0
chr11 92,305,043 92,305,174 AluY - 8
chr11 93,013,238 93,013,279 AluY + 0
chr11 93,247,422 93,247,999 AluY - 575
chr11 93,353,040 93,353,322 SVA - 277
chr11 93,555,218 93,555,371 AluY + 0
chr11 94,510,990 94,511,104 AluY + 108
chr11 95,271,826 95,271,854 AluY + 0 MTMR2
chr11 95,432,579 95,432,594 LTR5_Hs - 15 MAML2
chr11 95,637,374 95,637,520 AluY + 0 MAML2
chr11 96,190,180 96,190,519 L1P_orf2 + 339
chr11 96,551,780 96,551,861 AluY + 79
chr11 96,601,941 96,601,972 AluY + 0
chr11 96,879,841 96,879,995 AluY + 0



chr11 97,837,464 97,837,848 AluY + 383
chr11 98,582,412 98,582,638 AluY + 0 CNTN5
chr11 100,451,432 100,451,561 L1P_orf2 + 129 PGR
chr11 100,828,666 100,828,678 AluY + 0 TRPC6
chr11 100,997,686 100,997,837 LTR5 - 151
chr11 101,014,881 101,014,941 AluY + 56
chr11 102,049,905 102,050,048 AluY - 143
chr11 102,828,210 102,828,302 AluY - 0 DYNC2H1
chr11 104,683,872 104,684,141 AluY - 269
chr11 104,899,402 104,899,474 AluY - 72
chr11 104,937,935 104,938,016 AluY + 81
chr11 105,514,042 105,514,101 AluY + 59
chr11 105,549,684 105,549,695 PTERV1 - 1
chr11 106,563,886 106,563,922 AluY + 36
chr11 107,180,385 107,180,530 AluY + 0 SLC35F2
chr11 107,359,060 107,359,123 SVA - 63
chr11 107,790,995 107,791,008 SVA + 13 C11orf65
chr11 107,809,074 107,809,597 AluY + 520 C11orf65
chr11 108,421,777 108,422,112 L1P_orf2 - 328
chr11 109,433,131 109,433,205 AluY - 0
chr11 109,900,664 109,900,761 AluY - 97
chr11 110,059,265 110,059,365 AluY + 0 ARHGAP20
chr11 110,420,407 110,420,435 AluY - 28
chr11 111,199,744 111,199,798 AluY - 54 ALG9
chr11 111,199,804 111,199,881 AluYd8 - 77 ALG9
chr11 112,110,042 112,110,145 AluYd8 + 14
chr11 112,522,248 112,522,256 AluY - 0 NCAM1
chr11 112,802,320 112,802,388 AluYa8 + 0 DRD2
chr11 113,598,199 113,598,211 AluY - 0 ZBTB16
chr11 113,895,645 113,896,068 AluY - 358
chr11 113,898,718 113,898,749 L1HS_3end + 0 FAM55A
chr11 113,932,131 113,932,347 AluYd8 + 140 FAM55A
chr11 113,936,977 113,937,082 AluY - 0
chr11 114,785,281 114,785,378 AluYd8 - 41 CADM1
chr11 114,835,223 114,835,305 AluY - 0 CADM1
chr11 115,391,475 115,391,746 AluY - 271
chr11 115,619,188 115,619,343 AluY + 91
chr11 116,469,354 116,469,425 AluY + 0 SIK3
chr11 117,645,523 117,645,540 AluSg + 17
chr11 118,039,623 118,039,682 AluY + 20 TREH
chr11 118,079,320 118,079,363 LTR5_Hs + 0
chr11 118,496,648 118,496,657 AluY + 9
chr11 118,758,298 118,758,633 AluSp - 238



chr11 120,060,461 120,060,938 AluYd8 - 279 GRIK4
chr11 120,919,769 120,919,773 AluYd8 + 0 SORL1
chr11 121,020,407 121,020,472 AluY + 10
chr11 121,208,102 121,208,339 AluY + 49
chr11 121,611,101 121,611,273 AluY - 0
chr11 121,799,629 121,799,719 AluY - 0
chr11 122,029,464 122,029,602 AluY + 31
chr11 122,456,067 122,456,537 AluSq - 469 ASAM
chr11 124,715,571 124,716,228 AluYb9 + 500 PKNOX2
chr11 125,113,478 125,113,501 AluY + 23
chr11 125,227,498 125,227,734 AluY - 236
chr11 125,620,417 125,620,428 AluY + 11 FAM118B
chr11 126,110,927 126,110,960 AluYg6 - 0 KIRREL3
chr11 126,318,876 126,319,007 AluY + 0 KIRREL3
chr11 127,511,338 127,511,978 AluYg6 - 508
chr11 128,927,640 128,927,711 SVA + 64
chr11 129,017,484 129,018,011 AluYb9 + 302
chr11 129,363,520 129,364,147 AluYg6 - 473 PRDM10
chr11 129,614,937 129,615,497 AluY - 297 ZBTB44
chr11 129,687,027 129,687,188 AluY + 161 ZBTB44
chr11 129,875,830 129,875,858 SVA - 28
chr11 130,040,775 130,040,924 AluY - 0
chr11 130,736,113 130,736,622 AluYb9 - 279
chr11 130,807,772 130,808,260 AluY - 487 NTM
chr11 132,581,943 132,582,500 AluY + 320 OPCML
chr11 132,682,394 132,682,449 AluY + 55 OPCML
chr11 134,432,142 134,432,209 AluY - 0
chr12 48,234 48,330 AluYd8 + 0 IQSEC3
chr12 786,923 787,453 AluYh9 - 309 WNK1
chr12 954,671 954,839 AluY + 24
chr12 1,211,023 1,211,577 AluYb9 - 552 ERC1
chr12 1,523,916 1,524,439 AluY + 506
chr12 1,539,031 1,539,186 AluY - 23
chr12 1,548,060 1,548,244 AluSp + 183 FBXL14
chr12 1,601,730 1,601,742 SVA - 0 WNT5B
chr12 2,138,430 2,138,592 AluY + 162 CACNA1C
chr12 2,310,971 2,311,081 AluYg6 + 110 CACNA1C
chr12 2,713,806 2,713,935 AluY + 0
chr12 3,134,329 3,134,591 AluY - 141 TSPAN9
chr12 3,501,601 3,501,788 AluY + 187 PRMT8
chr12 3,723,558 3,723,876 AluYd8 - 0 EFCAB4B
chr12 4,095,512 4,095,703 SVA + 46
chr12 4,501,497 4,501,510 LTR5_Hs + 13 C12orf4



chr12 5,107,450 5,107,627 AluY - 177
chr12 5,734,030 5,734,187 PTERV1 + 157 ANO2
chr12 6,455,045 6,455,730 PTERV1 + 684
chr12 6,838,244 6,838,466 AluYd8 - 53 USP5
chr12 7,668,329 7,668,426 AluY + 0
chr12 8,041,752 8,041,872 AluY + 120
chr12 8,575,964 8,576,207 AluYd8 + 122
chr12 9,137,590 9,137,713 AluY + 104 A2M
chr12 9,830,154 9,830,362 AluY + 208
chr12 10,106,218 10,106,274 SVA - 0 CLEC9A
chr12 10,192,887 10,192,917 AluY - 30
chr12 10,764,693 10,764,844 AluY + 0 CSDA
chr12 10,777,745 10,777,807 AluY + 0
chr12 12,226,313 12,226,345 SVA + 32 LRP6
chr12 12,638,026 12,638,557 AluY + 501
chr12 13,095,336 13,095,457 AluY + 0 KIAA1467
chr12 13,478,533 13,478,565 PTERV1 + 1
chr12 13,933,994 13,934,038 AluY + 0 GRIN2B
chr12 14,168,225 14,168,326 SVA + 0
chr12 14,234,363 14,234,592 SVA + 229
chr12 14,544,397 14,544,480 AluY + 0
chr12 14,573,549 14,573,564 AluY + 15 PLBD1
chr12 15,213,082 15,213,136 AluY + 22 RERG
chr12 15,608,382 15,608,492 AluY - 0 PTPRO
chr12 15,788,809 15,788,980 SVA + 108 EPS8
chr12 15,880,007 15,880,203 AluY - 0
chr12 16,598,739 16,599,190 AluY - 274 LMO3
chr12 19,333,380 19,333,488 AluY - 0 PLEKHA5
chr12 21,479,452 21,479,499 AluY - 0
chr12 21,485,774 21,486,005 AluY - 231 PYROXD1
chr12 22,199,586 22,199,652 AluY + 66
chr12 22,850,654 22,850,899 AluY - 67
chr12 22,860,407 22,860,476 SVA + 0
chr12 23,153,413 23,153,522 AluY - 0
chr12 23,155,949 23,156,015 AluYg6 + 0
chr12 24,252,337 24,252,523 AluY - 0 SOX5
chr12 24,823,049 24,823,142 AluY - 0
chr12 24,852,466 24,852,779 AluSp - 142
chr12 25,297,916 25,298,033 AluY - 117
chr12 25,339,927 25,339,990 AluY - 0
chr12 25,450,163 25,450,252 AluY + 89
chr12 25,551,768 25,551,973 L1PA2_3end + 205 IFLTD1
chr12 25,962,046 25,962,089 L1PA2_3end + 43



chr12 26,774,174 26,774,258 AluY + 27 ITPR2
chr12 26,849,902 26,849,952 AluSq + 50 ITPR2
chr12 27,242,953 27,243,091 AluY - 0
chr12 27,651,218 27,651,318 AluY - 50 PPFIBP1
chr12 28,618,925 28,619,087 AluY - 86
chr12 29,864,560 29,864,726 AluY - 0
chr12 29,933,732 29,933,931 AluY + 199
chr12 31,070,254 31,070,534 AluYg6 - 262
chr12 31,168,339 31,168,429 PTERV1 + 90
chr12 31,218,882 31,218,986 PTERV1 - 0
chr12 31,953,545 31,953,781 AluY - 235
chr12 32,060,993 32,061,063 PTERV1 - 70
chr12 32,095,637 32,095,673 PTERV1 + 36
chr12 32,108,377 32,108,525 AluY + 14
chr12 32,505,485 32,505,498 SVA - 0
chr12 32,974,344 32,974,412 AluY + 68
chr12 33,031,763 33,031,874 AluY - 111
chr12 33,936,197 33,936,299 AluY - 0
chr12 34,262,588 34,262,600 PTERV1 - 12
chr12 34,319,300 34,319,313 PTERV1 + 0
chr12 34,741,755 34,742,197 AluYd8 + 442
chr12 34,742,236 34,742,577 AluSc + 341
chr12 36,989,686 36,989,688 AluY - 2
chr12 37,173,949 37,173,975 AluY + 26
chr12 37,850,735 37,850,877 AluYd8 - 0
chr12 38,801,433 38,801,495 AluY + 62
chr12 38,872,054 38,872,266 AluY - 212
chr12 39,207,307 39,207,352 AluY - 0
chr12 40,051,505 40,051,624 LTR5_Hs - 86 PDZRN4
chr12 40,186,369 40,186,375 AluY + 0 PDZRN4
chr12 40,530,115 40,530,374 AluYd8 - 0
chr12 40,559,154 40,559,362 AluYb9 + 150
chr12 41,069,806 41,069,951 SVA - 0 PPHLN1
chr12 42,376,021 42,376,226 AluYd8 + 0
chr12 43,170,376 43,170,410 AluY - 34
chr12 44,453,693 44,453,829 AluY + 136 ARID2
chr12 45,120,673 45,120,856 AluY - 41
chr12 45,297,563 45,297,585 L1 + 22
chr12 45,371,352 45,371,494 AluY - 142
chr12 45,408,661 45,408,863 AluYa8 - 202
chr12 45,863,617 45,863,796 AluY + 0
chr12 46,088,177 46,088,368 AluY + 106
chr12 46,998,116 46,998,146 AluY - 0



chr12 47,128,550 47,128,626 SVA - 28
chr12 47,984,641 47,984,700 AluY + 0
chr12 47,989,440 47,989,444 AluYg6 + 4
chr12 48,102,075 48,102,361 SVA - 144 SPATS2
chr12 48,166,959 48,167,015 AluY - 56 SPATS2
chr12 48,429,004 48,429,169 AluY - 0 TMBIM6
chr12 48,932,152 48,932,722 AluSg1 + 437 LIMA1
chr12 50,953,930 50,954,146 AluY + 211
chr12 51,960,306 51,960,640 AluSp - 291 ESPL1
chr12 52,597,083 52,597,182 AluY - 99
chr12 54,000,926 54,001,073 AluY - 0 OR6C1
chr12 55,455,693 55,455,721 AluSq - 28 HSD17B6
chr12 55,457,176 55,457,336 AluY - 159 HSD17B6
chr12 55,793,360 55,793,442 AluY + 0
chr12 56,294,030 56,294,415 AluY + 0 GEFT
chr12 57,286,138 57,286,270 AluYd8 + 79
chr12 57,734,116 57,734,352 AluY + 0
chr12 60,234,418 60,234,483 AluY + 0
chr12 61,298,803 61,299,016 AluY + 144
chr12 61,482,734 61,482,873 PTERV1 - 139 PPM1H
chr12 62,158,773 62,158,905 AluYd8 - 132
chr12 63,565,279 63,565,611 AluY - 255
chr12 63,644,004 63,644,089 SVA - 85
chr12 63,761,364 63,761,633 AluY - 0 WIF1
chr12 65,376,136 65,376,180 AluY - 0
chr12 66,119,857 66,119,968 PTERV1 + 0
chr12 66,170,670 66,170,722 AluY - 38
chr12 68,310,401 68,310,538 AluSg - 0
chr12 69,753,054 69,753,093 AluYd8 - 0
chr12 70,303,074 70,303,223 AluY + 0 ZFC3H1
chr12 71,048,552 71,048,589 AluY - 0 TRHDE
chr12 71,782,508 71,782,587 L1PA2_3end - 79
chr12 72,254,594 72,254,731 AluYg6 + 137
chr12 72,350,699 72,350,862 AluY - 163
chr12 73,244,943 73,245,021 AluY + 0
chr12 73,254,088 73,254,090 LTR5_Hs - 2
chr12 73,428,620 73,428,679 L1 - 59
chr12 74,378,357 74,378,388 PTERV1 + 0
chr12 75,369,826 75,369,924 AluYd8 - 76 OSBPL8
chr12 76,346,986 76,347,057 AluY + 71
chr12 76,710,942 76,711,125 AluY + 0
chr12 77,711,028 77,711,095 AluY + 67
chr12 78,414,146 78,414,196 PTERV1 + 23



chr12 79,414,068 79,414,166 AluY - 98 PTPRQ
chr12 79,414,817 79,414,906 AluYd8 - 89 PTPRQ
chr12 80,186,665 80,186,772 AluYd8 + 0 PPFIA2
chr12 81,501,535 81,501,616 AluY - 72
chr12 82,480,524 82,480,537 L1 + 13
chr12 83,942,644 83,942,769 LTR5_Hs - 0 LRRIQ1
chr12 85,557,320 85,557,405 AluY + 0 MGAT4C
chr12 86,050,790 86,050,882 AluY + 0
chr12 86,103,166 86,103,214 AluY + 48
chr12 86,682,393 86,682,611 AluYd8 - 147
chr12 88,380,054 88,380,207 AluY + 153 POC1B
chr12 90,212,805 90,212,863 AluY - 58
chr12 90,545,790 90,545,868 AluY + 0
chr12 90,812,425 90,812,579 AluYh9 - 0
chr12 92,387,627 92,387,869 SVA - 201 MRPL42
chr12 92,534,556 92,534,641 SVA - 0
chr12 92,664,188 92,664,267 AluY - 0 CRADD
chr12 92,689,689 92,689,960 AluY + 72 CRADD
chr12 92,899,431 92,899,676 L1P_orf2 - 245
chr12 93,392,406 93,392,685 AluY + 278
chr12 93,885,927 93,886,047 AluY - 0 NDUFA12
chr12 94,345,880 94,345,967 AluY + 87
chr12 94,958,642 94,959,057 AluSq - 315
chr12 96,048,285 96,048,384 AluY + 99
chr12 96,708,790 96,709,086 PTERV1 - 75
chr12 96,740,463 96,740,475 AluY - 12
chr12 97,281,782 97,281,923 AluY - 141
chr12 97,401,682 97,401,759 AluY - 0
chr12 97,885,084 97,885,110 AluY - 26 ANKS1B
chr12 98,152,685 98,152,796 AluY - 111 ANKS1B
chr12 98,469,548 98,469,729 AluY + 20 ANKS1B
chr12 98,762,242 98,762,289 SVA + 0 ANKS1B
chr12 98,909,192 98,909,396 AluYd8 + 204
chr12 99,117,580 99,117,715 AluY + 0 ACTR6
chr12 99,573,477 99,573,791 AluYb9 - 309
chr12 99,805,416 99,805,455 AluY - 0 ANO4
chr12 100,116,436 100,116,544 AluY - 0
chr12 100,121,178 100,121,271 AluY + 93
chr12 100,651,861 100,651,864 SVA + 0 GNPTAB
chr12 101,273,715 101,273,724 AluYd8 + 0
chr12 102,501,191 102,501,304 L1PA2_3end + 113 STAB2
chr12 102,883,345 102,883,416 L1PA2_3end + 0 TDG
chr12 102,948,650 102,948,730 SVA - 76



chr12 103,693,540 103,693,895 AluY - 351
chr12 103,877,447 103,877,587 PTERV1 + 139
chr12 105,125,192 105,125,266 AluYd8 + 74
chr12 105,321,111 105,321,216 AluY - 105 POLR3B
chr12 106,953,954 106,954,454 AluSq - 285
chr12 108,119,743 108,119,767 AluY + 24 ACACB
chr12 108,419,559 108,419,578 AluY - 0 UBE3B
chr12 109,278,421 109,278,974 AluSp - 305 ANAPC7
chr12 109,861,016 109,861,095 AluY - 0
chr12 110,433,764 110,433,826 SVA + 42 ATXN2
chr12 110,576,194 110,576,207 AluY + 0 BRAP
chr12 110,958,065 110,958,536 AluSc + 437 NAA25
chr12 111,443,635 111,443,680 SVA - 0
chr12 112,247,084 112,247,105 LTR5_Hs + 0
chr12 112,557,940 112,558,064 AluY + 0
chr12 113,361,476 113,361,696 L1PA4_3end - 138
chr12 113,361,552 113,361,572 L1PA3_3end - 14
chr12 115,078,152 115,078,165 AluY - 0 MED13L
chr12 115,241,802 115,242,302 AluSp - 499
chr12 116,719,475 116,719,556 AluYd8 - 81 KSR2
chr12 117,547,980 117,548,068 AluY + 28
chr12 118,590,035 118,590,591 AluY - 311 CIT
chr12 119,034,069 119,034,584 AluYb9 + 385 GCN1L1
chr12 119,466,454 119,466,538 AluY - 0 RNF10
chr12 121,373,456 121,373,768 SVA + 0 CLIP1
chr12 121,897,373 121,897,423 L1PA2_3end + 50 VPS37B
chr12 121,922,157 121,922,767 AluY - 388
chr12 123,096,215 123,096,282 PTERV1 - 67
chr12 123,276,258 123,276,295 AluY + 37
chr12 123,892,676 123,892,807 AluSg1 + 131
chr12 123,969,146 123,969,198 AluYh9 - 0 DHX37
chr12 124,831,524 124,831,744 AluY + 0
chr12 125,140,647 125,140,795 L1P_orf2 - 148
chr12 125,165,125 125,165,234 AluY - 45
chr12 125,625,074 125,625,351 AluY + 183
chr12 125,698,204 125,698,227 PTERV1 - 21
chr12 126,010,553 126,011,129 AluYh9 + 568
chr12 126,334,021 126,334,189 AluY - 0
chr12 126,425,557 126,425,706 LTR5 + 149
chr12 126,452,812 126,453,066 AluY - 245
chr12 126,543,314 126,543,318 PTERV1 - 0
chr12 127,405,161 127,405,260 AluYb9 + 72 TMEM132C
chr12 128,186,486 128,186,697 SVA + 39 TMEM132D



chr12 128,209,011 128,209,160 AluYd8 + 149 TMEM132D
chr12 128,722,037 128,722,088 LTR5_Hs + 51 TMEM132D
chr12 128,883,853 128,884,548 AluSp - 687 TMEM132D
chr12 129,475,325 129,475,508 PTERV1 - 125 RIMBP2
chr12 129,651,513 129,652,042 AluSp - 310
chr12 129,669,688 129,669,773 AluJb + 0
chr12 130,835,099 130,835,163 AluYd8 - 0
chr12 131,211,165 131,211,570 AluSp + 163 EP400
chr12 131,561,576 131,561,681 PTERV1 + 0
chr13 18,384,629 18,384,655 AluY - 26
chr13 18,967,816 18,968,155 AluY - 175 TPTE2
chr13 19,640,615 19,640,687 AluY + 0
chr13 19,895,515 19,895,673 AluSg1 - 158 CRYL1
chr13 20,284,858 20,284,931 AluY - 73 XPO4
chr13 20,552,619 20,552,661 SVA - 0
chr13 20,946,827 20,947,315 AluY - 296
chr13 21,661,282 21,661,291 AluY - 0
chr13 21,918,254 21,918,557 AluSx + 303
chr13 22,142,991 22,143,285 AluY - 144
chr13 22,705,220 22,705,258 AluY + 38 SGCG
chr13 22,934,192 22,934,347 AluY - 100
chr13 24,896,638 24,897,164 AluSq + 297 ATP8A2
chr13 25,084,203 25,084,445 L1PA2_3end - 242 ATP8A2
chr13 25,289,581 25,289,771 AluY - 0 ATP8A2
chr13 25,573,355 25,573,382 AluYd8 - 0
chr13 25,956,825 25,957,375 AluY + 310
chr13 26,046,792 26,047,284 AluY - 490 WASF3
chr13 26,480,081 26,480,203 AluYg6 + 87
chr13 26,803,429 26,803,480 SVA + 0
chr13 26,983,974 26,984,516 AluY - 540
chr13 28,536,016 28,536,114 AluY - 0 MTUS2
chr13 29,034,946 29,035,095 AluY + 0 SLC7A1
chr13 29,348,385 29,348,520 AluYb9 + 0
chr13 29,438,744 29,438,795 LTR5_Hs - 0
chr13 29,825,718 29,825,818 AluY - 100 LOC1001889
chr13 30,174,615 30,174,917 AluY - 127
chr13 30,255,919 30,255,971 SVA - 0
chr13 30,422,848 30,422,887 AluSq + 39 C13orf26
chr13 30,564,764 30,564,952 AluY - 148
chr13 31,710,301 31,710,517 AluYb9 - 0 FRY
chr13 31,910,457 31,910,787 AluSp + 287 N4BP2L2
chr13 32,666,919 32,667,024 AluYb9 - 0 STARD13
chr13 33,067,849 33,068,018 AluYg6 + 0



chr13 34,121,082 34,121,196 AluY - 114
chr13 34,536,290 34,536,540 AluYd8 - 195 NBEA
chr13 35,397,853 35,397,880 AluY - 23 DCLK1
chr13 35,637,031 35,637,053 AluY - 0
chr13 37,184,778 37,184,833 AluY - 0 TRPC4
chr13 37,191,993 37,192,121 AluY - 69 TRPC4
chr13 37,697,122 37,697,144 AluY - 22
chr13 37,909,527 37,909,623 AluY + 96
chr13 38,451,478 38,451,567 AluY + 0 STOML3
chr13 38,516,721 38,516,781 AluY - 0 NHLRC3
chr13 38,669,795 38,670,054 AluY + 0
chr13 39,058,309 39,058,345 AluY - 0 LHFP
chr13 40,608,664 40,608,719 AluY + 55
chr13 40,695,165 40,695,334 AluY + 0 MTRF1
chr13 40,795,224 40,795,849 AluY - 369 NAA16
chr13 42,098,118 42,098,268 AluYd8 + 16
chr13 43,789,631 43,789,669 AluY - 0
chr13 44,714,345 44,714,457 AluY - 26 GTF2F2
chr13 46,236,443 46,236,460 AluY + 0
chr13 46,795,421 46,795,486 AluY - 0
chr13 47,434,432 47,434,554 AluY - 122 SUCLA2
chr13 47,712,795 47,712,840 AluY + 0 ITM2B
chr13 47,871,744 47,871,820 AluY + 0 RB1
chr13 47,879,572 47,879,711 AluYd8 + 0 RB1
chr13 48,068,413 48,068,523 PTERV1 + 0
chr13 48,377,075 48,377,239 AluYd8 - 124
chr13 48,377,103 48,377,245 AluY - 102
chr13 48,539,953 48,540,074 AluY + 25 FNDC3A
chr13 48,576,225 48,576,686 AluYb9 + 445 FNDC3A
chr13 48,616,300 48,616,341 AluY + 0 FNDC3A
chr13 49,024,478 49,024,603 AluY + 15 RCBTB1
chr13 49,101,441 49,101,509 AluJo + 0 ARL11
chr13 49,583,618 49,583,767 L1PA3_3end + 60 DLEU2
chr13 49,903,027 49,903,096 AluY - 69
chr13 50,024,687 50,024,793 AluY - 0
chr13 50,673,757 50,673,969 SVA + 212
chr13 51,168,261 51,168,339 L1 - 78 WDFY2
chr13 51,190,823 51,190,885 AluY + 0 WDFY2
chr13 51,232,528 51,232,673 AluYb9 - 0 WDFY2
chr13 51,232,643 51,232,739 AluYd8 - 0 WDFY2
chr13 51,434,692 51,434,716 AluY - 0 ATP7B
chr13 53,744,116 53,744,174 PTERV1 - 45
chr13 53,939,894 53,940,011 AluSc + 0



chr13 54,846,377 54,846,497 AluY - 0
chr13 55,656,997 55,657,091 AluYb9 + 94
chr13 56,387,438 56,387,508 AluY + 70
chr13 56,805,875 56,805,958 AluY + 83
chr13 57,428,139 57,428,271 AluY - 132
chr13 57,464,175 57,464,404 AluY - 229
chr13 58,885,695 58,885,922 AluYd8 - 190
chr13 58,886,107 58,886,528 BC200 + 77
chr13 61,346,823 61,346,831 AluY + 8
chr13 62,436,494 62,436,568 AluY + 74
chr13 63,114,514 63,114,593 AluY - 78
chr13 63,242,763 63,242,883 AluY + 0
chr13 64,191,714 64,191,771 L1PA4_3end + 56
chr13 65,608,529 65,608,564 AluYd8 - 0
chr13 66,254,128 66,254,200 AluY + 0 PCDH9
chr13 67,193,168 67,193,361 AluY - 191
chr13 68,084,774 68,084,834 L1PA2_3end - 0
chr13 69,279,931 69,280,015 AluY - 84 KLHL1
chr13 69,516,924 69,517,027 AluY - 13 KLHL1
chr13 69,569,153 69,569,231 AluYd8 + 0 KLHL1
chr13 69,590,488 69,590,529 AluY - 0 ATXN8OS
chr13 69,956,346 69,956,396 AluY + 50
chr13 70,049,685 70,049,740 AluY + 55
chr13 70,661,236 70,661,461 AluY + 0
chr13 70,754,957 70,755,069 AluYg6 - 112
chr13 71,442,408 71,442,474 AluY + 0
chr13 71,469,491 71,469,521 AluY - 30
chr13 72,830,387 72,830,594 AluY + 176
chr13 72,982,762 72,982,782 AluY + 0
chr13 73,820,499 73,821,036 L1 + 537
chr13 74,609,240 74,609,284 AluY + 0
chr13 75,406,715 75,406,820 AluY + 0
chr13 75,543,517 75,543,643 AluYd8 + 126
chr13 78,553,391 78,553,472 AluY + 81 MIR548A2
chr13 78,626,904 78,626,915 AluY + 0 MIR548A2
chr13 79,539,865 79,539,982 AluY + 0
chr13 79,923,127 79,923,366 AluY - 0
chr13 80,127,124 80,127,160 PTERV1 - 0
chr13 80,948,172 80,948,292 AluY + 0
chr13 80,963,299 80,963,939 AluY - 636
chr13 81,820,617 81,820,758 AluY - 139
chr13 82,298,843 82,298,880 AluY - 17
chr13 82,420,553 82,420,674 AluY + 0



chr13 83,619,185 83,619,279 AluSq - 0 MIR548F1
chr13 84,284,121 84,284,317 AluY - 195
chr13 84,753,034 84,753,086 AluY - 52
chr13 85,628,911 85,628,944 AluYg6 + 10
chr13 86,161,489 86,161,557 AluYd8 - 0
chr13 86,402,155 86,402,266 AluY + 0
chr13 86,801,170 86,801,208 LTR5_Hs - 38
chr13 86,949,585 86,949,653 AluY - 0
chr13 87,490,172 87,490,288 AluY - 67
chr13 87,530,387 87,530,538 AluY - 21
chr13 87,533,457 87,533,697 AluY - 0
chr13 87,743,993 87,744,042 AluY - 0
chr13 88,031,117 88,031,293 AluY - 176
chr13 88,515,354 88,515,616 AluY + 135
chr13 91,341,506 91,341,726 AluY - 220 GPC5
chr13 91,562,206 91,562,270 AluY + 0 GPC5
chr13 91,599,378 91,599,394 AluY + 0 GPC5
chr13 92,004,036 92,004,305 AluY - 0 GPC5
chr13 92,406,800 92,406,976 AluY - 44
chr13 92,834,911 92,834,940 AluY + 0 GPC6
chr13 92,960,394 92,960,623 AluY - 229 GPC6
chr13 94,107,950 94,107,954 AluY - 0
chr13 95,470,387 95,470,407 L1PA2_3end - 20 UGGT2
chr13 95,849,430 95,849,470 AluY - 0 HS6ST3
chr13 97,104,453 97,104,626 AluY + 101
chr13 97,485,989 97,486,498 AluSc - 287
chr13 97,792,442 97,793,114 AluYg6 + 605 FARP1
chr13 98,366,894 98,367,123 L1PA2_3end - 42 DOCK9
chr13 98,824,444 98,824,490 AluY - 46 UBAC2
chr13 98,843,950 98,844,098 AluY - 126
chr13 98,915,575 98,915,606 AluY + 0
chr13 99,191,213 99,191,570 AluYd8 - 0 CLYBL
chr13 100,491,065 100,491,162 AluY - 97
chr13 101,587,101 101,587,222 AluY - 0 FGF14
chr13 101,916,520 101,916,722 AluY + 114
chr13 103,209,640 103,209,707 AluY + 0
chr13 104,878,064 104,878,217 AluYd8 + 0
chr13 105,847,843 105,847,964 AluYd8 - 0
chr13 105,935,866 105,936,022 AluY + 38
chr13 106,393,795 106,393,879 AluY - 0
chr13 106,793,456 106,793,486 AluY - 30 FAM155A
chr13 108,186,513 108,186,935 L1P_orf2 - 422 MYO16
chr13 108,723,159 108,723,408 L1PA3_3end + 27



chr13 109,996,843 109,996,934 AluY - 0 RAB20
chr13 110,019,138 110,019,168 AluY + 30
chr13 111,656,345 111,656,749 AluY + 0
chr13 111,661,988 111,662,270 AluYd8 - 114
chr13 112,512,080 112,512,157 AluY - 0 ATP11A
chr13 113,097,933 113,098,633 AluY - 309
chr14 19,423,834 19,424,106 AluYd8 - 272
chr14 19,789,154 19,789,318 L1PA2_3end - 54
chr14 20,227,024 20,227,048 AluY + 0 RNASE4
chr14 20,242,485 20,242,501 PTERV1 + 16
chr14 20,364,541 20,364,556 PTERV1 - 15
chr14 20,366,488 20,366,505 PTERV1 + 17
chr14 20,500,305 20,500,430 AluY - 125
chr14 20,668,807 20,668,835 AluY + 28
chr14 20,683,485 20,683,658 AluYd8 - 173
chr14 20,939,353 20,939,496 L1PA3_3end + 0 CHD8
chr14 21,875,730 21,875,929 AluYd8 + 40
chr14 22,240,250 22,240,292 AluY + 0
chr14 22,242,389 22,242,462 AluY + 0
chr14 22,243,530 22,243,672 AluYd8 + 80
chr14 23,238,875 23,238,981 SVA + 106
chr14 23,628,847 23,628,900 AluYg6 + 53
chr14 25,992,673 25,992,709 AluY + 0 NOVA1
chr14 26,692,428 26,692,484 AluY - 0
chr14 27,324,552 27,324,769 AluY + 102
chr14 27,389,388 27,389,478 AluY + 90
chr14 28,428,087 28,428,355 AluYd8 + 10
chr14 29,354,089 29,354,133 AluY + 0 PRKD1
chr14 29,440,115 29,440,118 AluY + 3 PRKD1
chr14 30,050,764 30,050,862 AluYg6 - 0
chr14 30,090,825 30,090,972 AluY + 0
chr14 31,178,951 31,179,169 L1 - 218 NUBPL
chr14 32,146,818 32,146,918 AluY - 0 AKAP6
chr14 32,156,317 32,156,781 AluY - 194 AKAP6
chr14 32,901,251 32,901,284 AluY - 0 NPAS3
chr14 33,129,867 33,129,923 AluY - 45 NPAS3
chr14 33,874,380 33,874,510 PTERV1 + 121
chr14 34,320,240 34,320,493 BC200 - 252 BAZ1A
chr14 34,358,855 34,359,330 AluJb - 474 BAZ1A
chr14 35,654,542 35,654,564 AluY - 0
chr14 35,945,721 35,945,770 AluY - 0
chr14 37,202,652 37,202,733 SVA + 34
chr14 37,422,349 37,422,504 AluY + 155



chr14 37,547,030 37,547,041 LTR5_Hs - 11
chr14 37,698,293 37,698,552 AluYd8 + 0
chr14 37,752,968 37,752,984 AluY + 0
chr14 37,959,025 37,959,028 AluY + 0
chr14 38,067,050 38,067,152 PTERV1 + 102
chr14 38,403,816 38,403,835 SVA + 0
chr14 38,705,956 38,706,007 SVA + 47 TRAPPC6B
chr14 39,167,365 39,167,586 AluY + 0
chr14 39,387,029 39,387,166 AluSc + 98
chr14 39,984,374 39,984,500 AluY + 0
chr14 42,056,493 42,056,656 AluY - 138
chr14 42,056,573 42,056,658 AluYd8 - 85
chr14 42,214,265 42,214,298 AluY + 33
chr14 42,738,585 42,738,639 AluY + 0
chr14 42,779,443 42,779,492 PTERV1 + 0
chr14 42,891,329 42,891,355 AluY - 0
chr14 42,905,124 42,905,265 PTERV1 + 141
chr14 42,991,916 42,992,100 AluY + 65
chr14 43,126,146 43,126,394 AluYd8 + 248
chr14 43,961,056 43,961,115 PTERV1 + 59
chr14 46,241,120 46,241,124 AluY + 0
chr14 47,045,040 47,045,238 AluY + 0 MDGA2
chr14 47,466,540 47,466,606 AluY - 66
chr14 47,868,735 47,869,049 AluSp - 0
chr14 48,097,785 48,097,875 AluSg1 + 90
chr14 49,177,394 49,177,494 AluY + 0
chr14 49,291,945 49,292,028 LTR5_Hs - 83
chr14 49,834,615 49,834,656 PTERV1 - 41 L2HGDH
chr14 50,348,122 50,348,647 AluSc + 475 NIN
chr14 50,883,558 50,883,699 LTR5_Hs - 141
chr14 51,733,517 51,733,753 L1 + 230
chr14 52,228,312 52,228,357 AluYd8 - 0 ERO1L
chr14 52,355,665 52,355,680 AluY - 0
chr14 52,422,097 52,422,112 AluY + 0 FERMT2
chr14 52,672,237 52,672,259 PTERV1 - 22 DDHD1
chr14 52,851,328 52,851,365 SVA - 37
chr14 53,887,008 53,887,506 FRAM - 303
chr14 53,987,493 53,987,522 AluY + 0
chr14 54,548,331 54,548,504 AluY + 59 WDHD1
chr14 54,585,217 54,585,353 AluY - 0 SOCS4
chr14 54,940,411 54,940,494 AluY - 0 KIAA0831
chr14 55,156,111 55,156,139 AluY + 28 KTN1
chr14 55,582,047 55,582,264 AluY + 130



chr14 57,394,284 57,394,336 AluY + 52
chr14 57,545,560 57,545,966 AluY + 376 C14orf37
chr14 59,005,563 59,006,145 AluJb + 314
chr14 59,433,694 59,433,760 AluY - 0
chr14 59,461,184 59,461,197 AluY + 13
chr14 60,509,344 60,509,371 AluY - 27 TRMT5
chr14 60,575,253 60,575,664 AluY + 0 SLC38A6
chr14 60,763,589 60,763,967 AluY + 341
chr14 60,788,923 60,789,035 AluY + 0
chr14 61,663,948 61,663,966 LTR5_Hs - 0 FLJ43390
chr14 62,153,178 62,153,472 AluYd8 - 27
chr14 62,172,444 62,172,547 AluY + 103
chr14 62,225,548 62,225,620 AluY - 72
chr14 62,349,336 62,349,379 LTR5_Hs + 43 KCNH5
chr14 63,444,059 63,444,129 AluY + 0 SYNE2
chr14 64,249,886 64,249,987 AluYg6 - 101 PLEKHG3
chr14 65,317,475 65,317,516 AluY - 0
chr14 65,683,017 65,683,127 L1 - 110
chr14 65,948,564 65,948,633 PTERV1 - 69
chr14 66,211,376 66,211,960 AluSc - 582 GPHN
chr14 66,289,031 66,289,051 AluY - 20 GPHN
chr14 66,334,764 66,334,939 AluY - 175 GPHN
chr14 67,344,800 67,344,849 AluY - 0 ZFYVE26
chr14 67,575,458 67,575,892 AluSc + 433 RAD51L1
chr14 69,775,448 69,775,452 SVA + 4
chr14 70,577,487 70,577,551 AluY - 64 PCNX
chr14 70,804,800 70,804,836 AluY - 36
chr14 71,300,973 71,301,064 AluY + 0
chr14 72,850,790 72,850,908 AluY - 77 NUMB
chr14 73,104,787 73,104,824 SVA + 6
chr14 76,418,131 76,418,193 AluY + 8
chr14 76,608,189 76,608,204 LTR5_Hs - 0
chr14 77,282,426 77,283,017 AluY + 296 SNW1
chr14 77,398,270 77,398,281 AluY + 0 ADCK1
chr14 77,772,281 77,772,345 AluY - 64
chr14 78,347,105 78,347,171 AluY + 0 NRXN3
chr14 78,590,083 78,590,208 L1P_orf2 + 124 NRXN3
chr14 79,912,060 79,912,209 AluY + 0
chr14 80,289,338 80,289,378 AluY + 40 C14orf145
chr14 80,676,777 80,677,322 AluSx + 283 TSHR
chr14 81,337,739 81,337,794 AluY - 0
chr14 81,417,689 81,417,770 AluY - 43
chr14 81,523,080 81,523,154 SVA - 0



chr14 81,655,983 81,656,011 PTERV1 + 28
chr14 81,799,018 81,799,214 AluY - 196
chr14 82,947,310 82,947,393 AluY + 83
chr14 83,471,590 83,471,626 AluY + 0
chr14 84,989,144 84,989,543 AluSc + 300
chr14 84,999,654 84,999,697 SVA - 36
chr14 85,015,419 85,015,804 L1PA3_3end + 21
chr14 86,597,688 86,597,870 AluY - 0
chr14 87,375,400 87,375,432 PTERV1 + 0
chr14 87,709,853 87,710,059 AluY + 206
chr14 88,341,423 88,341,488 AluY - 0
chr14 88,442,995 88,443,452 AluY - 456
chr14 88,582,910 88,583,299 AluSc + 388
chr14 89,325,759 89,325,885 AluY + 65
chr14 89,360,029 89,360,065 AluY + 36 C14orf143
chr14 89,408,381 89,408,511 AluYg6 + 0 C14orf143
chr14 90,138,155 90,138,201 AluYg6 - 0 TTC7B
chr14 90,335,758 90,336,050 AluY - 291 TTC7B
chr14 90,371,311 90,371,414 AluY - 101
chr14 90,487,825 90,488,037 SVA + 212 RPS6KA5
chr14 90,618,506 90,618,626 AluY - 0
chr14 92,192,956 92,193,525 AluJb + 451 RIN3
chr14 92,307,062 92,307,065 SVA + 0
chr14 92,846,366 92,846,441 AluSq - 75 BTBD7
chr14 94,153,851 94,154,086 AluY + 207 SERPINA3
chr14 94,494,846 94,494,885 AluYd8 - 15
chr14 94,554,630 94,554,968 AluY + 140
chr14 95,136,568 95,136,728 AluYd8 - 160
chr14 95,166,927 95,166,957 PTERV1 - 0
chr14 95,691,967 95,692,227 AluSx + 257
chr14 95,896,494 95,896,497 AluY + 3 ATG2B
chr14 96,288,093 96,288,297 AluY + 124
chr14 97,345,294 97,345,607 LTR5_Hs - 0
chr14 98,334,883 98,335,276 AluSg1 + 260
chr14 98,661,687 98,661,817 AluY - 60
chr14 99,902,343 99,902,535 SVA + 192 WARS
chr14 100,323,855 100,323,906 AluY + 0
chr14 100,954,169 100,954,327 AluY + 157
chr14 102,273,800 102,273,987 AluY + 0
chr14 102,618,408 102,619,032 AluSq + 319
chr14 102,799,759 102,799,810 AluY - 51
chr14 103,459,848 103,460,069 AluY + 212
chr14 104,165,810 104,166,419 AluY + 605



chr14 105,881,848 105,882,054 L1PA3_3end + 0
chr14 106,123,506 106,123,577 LTR5B - 71
chr15 19,305,322 19,305,353 AluY + 0 POTEB
chr15 19,372,240 19,372,307 AluY + 67
chr15 20,227,032 20,227,112 AluY - 80
chr15 20,559,861 20,560,444 AluY + 449 NIPA2
chr15 23,165,981 23,166,114 AluYd8 - 0 UBE3A
chr15 23,218,539 23,218,717 AluY + 130 UBE3A
chr15 23,535,429 23,535,450 AluY - 21 ATP10A
chr15 23,725,606 23,725,756 AluY - 150
chr15 24,301,758 24,302,324 AluYb9 - 142
chr15 25,040,336 25,040,356 AluY - 0 GABRG3
chr15 25,673,083 25,673,188 AluY - 12
chr15 26,179,006 26,179,158 AluY + 152 HERC2
chr15 26,198,702 26,198,846 AluY - 0 HERC2
chr15 27,043,832 27,044,315 AluY - 481 APBA2
chr15 27,803,342 27,803,407 AluY + 0 TJP1
chr15 28,078,405 28,078,608 AluYd8 - 68
chr15 30,501,500 30,501,505 AluY - 0 FAM7A2
chr15 31,085,709 31,085,878 AluY + 169 FMN1
chr15 31,236,291 31,236,823 AluYb9 + 295
chr15 31,244,720 31,245,269 AluY - 299
chr15 31,411,358 31,411,461 AluY + 103 RYR3
chr15 31,853,634 31,853,960 AluY - 0 RYR3
chr15 32,401,419 32,401,910 AluSp + 489 SLC12A6
chr15 32,880,470 32,880,565 AluY - 0
chr15 33,237,905 33,237,993 AluY - 0
chr15 33,247,531 33,247,779 AluYd8 + 27
chr15 35,155,886 35,156,130 AluY - 0 MEIS2
chr15 36,862,208 36,862,240 L1 + 28
chr15 36,939,103 36,939,168 AluY + 0
chr15 36,993,716 36,993,911 AluY - 0
chr15 37,829,980 37,830,089 AluYd8 + 109 FSIP1
chr15 37,983,636 37,983,968 SVA + 198 GPR176
chr15 38,004,557 38,004,662 AluY - 0
chr15 38,529,496 38,529,531 AluY + 0 BAHD1
chr15 39,113,053 39,113,598 AluYh9 + 309 INO80
chr15 39,887,020 39,887,527 AluSp + 281 MAPKBP1
chr15 39,958,225 39,958,542 AluY + 265 SPTBN5
chr15 39,958,271 39,958,733 AluSq + 294 SPTBN5
chr15 40,082,494 40,082,527 AluY + 0 PLA2G4E
chr15 41,139,674 41,139,951 AluY - 0 UBR1
chr15 41,400,933 41,401,176 AluY - 238



chr15 41,729,363 41,729,581 L1 + 115
chr15 42,144,614 42,144,813 AluY + 116 FRMD5
chr15 42,340,851 42,340,945 AluY - 58
chr15 42,497,236 42,497,674 AluSc - 277
chr15 43,419,201 43,419,790 AluYg6 + 294
chr15 44,111,889 44,111,959 AluY - 70
chr15 45,032,782 45,033,074 AluY + 182
chr15 45,196,671 45,196,943 AluY - 272
chr15 45,444,903 45,445,325 AluSq + 257
chr15 47,299,676 47,299,718 AluY + 42 GALK2
chr15 47,667,814 47,667,892 AluYb9 - 0 C15orf33
chr15 49,091,741 49,092,343 AluSq - 538
chr15 49,923,191 49,923,257 AluY + 0 TMOD3
chr15 51,893,358 51,893,554 L1PA3_3end - 196
chr15 52,123,522 52,123,555 AluY + 33 UNC13C
chr15 53,400,503 53,400,577 AluY - 0 PIGB
chr15 53,465,617 53,465,755 AluY + 83 CCPG1
chr15 53,603,051 53,603,401 SVA - 350
chr15 54,382,136 54,382,268 AluY - 132
chr15 54,719,621 54,719,743 AluY + 76 ZNF280D
chr15 55,977,797 55,977,974 AluY - 0
chr15 56,389,272 56,389,394 AluY - 54
chr15 56,895,766 56,895,945 AluYd8 - 55 FAM63B
chr15 59,199,341 59,199,468 AluY + 33 RORA
chr15 59,379,195 59,379,225 AluY + 30
chr15 60,039,301 60,039,359 AluY + 0 VPS13C
chr15 60,274,779 60,275,350 AluYb9 + 282
chr15 60,784,072 60,784,219 AluY - 147 TLN2
chr15 61,664,111 61,664,394 AluY + 283 USP3
chr15 62,504,820 62,505,451 AluYd8 + 411 TRIP4
chr15 62,741,352 62,741,705 AluYd8 + 334 ZNF609
chr15 62,993,018 62,993,568 AluSc - 336 ANKDD1A
chr15 63,205,360 63,205,511 AluY + 151 PDCD7
chr15 64,192,768 64,193,317 AluYb9 + 495 MEGF11
chr15 64,963,196 64,963,399 AluYb9 + 0
chr15 65,310,987 65,311,032 AluYd8 - 36 AAGAB
chr15 65,331,848 65,331,963 AluY + 54 AAGAB
chr15 66,261,749 66,262,147 AluSp - 264 PIAS1
chr15 66,325,982 66,326,044 AluYd8 + 62
chr15 66,408,010 66,408,152 AluY + 141 ITGA11
chr15 66,623,894 66,624,482 AluY - 527
chr15 66,682,970 66,683,078 AluY + 108 CORO2B
chr15 66,952,295 66,952,444 SVA - 149 MIR548H4



chr15 67,047,904 67,047,909 AluY + 5 NOX5
chr15 68,799,016 68,799,043 AluY - 27 UACA
chr15 69,523,442 69,523,593 AluY + 17 THSD4
chr15 70,038,104 70,038,303 AluYd8 + 0 MYO9A
chr15 70,340,066 70,340,135 AluY - 0 PARP6
chr15 71,508,486 71,508,582 AluYh9 + 96
chr15 73,701,800 73,701,962 AluY + 0 SNUPN
chr15 76,170,771 76,170,859 AluY - 88
chr15 76,192,134 76,192,229 AluY - 0 CIB2
chr15 76,662,590 76,663,139 AluYb9 + 303 CHRNA5
chr15 77,411,705 77,411,782 AluY + 0
chr15 77,839,586 77,840,058 AluY - 296
chr15 78,820,985 78,821,000 AluY - 15 FAM108C1
chr15 79,063,017 79,063,571 AluSc - 532 MESDC2
chr15 79,509,673 79,509,882 AluYd8 - 209
chr15 79,635,170 79,635,381 AluY + 0
chr15 79,723,062 79,723,174 AluYd8 - 0
chr15 80,270,511 80,270,724 AluY - 0 EFTUD1
chr15 81,230,060 81,230,679 AluSq - 599 FSD2
chr15 82,157,749 82,157,827 AluYg6 + 78 ADAMTSL3
chr15 83,997,907 83,998,049 AluY + 0 AKAP13
chr15 84,945,480 84,945,534 AluYb9 - 0 AGBL1
chr15 85,061,042 85,061,180 AluY + 107 AGBL1
chr15 85,222,676 85,222,722 LTR5 - 0 AGBL1
chr15 85,414,303 85,414,382 AluY - 79
chr15 85,798,505 85,798,727 AluY - 222
chr15 86,942,235 86,942,257 AluY - 22
chr15 88,878,953 88,879,632 AluYg6 + 676 CRTC3
chr15 91,447,441 91,447,733 AluYd8 - 103
chr15 91,536,487 91,536,982 AluY - 492
chr15 91,726,996 91,727,085 AluY - 0
chr15 91,891,073 91,891,348 AluYd8 + 6
chr15 94,371,477 94,371,506 AluY + 29
chr15 94,801,286 94,801,315 AluY + 0
chr15 95,743,939 95,743,985 AluY - 40
chr15 95,874,147 95,874,217 AluY - 70
chr15 96,234,595 96,234,834 AluY + 224
chr15 96,713,668 96,713,699 AluY - 25
chr15 97,818,183 97,818,224 AluYd8 - 34
chr15 97,985,357 97,985,453 AluYd8 - 0 MEF2A
chr15 98,156,097 98,156,136 AluY - 0 C15orf51
chr15 98,182,411 98,182,578 AluYd8 - 4
chr15 98,608,998 98,609,600 AluY + 529 ADAMTS17



chr15 98,996,656 98,996,684 AluY - 6 ASB7
chr15 99,084,805 99,084,864 AluYd8 + 52
chr15 99,640,803 99,641,350 AluY + 509 SNRPA1
chr15 99,820,067 99,820,163 AluY + 96 PCSK6
chr16 379,808 380,427 AluYd8 + 572 LOC1001343
chr16 1,376,112 1,376,635 AluSq + 498
chr16 1,743,233 1,743,786 AluYh9 - 484 MAPK8IP3
chr16 2,776,340 2,776,452 SVA + 0 PRSS33
chr16 2,814,931 2,815,178 AluY - 200
chr16 3,359,139 3,359,695 AluSc - 297
chr16 4,078,803 4,079,353 AluYg6 - 537 ADCY9
chr16 4,915,164 4,915,361 AluSq - 0 PPL
chr16 5,292,850 5,293,012 AluY - 162
chr16 6,058,927 6,059,516 AluSp + 392 A2BP1
chr16 7,111,628 7,111,642 AluY + 14 A2BP1
chr16 7,779,232 7,779,430 AluYb9 - 42
chr16 8,182,445 8,182,492 AluY + 0
chr16 8,265,482 8,265,755 L1PA2_3end + 184
chr16 9,189,484 9,189,757 AluYg6 + 233
chr16 9,362,859 9,363,037 AluY - 95
chr16 9,509,408 9,509,594 AluY - 109
chr16 10,120,282 10,120,382 AluY + 41 GRIN2A
chr16 11,394,022 11,394,568 AluYd8 - 466
chr16 11,909,783 11,909,813 AluSx + 30 GSPT1
chr16 11,949,820 11,950,363 AluSq + 470
chr16 12,641,288 12,641,674 AluSp - 385
chr16 13,935,621 13,935,790 L1PA3_3end - 54 ERCC4
chr16 15,594,341 15,594,541 AluYd8 + 194
chr16 15,769,630 15,770,282 AluYb9 + 387 MYH11
chr16 15,862,488 15,862,604 AluY + 0
chr16 17,422,049 17,422,139 AluY - 0 XYLT1
chr16 17,578,497 17,578,506 AluY - 0
chr16 17,680,326 17,680,337 AluY - 11
chr16 18,004,577 18,004,694 AluY - 74
chr16 18,035,728 18,035,843 AluY + 0
chr16 19,768,957 19,769,084 AluY + 59 IQCK
chr16 22,055,553 22,055,728 AluY + 154 VWA3A
chr16 22,199,218 22,199,418 SVA - 20 EEF2K
chr16 23,058,957 23,058,972 AluY + 0 USP31
chr16 23,999,554 23,999,821 AluYd8 + 267 PRKCB
chr16 24,010,307 24,010,774 AluYa8 - 200 PRKCB
chr16 24,139,678 24,139,735 AluY + 57
chr16 26,064,555 26,064,706 AluY + 0



chr16 26,114,951 26,115,045 AluY + 0
chr16 26,464,240 26,464,270 AluY + 0
chr16 27,086,102 27,086,107 SVA - 0
chr16 28,454,073 28,454,457 AluSp - 382
chr16 28,499,337 28,499,469 AluY - 132 CCDC101
chr16 30,349,616 30,349,634 AluY + 0
chr16 31,211,188 31,211,314 LTR5_Hs + 126 ITGAM
chr16 31,422,298 31,422,739 AluSp - 253 C16orf58
chr16 31,885,403 31,885,497 AluYb9 + 94
chr16 32,621,933 32,622,021 AluY - 0
chr16 33,806,878 33,807,089 AluSx - 211
chr16 33,806,893 33,807,089 AluY - 196
chr16 33,857,895 33,858,513 AluJo + 375
chr16 33,858,837 33,858,909 AluSp - 6
chr16 33,868,540 33,868,781 AluSc - 41
chr16 34,096,019 34,096,113 AluJo - 66
chr16 34,106,171 34,106,238 AluYg6 + 0
chr16 34,847,446 34,847,555 AluY - 109
chr16 35,066,385 35,066,575 AluY + 190
chr16 35,090,266 35,090,392 L1PA2_3end - 126
chr16 45,483,497 45,483,635 AluY - 138 GPT2
chr16 45,760,557 45,760,696 AluY - 139 ITFG1
chr16 46,164,884 46,164,962 SVA + 78 PHKB
chr16 46,294,293 46,294,366 PTERV1 + 73
chr16 47,371,558 47,371,680 SVA - 122
chr16 47,447,330 47,447,441 L1PA2_3end - 111
chr16 49,650,406 49,650,646 AluY + 240
chr16 49,811,501 49,811,731 AluY + 0
chr16 50,699,592 50,699,659 AluY + 0
chr16 50,799,161 50,799,296 AluY - 131
chr16 51,875,526 51,875,540 AluY - 0 CHD9
chr16 52,124,691 52,124,708 AluY + 17
chr16 52,713,837 52,713,918 L1PA2_3end - 0
chr16 54,574,920 54,575,124 AluY + 204
chr16 55,163,588 55,163,736 SVA + 148
chr16 55,427,724 55,427,876 AluY + 0 NUP93
chr16 55,883,662 55,884,216 AluY - 530
chr16 55,884,438 55,884,574 AluYd8 - 136
chr16 55,917,819 55,917,994 AluYd8 - 175
chr16 56,018,954 56,019,020 AluY - 66
chr16 56,050,857 56,050,944 AluY + 0 COQ9
chr16 57,732,381 57,732,390 AluY - 9
chr16 58,761,596 58,761,696 AluYd8 + 54



chr16 59,208,644 59,208,647 AluY + 3
chr16 61,046,274 61,046,295 AluY + 21
chr16 61,768,465 61,768,912 AluY - 281
chr16 61,803,908 61,803,995 AluY + 87
chr16 62,212,525 62,212,757 AluYd8 + 0
chr16 62,397,626 62,397,654 AluY + 28
chr16 62,594,728 62,595,272 AluYg6 - 542
chr16 63,262,172 63,262,331 AluSg1 - 4
chr16 63,623,132 63,623,236 AluY + 0 CDH11
chr16 63,655,547 63,655,849 AluYg6 + 206 CDH11
chr16 64,257,399 64,257,509 LTR5_Hs + 0
chr16 64,729,130 64,729,345 AluY - 94
chr16 65,294,684 65,294,828 AluY + 126
chr16 65,369,391 65,369,432 AluY + 0 CCDC79
chr16 65,571,769 65,571,809 SVA - 40
chr16 66,124,900 66,124,902 AluY + 2 FAM65A
chr16 66,501,486 66,501,549 AluY - 63 PSKH1
chr16 66,906,237 66,906,296 SVA - 0 PRMT7
chr16 67,333,950 67,334,176 AluY - 172 CDH1
chr16 67,390,977 67,391,011 AluY - 0 CDH1
chr16 67,882,196 67,882,522 AluY - 50 SNTB2
chr16 68,824,170 68,824,179 AluY - 0
chr16 69,156,155 69,156,179 AluY + 0 SF3B3
chr16 69,214,351 69,214,435 AluY + 84 IL34
chr16 69,868,878 69,868,891 AluY - 13
chr16 70,271,002 70,271,493 AluYb9 + 400 PHLPP2
chr16 70,768,851 70,768,950 AluY - 30
chr16 71,509,847 71,510,417 AluY - 326 ZFHX3
chr16 71,814,238 71,814,294 AluY + 56
chr16 72,039,219 72,039,226 AluY + 0
chr16 72,400,069 72,400,086 AluY + 0
chr16 73,082,767 73,083,390 AluY - 340 GLG1
chr16 73,090,885 73,091,422 AluSp + 458 GLG1
chr16 73,885,674 73,885,684 AluY - 0 CFDP1
chr16 74,663,488 74,664,134 AluSc - 643
chr16 74,894,363 74,894,447 AluY - 0 CNTNAP4
chr16 75,660,024 75,660,268 AluY - 0
chr16 75,769,345 75,769,430 L1PA2_3end - 85
chr16 76,190,381 76,190,421 AluYd8 + 0
chr16 76,586,635 76,586,931 AluY + 241
chr16 76,638,620 76,638,623 AluY - 0
chr16 76,732,375 76,732,433 AluYd8 - 58 WWOX
chr16 77,652,917 77,652,949 AluY + 0 WWOX



chr16 77,824,074 77,824,622 AluYh9 - 304
chr16 78,327,463 78,327,528 AluY - 38
chr16 78,764,696 78,764,751 AluY + 55
chr16 80,244,589 80,245,223 AluYg6 - 376 CMIP
chr16 80,618,341 80,618,385 SVA - 0
chr16 81,922,950 81,922,965 AluYg6 - 15 CDH13
chr16 82,530,803 82,531,334 AluY + 484
chr16 83,340,848 83,340,870 AluY + 0 USP10
chr16 84,649,289 84,649,404 AluY + 115
chr16 85,782,300 85,782,917 AluSc + 558
chr16 85,910,018 85,910,084 AluY - 66
chr16 86,254,981 86,255,402 AluSc + 305 JPH3
chr16 86,265,686 86,265,821 SVA - 0 JPH3
chr16 87,798,227 87,798,729 AluSq - 501
chr16 88,581,156 88,581,814 AluY + 391 AFG3L1
chr16 88,683,193 88,683,442 AluSq + 189
chr17 49,561 49,615 LTR5_Hs - 0
chr17 179,592 179,683 AluY + 91 RPH3AL
chr17 826,241 826,391 AluY - 0 NXN
chr17 1,170,686 1,170,906 AluY + 219
chr17 1,381,260 1,381,794 AluJb + 449 PITPNA
chr17 1,578,501 1,579,026 AluY + 329 WDR81
chr17 1,764,092 1,764,752 AluY + 357
chr17 2,126,120 2,126,786 AluSp - 291 SMG6
chr17 5,024,848 5,024,877 AluY - 0 ZNF594
chr17 5,076,411 5,076,428 SVA + 17 C17orf87
chr17 5,152,071 5,152,167 AluY - 0 RABEP1
chr17 5,639,927 5,639,968 PTERV1 - 41
chr17 5,994,662 5,994,992 AluY - 314
chr17 6,135,126 6,135,179 AluY - 0
chr17 6,523,432 6,524,062 AluSc + 575
chr17 6,912,983 6,913,190 AluY - 207
chr17 7,004,162 7,004,671 AluYh9 - 507
chr17 7,353,908 7,354,055 AluY + 50 POLR2A
chr17 7,799,834 7,800,032 LTR5_Hs + 198
chr17 8,127,855 8,127,917 AluSp - 55
chr17 8,225,225 8,225,841 AluY + 522 RPL26
chr17 8,913,556 8,913,580 AluY + 0 NTN1
chr17 8,999,117 8,999,684 AluSp - 309 NTN1
chr17 9,638,784 9,638,800 AluY + 16
chr17 10,561,679 10,561,985 AluSq - 305 TMEM220
chr17 11,736,133 11,736,136 AluY + 0 DNAH9
chr17 11,903,196 11,903,314 AluY - 0 MAP2K4



chr17 12,194,393 12,194,593 AluYg6 + 46
chr17 12,285,674 12,285,821 AluY + 147
chr17 12,305,412 12,305,567 AluY + 155
chr17 13,676,548 13,676,613 AluY + 65
chr17 16,383,576 16,383,825 AluYd8 + 244
chr17 16,733,308 16,733,386 AluY + 0
chr17 18,538,672 18,538,791 LTR5_Hs + 119
chr17 18,914,019 18,914,105 AluY - 77
chr17 19,279,036 19,279,100 PTERV1 + 64
chr17 20,954,447 20,954,450 PTERV1 - 3
chr17 20,978,697 20,978,726 LTR5_Hs - 29 DHRS7B
chr17 20,990,959 20,990,961 SVA - 0 DHRS7B
chr17 21,041,268 21,041,335 AluY + 23
chr17 21,166,378 21,166,425 AluYd8 - 47
chr17 21,184,462 21,184,995 AluSg1 + 295
chr17 21,282,004 21,282,045 PTERV1 - 0
chr17 21,480,096 21,480,267 AluYd8 - 70
chr17 21,695,552 21,695,704 AluYg6 - 152
chr17 21,702,767 21,702,853 AluY + 86
chr17 23,715,490 23,715,586 AluY + 0 SEBOX
chr17 24,024,764 24,024,944 AluY - 119 SUPT6H
chr17 24,115,292 24,115,413 AluSp + 121 C17orf63
chr17 24,426,954 24,426,966 AluY - 0 MYO18A
chr17 24,630,451 24,630,605 AluY + 24 NUFIP2
chr17 24,786,947 24,787,348 AluY + 395 TAOK1
chr17 25,171,592 25,171,603 AluY + 11 SSH2
chr17 25,253,618 25,253,917 AluYb9 + 0 SSH2
chr17 25,793,397 25,793,464 SVA - 0 CPD
chr17 26,517,932 26,517,956 AluY - 24 NF1
chr17 26,746,839 26,747,353 AluJb + 433 RAB11FIP4
chr17 27,005,540 27,006,016 AluY - 378
chr17 27,243,599 27,243,689 AluY - 0 UTP6
chr17 28,373,692 28,373,812 AluY - 26 ACCN1
chr17 28,400,401 28,400,563 AluY - 108 ACCN1
chr17 28,438,402 28,438,607 L1PA2_3end - 0 ACCN1
chr17 28,502,872 28,503,126 AluY + 238 ACCN1
chr17 29,197,887 29,198,130 AluY - 96 ACCN1
chr17 29,369,819 29,370,303 AluY - 483 ACCN1
chr17 29,527,651 29,527,722 LTR5_Hs + 0
chr17 29,561,244 29,561,332 L1 - 88
chr17 29,782,364 29,782,796 AluY + 259
chr17 30,031,058 30,031,278 AluY + 203
chr17 30,180,446 30,180,490 AluY - 44



chr17 30,994,620 30,994,762 AluY + 0 AP2B1
chr17 31,427,519 31,427,543 AluY - 0
chr17 31,893,888 31,893,981 AluY - 0
chr17 31,909,895 31,910,047 AluY - 124
chr17 32,992,839 32,992,909 AluY + 0 SYNRG
chr17 33,230,502 33,230,678 AluY - 8
chr17 34,783,227 34,783,246 SVA + 0 FBXL20
chr17 35,159,144 35,159,171 AluY + 27
chr17 35,276,206 35,276,329 AluY + 123
chr17 36,090,468 36,090,494 LTR5_Hs - 0
chr17 36,980,892 36,981,189 AluY + 0 KRT9
chr17 37,003,585 37,003,714 AluYb9 + 63
chr17 37,003,651 37,003,812 AluYg6 + 127
chr17 39,154,609 39,154,658 AluYd8 - 0
chr17 39,284,654 39,284,758 AluY - 56 CD300LG
chr17 40,309,017 40,309,332 AluY - 146 EFTUD2
chr17 42,568,748 42,568,857 AluYh9 - 0 CDC27
chr17 42,568,758 42,568,857 AluY - 0 CDC27
chr17 42,568,760 42,568,857 AluSc - 0 CDC27
chr17 42,569,065 42,569,273 L1 + 0 CDC27
chr17 43,244,157 43,244,337 AluYh9 + 89 OSBPL7
chr17 44,545,296 44,545,465 SVA - 169
chr17 45,024,038 45,024,269 AluY - 231
chr17 45,761,856 45,762,179 AluJb - 198
chr17 47,066,692 47,066,813 LTR5_Hs + 0 CA10
chr17 47,822,192 47,822,342 AluY - 0
chr17 48,017,120 48,017,251 AluYd8 - 0
chr17 48,215,682 48,215,744 PTERV1 + 61
chr17 48,728,695 48,728,867 AluY - 90
chr17 50,021,270 50,021,441 L1P_orf2 - 171
chr17 50,040,279 50,040,415 AluY - 0
chr17 50,325,955 50,326,094 AluY - 0
chr17 52,294,663 52,294,697 AluY - 0 DGKE
chr17 53,720,739 53,721,005 PTERV1 - 207
chr17 54,032,410 54,032,967 AluSx + 413 TEX14
chr17 54,041,263 54,041,955 AluYg6 - 421 TEX14
chr17 54,529,483 54,529,499 AluY + 16 TRIM37
chr17 54,533,437 54,533,610 AluYg6 + 0 TRIM37
chr17 54,735,269 54,735,506 AluY + 237
chr17 55,741,288 55,741,458 AluYd8 + 170 USP32
chr17 56,083,348 56,083,854 AluSc - 388 PPM1D
chr17 57,023,403 57,023,523 AluY + 0
chr17 57,224,762 57,224,897 AluY + 135 BRIP1



chr17 57,540,860 57,541,040 AluYa8 - 0
chr17 58,006,204 58,006,264 AluY + 0 TLK2
chr17 58,208,337 58,208,906 AluJb + 567 MARCH10
chr17 58,537,751 58,537,928 L1PA2_3end - 5 TANC2
chr17 58,683,041 58,683,087 AluY + 0 TANC2
chr17 58,743,934 58,744,129 L1PA3_3end - 0 TANC2
chr17 59,338,092 59,338,185 AluY - 79
chr17 59,655,175 59,655,218 LTR5_Hs + 0 TEX2
chr17 59,911,449 59,911,697 AluY - 0 POLG2
chr17 62,490,141 62,490,737 AluY + 594
chr17 62,971,230 62,971,312 AluY - 0 PITPNC1
chr17 63,639,341 63,639,376 SVA - 35 LOC651250
chr17 63,813,457 63,813,475 SVA - 18 ARSG
chr17 64,339,521 64,339,609 AluY - 88
chr17 64,984,255 64,984,336 AluY - 81 MAP2K6
chr17 65,865,877 65,865,994 AluY - 90
chr17 67,367,003 67,367,541 AluYg6 - 400
chr17 68,417,261 68,417,636 AluY - 242 SLC39A11
chr17 68,768,880 68,769,332 AluY + 218 CPSF4L
chr17 69,281,686 69,282,240 AluY - 421 C17orf54
chr17 69,709,464 69,709,534 PTERV1 - 70
chr17 70,803,689 70,804,251 AluY - 515
chr17 71,251,582 71,252,114 AluSp - 305 ITGB4
chr17 71,373,207 71,373,757 AluY - 400
chr17 71,752,176 71,752,718 AluSc + 279
chr17 72,687,189 72,687,678 AluY - 312 SEC14L1
chr17 72,902,666 72,903,165 AluY + 374 SEPT9
chr17 73,980,758 73,981,240 AluYd8 + 300 DNAH17
chr17 75,639,526 75,640,024 AluY + 282 CCDC40
chr17 75,863,823 75,863,969 AluYd8 + 146 RNF213
chr17 76,130,308 76,130,555 SVA - 41
chr17 76,266,854 76,267,109 AluYa8 - 136 RPTOR
chr17 76,267,046 76,267,092 AluYg6 - 0 RPTOR
chr17 76,297,936 76,298,096 SVA - 0 RPTOR
chr17 77,553,053 77,553,241 AluY - 79 ASPSCR1
chr17 78,384,907 78,385,380 AluSp - 266 ZNF750
chr18 230,217 230,444 AluY - 0 THOC1
chr18 279,386 279,913 AluY + 360
chr18 1,124,615 1,124,658 SVA + 28
chr18 1,200,756 1,200,895 AluY + 0
chr18 1,216,370 1,216,580 AluYh9 - 30
chr18 2,458,428 2,458,585 AluY + 157
chr18 3,740,526 3,740,561 AluY - 34 DLGAP1



chr18 4,058,798 4,058,884 AluY + 84
chr18 4,277,989 4,278,211 PTERV1 + 137
chr18 4,361,357 4,361,476 AluY - 0
chr18 4,371,698 4,371,823 AluY - 31
chr18 5,381,799 5,381,889 AluY + 27
chr18 5,422,414 5,422,498 AluY + 0 EPB41L3
chr18 6,272,264 6,272,313 AluY - 49 L3MBTL4
chr18 6,750,107 6,750,203 AluY + 0
chr18 6,916,488 6,916,523 L1 + 35
chr18 7,954,802 7,955,286 AluSp - 254 PTPRM
chr18 9,370,044 9,370,113 AluY + 0 TWSG1
chr18 10,570,042 10,570,325 AluY + 282
chr18 10,924,605 10,924,681 AluY + 54 FAM38B
chr18 10,964,964 10,965,108 AluYb9 + 0 FAM38B
chr18 11,697,460 11,697,491 AluY + 31 GNAL
chr18 12,669,199 12,669,319 SVA + 119 CEP76
chr18 12,931,535 12,931,918 AluY + 382
chr18 12,957,228 12,957,305 AluY + 77 SEH1L
chr18 13,002,235 13,002,426 AluY - 68 CEP192
chr18 13,260,905 13,261,255 AluY - 62 C18orf1
chr18 13,261,164 13,261,225 AluYd8 - 0 C18orf1
chr18 14,071,057 14,071,130 AluY + 73 ZNF519
chr18 14,757,668 14,757,764 AluY - 96 ANKRD30B
chr18 14,772,844 14,772,900 AluY + 0 ANKRD30B
chr18 16,766,342 16,766,840 L1 - 498
chr18 16,766,343 16,766,818 AluY + 475
chr18 16,766,410 16,766,832 AluY - 422
chr18 16,766,420 16,766,720 AluSx + 300
chr18 16,766,469 16,766,830 AluSq - 361
chr18 16,766,538 16,766,835 L1P_orf2 + 297
chr18 16,766,915 16,766,928 L1P_orf2 - 13
chr18 16,766,964 16,767,242 AluY - 278
chr18 16,766,977 16,767,495 AluY + 518
chr18 16,767,050 16,767,248 AluSq - 198
chr18 16,767,295 16,767,501 AluSp - 206
chr18 16,767,653 16,768,119 AluSq - 466
chr18 16,767,709 16,768,061 AluY - 352
chr18 16,767,729 16,768,052 AluSx + 323
chr18 16,770,068 16,770,112 AluSx - 44
chr18 16,770,135 16,770,142 AluYg6 + 7
chr18 16,770,245 16,770,346 AluSx + 101
chr18 16,770,369 16,770,543 AluSp - 174
chr18 16,770,383 16,770,538 AluY - 155



chr18 16,770,591 16,770,601 AluY + 10
chr18 16,770,616 16,770,855 AluSp + 239
chr18 16,773,203 16,773,310 AluSx + 107
chr18 16,773,655 16,773,684 AluJb - 29
chr18 16,773,675 16,773,683 L1P_orf2 + 8
chr18 16,773,725 16,773,985 AluSq - 260
chr18 16,773,750 16,773,831 AluSx + 81
chr18 16,773,868 16,773,985 AluY - 117
chr18 16,940,909 16,941,047 AluYd8 + 138 ROCK1
chr18 16,941,000 16,941,172 AluY + 172 ROCK1
chr18 17,421,437 17,421,449 SVA + 12 ESCO1
chr18 18,854,750 18,854,788 AluY - 18 RBBP8
chr18 19,094,764 19,094,779 AluY + 0
chr18 20,398,585 20,398,792 AluY - 0
chr18 20,917,203 20,917,406 AluY + 0 ZNF521
chr18 21,176,216 21,176,479 AluYg6 - 129 ZNF521
chr18 21,211,330 21,211,411 AluYd8 - 0
chr18 21,861,843 21,861,977 AluY + 134 SS18
chr18 22,824,213 22,824,412 AluY - 197 CHST9
chr18 23,098,539 23,098,810 AluYd8 - 271
chr18 23,137,250 23,137,337 AluY + 0
chr18 23,398,454 23,398,494 AluY + 0
chr18 23,730,933 23,731,499 AluSc + 544
chr18 24,745,834 24,745,917 AluY - 0
chr18 24,788,658 24,788,738 AluY + 80
chr18 24,940,002 24,940,142 AluYg6 + 140
chr18 24,945,463 24,945,571 AluYg6 - 0
chr18 25,108,207 25,108,372 AluYd8 - 0
chr18 25,373,529 25,373,695 AluY + 166
chr18 25,497,462 25,497,473 AluY - 0
chr18 26,368,394 26,368,574 AluY - 0
chr18 26,384,450 26,384,514 AluYg6 - 0
chr18 26,754,690 26,754,859 AluY + 0
chr18 27,475,405 27,475,434 AluY - 0 B4GALT6
chr18 29,106,121 29,106,347 L1PA2_3end + 226 C18orf34
chr18 29,298,685 29,298,777 AluY + 0
chr18 29,510,379 29,510,559 AluYd8 + 0 ASXL3
chr18 29,552,587 29,552,723 AluYg6 - 136 ASXL3
chr18 31,984,887 31,985,125 AluJb - 237 ELP2
chr18 32,512,705 32,512,748 AluY - 43 FHOD3
chr18 33,009,495 33,009,729 AluY - 0 KIAA1328
chr18 37,135,762 37,135,899 AluY - 137
chr18 37,146,648 37,146,668 PTERV1 - 0



chr18 37,492,541 37,492,895 AluYh9 + 228
chr18 37,522,816 37,522,839 AluY - 0
chr18 38,517,486 38,517,516 SVA + 30
chr18 42,415,873 42,416,090 SVA + 217 LOXHD1
chr18 42,874,980 42,875,204 AluY - 224 KATNAL2
chr18 42,962,209 42,962,433 AluY + 224
chr18 42,995,324 42,995,412 AluY + 0
chr18 44,784,116 44,784,215 AluY - 99
chr18 44,945,975 44,946,173 AluYd8 - 0 DYM
chr18 45,150,168 45,150,459 AluSq + 95 DYM
chr18 45,329,840 45,329,937 AluY + 97
chr18 45,330,484 45,330,746 AluY + 262
chr18 45,339,694 45,340,367 AluSp - 311
chr18 45,707,510 45,707,540 AluY + 29 MYO5B
chr18 45,860,479 45,860,675 AluYd8 - 35 MYO5B
chr18 46,743,122 46,743,138 SVA + 16
chr18 47,202,006 47,202,151 PTERV1 - 0
chr18 47,432,920 47,432,971 PTERV1 - 51
chr18 47,776,420 47,776,429 AluY - 0
chr18 47,957,188 47,957,262 AluY + 0
chr18 48,066,272 48,066,423 AluYb9 - 41
chr18 48,066,400 48,066,501 AluY - 82
chr18 48,133,222 48,133,260 AluYd8 + 38 DCC
chr18 48,775,193 48,775,394 AluY - 0 DCC
chr18 49,022,025 49,022,138 AluY + 113 DCC
chr18 49,107,941 49,107,999 AluY + 0 DCC
chr18 49,334,752 49,334,758 AluY - 6
chr18 49,710,977 49,711,074 AluY + 97
chr18 49,852,559 49,852,597 PTERV1 - 38
chr18 49,874,667 49,874,694 LTR5_Hs + 0
chr18 50,081,080 50,081,158 AluY + 78
chr18 50,432,127 50,432,459 AluY - 20
chr18 50,432,350 50,432,418 AluYd8 - 0
chr18 51,383,513 51,383,661 AluY + 148 TCF4
chr18 52,809,179 52,809,750 AluY - 300 WDR7
chr18 53,505,723 53,506,408 AluSp - 576 ATP8B1
chr18 54,515,056 54,515,141 AluY + 0 MALT1
chr18 54,927,178 54,927,437 AluYd8 - 92
chr18 54,991,243 54,991,362 AluY - 119
chr18 56,372,297 56,372,451 AluY + 154
chr18 56,908,872 56,909,019 AluY + 147
chr18 56,967,172 56,967,220 AluY + 0
chr18 57,045,072 57,045,190 AluYd8 + 71



chr18 57,187,846 57,188,088 SVA + 242
chr18 57,507,055 57,507,198 AluY + 0
chr18 57,865,944 57,866,016 AluY + 72 PIGN
chr18 57,904,326 57,904,947 AluSc + 366 PIGN
chr18 58,687,460 58,687,582 AluY - 79 PHLPP1
chr18 58,840,250 58,840,464 AluYd8 + 0
chr18 59,852,701 59,852,836 AluY + 79
chr18 59,941,147 59,941,215 LTR5_Hs + 68 C18orf20
chr18 60,050,766 60,050,880 AluY - 0
chr18 60,574,373 60,575,026 AluY + 539
chr18 60,688,997 60,689,159 AluY - 140
chr18 61,017,473 61,017,518 AluY + 0
chr18 61,478,626 61,478,789 AluY - 163
chr18 61,798,891 61,799,447 AluY - 408
chr18 62,324,461 62,324,612 AluY + 151 CDH19
chr18 62,817,318 62,817,509 AluY + 158
chr18 63,364,271 63,364,763 AluSp - 363
chr18 63,638,570 63,638,723 L1PA4_3end + 0
chr18 64,685,213 64,685,536 AluYg6 - 91 CCDC102B
chr18 66,612,895 66,612,986 AluY + 91
chr18 67,691,327 67,691,409 AluY - 0
chr18 68,320,185 68,320,408 AluYd8 + 75
chr18 68,487,880 68,488,015 AluY + 39
chr18 69,158,995 69,159,118 AluY - 0
chr18 69,766,975 69,767,184 AluY + 166
chr18 70,118,695 70,118,822 AluY - 99
chr18 70,695,768 70,696,089 AluY + 68 ZNF407
chr18 71,804,491 71,804,503 AluYg6 - 12
chr18 72,489,421 72,489,459 AluY + 36
chr18 72,718,718 72,718,792 AluY - 0 ZNF236
chr18 72,767,759 72,767,779 AluY + 0 ZNF236
chr18 73,103,851 73,103,872 AluY + 0 GALR1
chr18 73,332,374 73,332,387 AluY + 0
chr18 73,969,440 73,969,493 AluY - 0
chr18 73,981,979 73,982,155 AluY - 175
chr18 75,956,236 75,956,594 AluY + 269
chr19 585,362 585,809 AluSx + 258
chr19 732,224 732,879 AluYh9 + 565
chr19 1,694,547 1,695,001 AluYb9 - 396
chr19 2,350,101 2,350,658 AluYb9 + 325 TMPRSS9
chr19 2,434,873 2,435,080 7SLRNA - 207
chr19 2,513,750 2,514,363 AluY - 406 GNG7
chr19 2,725,535 2,725,772 AluSp + 73 SGTA



chr19 2,863,565 2,863,814 SVA - 249 ZNF57
chr19 4,034,504 4,034,585 AluY - 33
chr19 5,510,061 5,510,650 AluY - 301 PLAC2
chr19 5,808,168 5,808,179 LTR5_Hs - 11
chr19 7,725,679 7,725,747 AluY - 68
chr19 8,240,804 8,241,147 AluY - 341
chr19 10,134,478 10,134,923 AluSq - 282 DNMT1
chr19 11,010,512 11,010,895 AluSq + 380 SMARCA4
chr19 11,104,228 11,104,461 AluSx + 192 LDLR
chr19 11,743,668 11,744,012 SVA - 344 ZNF441
chr19 11,862,050 11,862,483 AluYd8 - 432 ZNF69
chr19 12,103,875 12,104,108 SVA - 0 ZNF20
chr19 12,547,309 12,547,370 AluY + 61
chr19 12,892,836 12,892,864 AluYh9 - 28
chr19 14,952,242 14,952,625 AluSx + 203
chr19 16,230,737 16,231,381 AluSg1 + 376
chr19 17,110,531 17,111,099 AluSp + 566 MYO9B
chr19 17,969,069 17,969,678 AluSq - 319 KCNN1
chr19 19,957,436 19,957,468 PTERV1 - 32
chr19 19,971,479 19,971,540 PTERV1 + 61
chr19 20,117,931 20,118,029 AluYh9 + 98
chr19 20,429,049 20,429,082 SVA - 0
chr19 20,750,618 20,750,620 PTERV1 + 2
chr19 21,400,694 21,400,708 SVA - 0 ZNF493
chr19 21,458,746 21,459,266 AluSp - 470
chr19 21,579,640 21,579,766 PTERV1 + 126
chr19 21,659,589 21,659,652 PTERV1 + 63
chr19 22,017,129 22,017,588 AluY + 459
chr19 22,243,983 22,244,019 PTERV1 - 36
chr19 22,956,773 22,957,070 AluY + 297
chr19 23,099,425 23,099,484 PTERV1 + 0
chr19 23,231,683 23,231,790 AluY - 107
chr19 23,656,666 23,656,754 LTR5_Hs + 88 ZNF675
chr19 23,672,895 23,672,930 PTERV1 - 35
chr19 23,780,008 23,780,041 PTERV1 - 33 RPSAP58
chr19 32,428,259 32,428,569 AluSx + 310
chr19 32,428,667 32,428,744 AluSc - 77
chr19 32,428,792 32,429,450 AluYg6 + 658
chr19 32,428,963 32,429,450 AluY - 487
chr19 32,429,109 32,429,447 AluSp - 338
chr19 32,429,362 32,429,443 AluSq + 81
chr19 32,429,488 32,429,556 AluYb9 - 68
chr19 32,429,596 32,429,759 AluY - 163



chr19 32,429,802 32,429,900 L1P_orf2 + 98
chr19 32,429,815 32,429,912 AluSq + 97
chr19 32,429,959 32,429,996 L1 - 37
chr19 32,430,030 32,430,364 AluSc + 334
chr19 32,430,032 32,430,100 AluSq - 68
chr19 32,432,954 32,433,025 AluY - 71
chr19 34,020,590 34,020,699 LTR5 + 0
chr19 34,026,760 34,026,836 AluY - 46
chr19 34,217,441 34,217,737 SVA - 274
chr19 34,999,190 34,999,331 AluY - 0 CCNE1
chr19 37,586,249 37,586,412 AluYd8 - 80
chr19 38,104,611 38,104,691 AluY - 0 CCDC123
chr19 39,307,475 39,307,668 AluY + 193
chr19 39,530,957 39,531,159 AluY - 0 KIAA0355
chr19 39,717,097 39,717,195 SVA + 98
chr19 39,802,473 39,802,479 SVA + 6
chr19 40,400,515 40,400,652 AluY - 136
chr19 40,626,994 40,627,003 SVA + 9
chr19 41,160,634 41,161,124 AluSp - 268
chr19 42,616,096 42,616,112 L1 + 16 ZNF569
chr19 42,692,073 42,692,153 AluYg6 + 34 ZNF793
chr19 42,880,705 42,880,797 AluYd8 - 0 ZNF607
chr19 43,448,257 43,448,421 AluYd8 + 164 SPINT2
chr19 44,020,192 44,020,380 AluY + 0 HNRNPL
chr19 45,160,765 45,160,841 SVA + 76
chr19 46,963,765 46,964,499 AluSp - 712 CEACAM6
chr19 47,663,492 47,663,617 AluY + 0
chr19 47,745,060 47,745,181 AluY - 120
chr19 47,769,537 47,769,601 PTERV1 - 9
chr19 49,118,274 49,118,315 AluYg6 - 0 ZNF45
chr19 49,549,070 49,549,115 SVA + 45 ZFP112
chr19 51,527,153 51,527,206 AluSq + 53 HIF3A
chr19 53,009,573 53,009,624 AluY - 4
chr19 53,598,752 53,599,349 AluYb9 + 444 GRIN2D
chr19 53,625,077 53,625,689 AluSc - 604 GRIN2D
chr19 54,141,050 54,141,172 AluY - 105
chr19 56,114,735 56,115,247 AluY + 483
chr19 56,275,307 56,275,472 AluY - 100 KLK14
chr19 56,310,921 56,311,532 AluY - 305
chr19 57,150,632 57,150,818 AluY + 186
chr19 57,639,335 57,639,570 SVA + 235
chr19 58,033,346 58,033,439 AluY + 93
chr19 58,131,453 58,131,473 PTERV1 - 20 ZNF321



chr19 58,480,934 58,481,130 SVA - 11
chr19 58,723,047 58,723,194 AluY - 0 ZNF331
chr19 59,460,025 59,460,503 AluY - 476
chr19 59,493,666 59,493,701 AluY - 0 LILRA3
chr19 59,763,657 59,764,238 AluY - 303
chr19 59,880,830 59,880,895 AluY - 65
chr19 60,337,344 60,337,651 AluYh9 + 112 TNNT1
chr19 60,673,448 60,674,058 AluYh9 - 566
chr19 60,705,808 60,706,445 AluSq - 578 SSC5D
chr19 61,945,331 61,945,988 AluY - 521
chr19 62,526,089 62,526,668 AluY - 391 ZNF543
chr19 63,303,622 63,304,138 AluSg + 512 ZSCAN18
chr19 63,512,134 63,512,285 AluY + 151
chr19 63,516,218 63,516,330 AluY - 112
chr2 1,534,286 1,534,399 AluY + 0
chr2 1,773,934 1,774,170 AluYd8 - 229 MYT1L
chr2 2,253,946 2,254,056 AluY + 0 MYT1L
chr2 2,977,731 2,977,918 AluSc + 174
chr2 2,978,801 2,979,330 AluYd8 - 390
chr2 3,827,842 3,827,992 AluY + 150
chr2 3,863,863 3,864,059 AluY - 0
chr2 5,237,960 5,238,054 AluY + 0
chr2 6,263,728 6,263,781 AluY + 32
chr2 7,052,618 7,052,788 AluY + 132 RNF144A
chr2 8,403,227 8,403,379 AluY - 152
chr2 8,500,276 8,500,340 AluY - 0
chr2 8,592,673 8,593,237 AluSp - 343
chr2 8,685,307 8,685,345 AluY - 23
chr2 9,245,255 9,245,412 SVA - 144
chr2 9,265,833 9,265,923 AluY + 0
chr2 10,825,448 10,825,631 SVA + 19 ATP6V1C2
chr2 10,944,523 10,945,037 AluSp - 301
chr2 11,041,450 11,041,766 AluY - 181
chr2 12,482,841 12,483,125 AluY + 23
chr2 12,623,824 12,623,926 AluY + 102
chr2 12,960,379 12,960,428 AluY + 0
chr2 13,425,449 13,425,472 AluY - 0
chr2 13,561,351 13,561,381 AluY + 0
chr2 15,474,582 15,474,708 AluY + 0 NBAS
chr2 17,153,159 17,153,170 AluY + 0
chr2 17,285,058 17,285,159 AluY + 26
chr2 17,614,848 17,614,887 L1PA2_3end + 0 RAD51AP2
chr2 17,711,166 17,711,276 AluY - 0 VSNL1



chr2 17,869,945 17,869,953 AluY - 0 GEN1
chr2 17,998,025 17,998,108 SVA - 0 KCNS3
chr2 18,418,928 18,419,050 PTERV1 + 81
chr2 18,475,061 18,475,095 PTERV1 - 34
chr2 18,709,692 18,709,747 AluY - 55
chr2 18,953,790 18,953,870 AluY - 6
chr2 19,762,685 19,762,773 AluY + 0
chr2 19,821,686 19,821,698 AluY + 12
chr2 21,067,413 21,067,429 AluY + 0
chr2 23,261,993 23,262,061 AluY + 0
chr2 23,912,704 23,912,845 AluYd8 + 0 ATAD2B
chr2 24,029,537 24,029,547 AluY + 0 ATAD2B
chr2 24,708,220 24,708,318 AluY + 0
chr2 25,604,438 25,605,017 AluSq - 128 DTNB
chr2 27,027,262 27,027,313 AluJb - 37 DPYSL5
chr2 28,657,819 28,657,871 AluYg6 - 17 PLB1
chr2 28,960,010 28,960,107 AluYg6 + 0 SPDYA
chr2 29,304,045 29,304,142 AluY - 95 CLIP4
chr2 29,568,216 29,568,256 AluYa8 + 16 ALK
chr2 30,619,966 30,619,994 SVA - 0 LCLAT1
chr2 33,171,009 33,171,038 AluY + 0 LTBP1
chr2 33,203,129 33,203,178 AluY + 49 LTBP1
chr2 33,352,196 33,352,787 AluSc - 305 LTBP1
chr2 33,794,291 33,794,381 PTERV1 - 90
chr2 33,971,160 33,971,309 AluY + 11
chr2 34,990,845 34,990,912 AluY + 67
chr2 35,674,083 35,674,183 AluY + 100
chr2 36,604,525 36,605,038 AluY - 388 CRIM1
chr2 36,875,700 36,875,873 AluYh9 + 21 VIT
chr2 38,192,221 38,192,316 AluY - 0 FAM82A1
chr2 38,764,869 38,764,948 AluY - 0
chr2 39,188,247 39,188,259 AluY - 0 SOS1
chr2 40,488,175 40,488,296 L1PA3_3end + 47 SLC8A1
chr2 41,572,406 41,572,535 AluY + 0
chr2 44,173,334 44,173,467 SVA - 107
chr2 44,822,107 44,822,645 AluSc + 427 C2orf34
chr2 45,204,154 45,204,199 L1 - 45
chr2 45,214,623 45,214,791 L1 + 168
chr2 45,583,986 45,584,096 AluY + 0 SRBD1
chr2 46,006,555 46,006,700 AluY + 55 PRKCE
chr2 46,119,996 46,120,046 AluY - 0 PRKCE
chr2 46,489,634 46,489,832 AluYd8 + 0 EPAS1
chr2 47,101,968 47,102,014 AluY - 0 TTC7A



chr2 47,743,556 47,743,710 AluY - 150
chr2 48,298,284 48,298,326 AluY + 42
chr2 48,324,157 48,324,283 AluY + 0
chr2 48,922,709 48,923,297 AluSq - 568
chr2 49,600,418 49,600,497 AluY - 79
chr2 49,941,197 49,941,253 SVA - 0
chr2 49,970,787 49,970,794 PTERV1 + 7
chr2 50,849,937 50,850,656 AluSp - 656 NRXN1
chr2 51,078,403 51,078,405 AluY + 0 NRXN1
chr2 51,541,879 51,542,068 AluYd8 + 132
chr2 52,094,612 52,094,696 AluY + 84
chr2 52,319,322 52,319,389 AluY - 57
chr2 53,666,139 53,666,209 AluY + 70
chr2 53,857,039 53,857,057 SVA + 18 LOC1003026
chr2 54,856,832 54,856,959 AluYd8 + 127
chr2 55,808,062 55,808,304 AluYd8 - 20 PNPT1
chr2 55,891,986 55,892,088 SVA - 102
chr2 55,918,780 55,918,943 AluY - 163
chr2 57,610,357 57,610,545 AluY - 188
chr2 57,991,003 57,991,062 AluYd8 - 59
chr2 58,096,852 58,096,940 L1PA2_3end + 0
chr2 59,155,033 59,155,061 AluY + 0
chr2 59,652,156 59,652,332 AluY + 90
chr2 60,791,438 60,791,577 AluY + 139
chr2 61,044,543 61,044,581 SVA - 31 REL
chr2 61,312,990 61,313,523 AluSx + 293
chr2 61,497,743 61,497,862 AluY + 119 USP34
chr2 61,765,437 61,765,714 AluYg6 + 277
chr2 61,774,926 61,775,602 AluSx + 631
chr2 62,504,756 62,504,962 AluSp - 202
chr2 62,758,995 62,759,108 L1 - 113
chr2 63,301,689 63,301,810 AluY + 0 C2orf86
chr2 63,337,360 63,337,523 PTERV1 + 163 C2orf86
chr2 63,415,997 63,416,022 AluYd8 + 25 C2orf86
chr2 63,888,182 63,888,206 AluY - 24
chr2 64,429,131 64,429,544 AluSg1 + 365
chr2 64,971,829 64,971,878 AluY + 0
chr2 65,606,491 65,606,514 AluY + 0
chr2 66,303,511 66,303,762 AluY - 251
chr2 67,127,143 67,127,188 AluY + 0
chr2 67,212,524 67,212,649 PTERV1 + 125
chr2 67,477,210 67,477,346 AluY - 8
chr2 68,261,949 68,262,047 AluY + 0



chr2 68,791,282 68,791,377 AluY - 0 PROKR1
chr2 70,248,637 70,248,654 AluY - 0
chr2 70,747,204 70,747,306 AluY - 0
chr2 70,788,525 70,788,793 LTR5_Hs + 268
chr2 70,923,665 70,923,787 AluY - 0 FIGLA
chr2 71,222,753 71,222,872 PTERV1 - 95
chr2 71,278,326 71,278,461 AluY - 97 MPHOSPH10
chr2 71,573,997 71,574,122 SVA - 0
chr2 72,549,145 72,549,183 SVA + 0 EXOC6B
chr2 72,602,915 72,603,236 AluYd8 + 9 EXOC6B
chr2 72,715,027 72,715,339 AluY - 128 EXOC6B
chr2 72,994,561 72,994,566 SVA + 5
chr2 74,288,150 74,288,365 AluYg6 + 213
chr2 74,465,095 74,465,641 AluSq + 248 SLC4A5
chr2 76,294,594 76,294,702 AluY + 108
chr2 76,706,980 76,706,996 AluY + 0
chr2 76,898,601 76,898,787 AluYd8 + 186 LRRTM4
chr2 79,009,571 79,009,805 AluY - 102
chr2 79,772,592 79,772,683 AluYg6 - 0 CTNNA2
chr2 80,284,648 80,284,708 AluY - 47 CTNNA2
chr2 80,308,014 80,308,133 AluY + 119 CTNNA2
chr2 80,881,759 80,881,935 AluYd8 - 140
chr2 80,977,026 80,977,109 AluYb9 + 83
chr2 81,050,483 81,050,579 AluY + 0
chr2 81,116,277 81,116,314 AluY - 0
chr2 81,596,336 81,596,472 AluY + 136
chr2 81,812,239 81,812,329 AluY + 0
chr2 82,164,572 82,164,637 AluY + 65
chr2 82,270,589 82,270,695 AluY - 106
chr2 84,335,513 84,335,612 AluY - 0
chr2 84,813,843 84,813,985 AluY - 0 DNAH6
chr2 84,857,115 84,857,221 AluY - 0 DNAH6
chr2 85,223,093 85,223,139 AluY + 46
chr2 85,551,698 85,551,705 PTERV1 + 7
chr2 86,208,331 86,208,431 AluY + 0 POLR1A
chr2 86,375,249 86,375,828 AluY - 475 REEP1
chr2 87,167,193 87,167,436 AluY - 81
chr2 89,294,717 89,294,824 AluY + 0
chr2 91,114,395 91,114,501 AluY - 82
chr2 95,192,709 95,193,205 AluYa8 + 357 MRPS5
chr2 95,232,978 95,232,981 AluY + 3
chr2 95,624,860 95,624,878 AluY - 0
chr2 95,665,940 95,666,148 AluY + 0



chr2 96,869,488 96,869,644 AluY + 156 CNNM4
chr2 97,751,030 97,751,444 AluSx + 235
chr2 98,008,815 98,008,954 AluY + 139 TMEM131
chr2 98,117,749 98,117,830 AluY + 81
chr2 98,739,725 98,739,735 SVA - 0 MGAT4A
chr2 98,918,172 98,918,366 AluY - 194 C2orf55
chr2 99,623,210 99,623,855 AluJb + 417 AFF3
chr2 100,574,186 100,574,302 AluY - 116
chr2 101,136,745 101,136,807 AluY + 0 TBC1D8
chr2 101,524,037 101,524,095 AluY + 0 RFX8
chr2 101,803,952 101,804,180 AluY - 61 MAP4K4
chr2 101,963,074 101,963,239 AluY + 0 MAP4K4
chr2 102,135,864 102,136,123 AluYd8 + 0
chr2 102,504,256 102,504,309 L1PA3_3end - 53 IL18RAP
chr2 103,214,736 103,214,781 L1PA2_3end - 0
chr2 103,878,057 103,878,283 AluY - 104
chr2 104,643,422 104,643,599 LTR5 + 56
chr2 105,044,360 105,044,451 AluY - 0
chr2 105,085,156 105,085,181 AluY + 25
chr2 105,372,350 105,372,566 AluY - 109 TGFBRAP1
chr2 105,833,088 105,833,102 AluY + 0 NCK2
chr2 106,318,149 106,318,376 AluY + 226
chr2 106,398,049 106,398,157 AluY - 0
chr2 106,405,951 106,405,965 AluY + 14
chr2 106,808,712 106,808,922 PTERV1 - 98
chr2 108,910,209 108,910,414 AluY - 205 CCDC138
chr2 109,724,483 109,724,611 AluY + 85 SEPT10
chr2 110,607,758 110,607,813 AluY + 55 LIMS3-
chr2 110,627,808 110,628,221 SVA + 245 LIMS3-
chr2 111,971,693 111,971,823 AluY - 0
chr2 113,296,059 113,296,108 AluY + 49
chr2 113,326,342 113,326,374 AluY - 32
chr2 113,571,805 113,571,948 AluYd8 - 143
chr2 114,185,480 114,185,515 AluYd8 + 0
chr2 114,871,417 114,871,895 AluY + 477
chr2 114,920,604 114,921,103 AluSc - 254 DPP10
chr2 115,118,915 115,119,136 AluYd8 + 0 DPP10
chr2 115,253,427 115,253,868 AluYh9 + 206 DPP10
chr2 115,267,674 115,267,721 PTERV1 + 0 DPP10
chr2 115,645,979 115,646,316 AluYa8 + 159 DPP10
chr2 116,476,393 116,476,434 AluY - 41
chr2 116,579,478 116,579,543 AluY - 0
chr2 116,639,268 116,639,310 AluY + 42



chr2 116,645,252 116,645,420 AluY - 0
chr2 117,062,869 117,063,391 AluY - 465
chr2 117,228,908 117,228,988 AluY + 80
chr2 117,987,200 117,987,281 L1PA2_3end + 0
chr2 118,555,024 118,555,071 AluY - 47
chr2 118,811,665 118,811,848 AluY + 183
chr2 119,131,491 119,131,493 AluY - 0
chr2 119,380,543 119,380,610 AluY + 67
chr2 119,563,172 119,563,581 AluYa8 - 273
chr2 120,324,689 120,324,916 SVA - 227 PTPN4
chr2 121,793,271 121,793,334 AluY + 63
chr2 122,097,672 122,097,716 AluY + 44 CLASP1
chr2 122,623,813 122,623,876 AluY - 7
chr2 123,759,588 123,759,774 AluY + 186
chr2 124,430,514 124,430,644 AluY - 0
chr2 125,197,344 125,197,407 AluY + 52 CNTNAP5
chr2 125,481,120 125,481,175 AluY + 41
chr2 125,649,073 125,649,106 AluY - 33
chr2 125,667,275 125,667,536 AluY - 261
chr2 126,334,709 126,334,774 AluY - 65
chr2 127,743,013 127,743,121 AluY + 0 ERCC3
chr2 127,873,226 127,873,436 AluY + 210
chr2 127,911,381 127,911,538 AluY + 0
chr2 128,805,431 128,805,509 AluY + 78
chr2 130,120,768 130,120,882 AluY + 0
chr2 132,198,597 132,198,820 AluYd8 + 0
chr2 132,833,765 132,833,952 AluY - 187 NCRNA0016
chr2 132,850,583 132,850,597 AluSp - 14
chr2 132,858,082 132,858,211 PTERV1 - 121
chr2 132,860,733 132,860,853 AluY + 120
chr2 132,862,313 132,862,520 L1P_orf2 + 200
chr2 132,862,502 132,863,069 AluSp + 541
chr2 132,868,369 132,868,463 AluSq + 94
chr2 132,868,983 132,869,328 AluSg + 197
chr2 132,998,316 132,998,342 AluY - 0
chr2 133,033,187 133,033,473 L1PA2_3end - 0 GPR39
chr2 133,706,836 133,706,967 AluY - 119 NCKAP5
chr2 133,815,912 133,815,970 AluY - 0 NCKAP5
chr2 134,417,257 134,417,387 AluY - 130
chr2 134,757,739 134,757,903 AluY - 0
chr2 134,949,253 134,949,299 AluY - 0 MGAT5
chr2 135,318,597 135,318,887 AluY + 175
chr2 135,874,024 135,874,048 AluY - 0 ZRANB3



chr2 135,892,280 135,892,364 PTERV1 + 24 ZRANB3
chr2 135,909,976 135,910,089 SVA - 0 ZRANB3
chr2 136,059,375 136,059,496 AluYd8 - 0 ZRANB3
chr2 136,882,347 136,882,359 AluY - 12
chr2 137,152,331 137,152,455 AluY - 0
chr2 138,330,332 138,330,386 AluY - 54
chr2 138,378,137 138,378,235 AluY + 98
chr2 139,413,253 139,413,456 AluYd8 + 0
chr2 139,478,655 139,479,346 AluY - 265
chr2 140,113,821 140,114,081 AluY + 0
chr2 140,555,490 140,555,814 AluY + 128
chr2 141,179,806 141,180,345 AluYb9 + 357 LRP1B
chr2 141,389,658 141,389,757 AluY - 0 LRP1B
chr2 141,540,088 141,540,367 AluYd8 + 0 LRP1B
chr2 141,835,507 141,835,609 AluY - 0 LRP1B
chr2 142,077,941 142,078,039 AluY - 0 LRP1B
chr2 142,418,321 142,418,559 AluYd8 - 0 LRP1B
chr2 142,857,794 142,857,852 AluYd8 - 0
chr2 143,420,649 143,420,700 AluY - 51
chr2 143,467,521 143,467,682 PTERV1 - 0
chr2 143,495,730 143,495,920 PTERV1 + 190 KYNU
chr2 144,582,047 144,582,111 AluY + 64 GTDC1
chr2 145,154,391 145,154,492 AluY + 100
chr2 145,164,055 145,164,164 AluY + 0
chr2 145,175,662 145,175,847 L1PA2_3end + 0
chr2 145,717,546 145,717,596 AluY + 50
chr2 146,698,332 146,698,434 AluY - 102
chr2 147,192,494 147,192,558 AluY - 0
chr2 147,882,419 147,883,143 AluY - 153
chr2 148,196,726 148,196,825 AluY + 0
chr2 148,258,967 148,258,983 AluY - 16
chr2 148,803,902 148,803,920 AluY - 0 MBD5
chr2 149,256,239 149,256,308 AluY + 69 EPC2
chr2 149,960,028 149,960,044 AluYg6 - 0
chr2 149,960,042 149,960,080 AluY - 0
chr2 150,317,668 150,317,780 AluY + 60
chr2 150,342,344 150,342,596 AluY - 34
chr2 150,615,819 150,616,312 AluY + 299
chr2 151,119,414 151,120,011 SVA - 66
chr2 153,188,113 153,188,314 AluY + 14 FMNL2
chr2 153,542,080 153,542,618 AluSp + 306
chr2 153,612,482 153,612,712 AluY + 0
chr2 153,852,996 153,853,015 AluY + 0



chr2 153,898,679 153,898,802 AluY - 123
chr2 153,982,493 153,982,546 AluY - 0
chr2 154,032,039 154,032,193 AluY - 0
chr2 158,595,414 158,595,633 PTERV1 - 219
chr2 158,959,418 158,959,849 AluYg6 - 325 CCDC148
chr2 159,385,230 159,385,316 AluYd8 + 0
chr2 160,201,702 160,201,887 AluY - 127 BAZ2B
chr2 160,343,999 160,344,060 SVA + 61
chr2 161,506,959 161,507,136 AluYd8 - 177
chr2 161,767,660 161,767,748 SVA + 46
chr2 161,963,789 161,963,813 AluSg + 0
chr2 161,965,168 161,965,247 AluYd8 - 0
chr2 163,556,347 163,556,374 AluY + 27
chr2 163,757,153 163,757,380 PTERV1 - 0
chr2 163,819,254 163,819,354 AluY - 50
chr2 163,829,065 163,829,107 AluY - 42
chr2 164,452,587 164,452,629 AluY + 0
chr2 164,927,902 164,927,938 AluY + 0
chr2 165,056,526 165,056,556 AluYd8 - 30
chr2 165,727,757 165,727,782 PTERV1 - 25
chr2 166,349,368 166,349,472 AluY - 104 CSRNP3
chr2 167,228,118 167,228,211 AluY + 0
chr2 167,564,722 167,564,857 AluY - 134
chr2 168,072,478 168,072,557 AluY - 0
chr2 168,138,304 168,138,397 AluY + 93
chr2 168,261,784 168,261,990 AluY + 0
chr2 168,390,170 168,390,705 AluSp + 301
chr2 169,607,275 169,607,329 AluY + 54 ABCB11
chr2 170,246,279 170,246,394 AluY - 104 FASTKD1
chr2 170,731,595 170,731,725 AluYd8 - 0 UBR3
chr2 171,079,088 171,079,275 AluY - 0 MYO3B
chr2 171,199,845 171,199,984 AluY - 0 MYO3B
chr2 171,369,016 171,369,180 AluY + 162
chr2 171,894,836 171,895,018 AluY - 0 TLK1
chr2 172,865,948 172,865,968 SVA - 15
chr2 173,546,464 173,546,582 AluY - 118 RAPGEF4
chr2 173,722,062 173,722,075 AluY - 0 RAPGEF4
chr2 174,616,993 174,617,107 AluY - 9 SP3
chr2 175,068,282 175,068,406 AluY - 0 CIR1
chr2 175,733,049 175,733,079 AluY + 30
chr2 177,560,276 177,560,355 AluY - 79
chr2 178,160,321 178,160,454 AluYd8 + 66 AGPS
chr2 178,816,129 178,816,196 AluY + 45 RBM45



chr2 179,475,082 179,475,097 AluY - 0 TTN
chr2 179,652,192 179,652,276 AluY + 84
chr2 179,706,812 179,706,933 AluY - 57
chr2 180,017,008 180,017,031 AluY - 0
chr2 180,385,751 180,385,871 AluY + 120 ZNF385B
chr2 180,698,374 180,698,431 AluY - 57
chr2 180,977,014 180,977,132 AluY + 118
chr2 180,977,045 180,977,064 AluYd8 + 19
chr2 182,176,956 182,177,141 AluYd8 + 0 ITGA4
chr2 182,682,491 182,682,573 AluY + 0 PPP1R1C
chr2 182,808,038 182,808,070 AluY - 0
chr2 183,304,295 183,304,448 SVA + 153
chr2 183,369,087 183,369,565 AluY - 470
chr2 183,434,667 183,434,719 AluY + 0 DNAJC10
chr2 184,265,074 184,265,332 AluY + 258
chr2 184,692,570 184,692,690 AluY + 0
chr2 184,888,239 184,888,267 PTERV1 + 4
chr2 185,211,450 185,211,493 AluY + 43
chr2 185,783,128 185,783,659 AluSc + 529
chr2 186,520,174 186,520,233 AluY - 53
chr2 186,826,096 186,826,215 AluY - 97
chr2 186,850,627 186,850,818 AluY - 191
chr2 188,058,692 188,058,789 AluY + 0 CALCRL
chr2 188,122,820 188,123,193 AluY - 216 CALCRL
chr2 188,316,897 188,316,963 AluY - 0
chr2 188,477,151 188,477,218 AluY - 67
chr2 190,019,351 190,019,376 SVA + 25
chr2 190,182,560 190,182,635 AluY + 75
chr2 190,184,404 190,184,460 AluY + 56
chr2 190,632,102 190,632,300 AluY + 198
chr2 191,725,456 191,725,602 AluYd8 + 0 STAT4
chr2 192,946,255 192,946,270 AluY - 15
chr2 193,262,966 193,263,089 AluY + 79
chr2 196,857,891 196,857,970 AluYd8 - 0 STK17B
chr2 197,989,639 197,989,730 SVA + 91
chr2 198,910,191 198,910,333 AluY + 111
chr2 199,233,267 199,233,374 AluY - 18
chr2 199,824,602 199,824,605 PTERV1 + 0
chr2 199,840,825 199,840,860 PTERV1 + 35
chr2 199,970,103 199,970,143 AluSq + 40 SATB2
chr2 200,892,964 200,893,103 AluY + 139
chr2 201,005,750 201,006,408 AluY + 273 SPATS2L
chr2 201,341,980 201,342,068 AluY - 0 AOX1



chr2 201,365,972 201,366,073 AluY - 101
chr2 202,228,405 202,228,415 AluY + 10 ALS2CR11
chr2 202,253,401 202,253,912 AluY - 400 ALS2CR11
chr2 202,909,454 202,910,000 AluYg6 + 294 SUMO1
chr2 204,043,109 204,043,125 LTR5_Hs - 16 ABI2
chr2 208,176,131 208,176,397 SVA + 222
chr2 208,241,181 208,241,416 AluYd8 - 34 CREB1
chr2 208,936,155 208,936,205 AluY - 50 IDH1
chr2 209,634,007 209,634,062 AluY + 55
chr2 209,735,589 209,735,722 AluYd8 - 0
chr2 210,767,494 210,767,598 AluY - 0 C2orf67
chr2 210,813,214 210,813,319 AluY + 105 C2orf67
chr2 211,195,716 211,195,850 AluY - 134 CPS1
chr2 211,984,608 211,984,706 AluY - 0
chr2 213,724,852 213,724,920 AluY + 68 IKZF2
chr2 214,213,856 214,213,902 PTERV1 - 46 SPAG16
chr2 214,245,856 214,246,048 AluY + 192 SPAG16
chr2 215,292,558 215,292,561 AluY - 0
chr2 215,529,960 215,530,023 PTERV1 + 63
chr2 216,409,058 216,409,114 AluY - 0
chr2 216,470,561 216,470,776 SVA + 0
chr2 216,578,057 216,578,106 AluY + 0
chr2 216,917,479 216,918,014 AluSg1 - 522
chr2 217,241,194 217,241,319 AluY - 0
chr2 218,208,704 218,208,864 L1PA3_3end - 40 DIRC3
chr2 219,299,808 219,299,961 AluY - 0 PLCD4
chr2 219,545,020 219,545,043 AluY - 0
chr2 219,602,827 219,602,968 SVA - 141
chr2 221,017,808 221,017,943 AluY - 0
chr2 221,521,382 221,521,389 AluY + 0
chr2 221,552,073 221,552,366 AluY + 293
chr2 222,519,921 222,519,970 AluY - 0
chr2 224,981,787 224,981,819 PTERV1 - 32
chr2 225,038,944 225,039,444 AluYg6 + 424
chr2 225,593,759 225,593,806 AluY + 0 DOCK10
chr2 226,720,144 226,720,342 AluY + 0
chr2 227,103,756 227,103,964 L1PA2_3end - 14
chr2 227,187,136 227,187,410 AluY - 0
chr2 227,189,183 227,189,290 AluY + 0
chr2 227,963,127 227,963,138 AluY + 0 COL4A3
chr2 228,944,656 228,944,692 PTERV1 - 36
chr2 229,278,060 229,278,608 AluYd8 - 301
chr2 229,683,730 229,683,884 AluY + 0



chr2 229,855,285 229,855,404 AluY - 119 PID1
chr2 230,268,494 230,268,604 L1PA2_3end - 0 DNER
chr2 230,625,362 230,625,380 AluY - 0 FBXO36
chr2 230,785,768 230,785,869 AluY - 101
chr2 232,269,107 232,269,120 AluSp - 13
chr2 232,441,948 232,441,958 AluY - 10 PDE6D
chr2 232,767,690 232,767,747 AluY - 0 DIS3L2
chr2 233,648,762 233,648,832 LTR5_Hs + 34 NGEF
chr2 234,100,509 234,100,795 AluY - 136 DGKD
chr2 235,219,173 235,219,264 AluY - 0
chr2 236,015,545 236,015,560 AluY - 0
chr2 237,212,731 237,212,847 AluY - 116
chr2 237,461,355 237,461,719 SVA + 364
chr2 238,223,842 238,223,962 AluY + 120 MLPH
chr2 239,499,919 239,500,083 AluY - 143
chr2 240,238,184 240,238,709 AluYb9 + 378
chr2 241,868,121 241,868,644 AluYh9 + 521 ANO7
chr2 242,036,987 242,037,105 AluSq - 112 FARP2
chr2 242,133,227 242,133,837 AluYg6 + 322 FARP2
chr2 242,137,713 242,137,778 SVA + 0 FARP2
chr20 72,043 72,105 AluY - 62 DEFB126
chr20 470,366 470,478 AluY - 0 CSNK2A1
chr20 1,097,468 1,097,480 LTR5_Hs - 0
chr20 1,287,561 1,287,678 AluY - 78
chr20 1,721,384 1,721,517 AluY + 133
chr20 2,019,001 2,019,069 AluYd8 + 68
chr20 2,765,853 2,765,972 AluY + 0 FAM113A
chr20 3,549,369 3,549,455 AluY + 0 ATRN
chr20 4,438,766 4,438,808 SVA - 42
chr20 4,488,766 4,488,875 AluSq - 82
chr20 4,667,907 4,668,521 AluSc - 294 PRNT
chr20 4,928,434 4,928,652 AluY + 0 SLC23A2
chr20 5,014,566 5,015,000 AluJb + 334
chr20 5,638,453 5,638,502 AluYg6 - 0
chr20 6,084,967 6,085,131 AluY + 164
chr20 6,592,076 6,592,260 AluY - 0
chr20 6,926,338 6,926,367 AluY + 0
chr20 7,753,568 7,753,617 AluY + 0
chr20 7,756,104 7,756,143 AluY + 0
chr20 7,949,960 7,950,012 AluY + 52
chr20 8,598,091 8,598,210 L1PA2_3end - 0 PLCB1
chr20 8,712,767 8,713,155 AluY + 261 PLCB1
chr20 10,395,902 10,396,037 AluY + 0 C20orf94



chr20 10,418,491 10,418,541 AluY + 0 C20orf94
chr20 11,593,088 11,593,147 AluY + 0
chr20 11,823,833 11,824,020 AluY - 33 BTBD3
chr20 11,888,051 11,888,201 AluY + 119
chr20 12,342,397 12,342,483 AluY + 86
chr20 12,719,288 12,719,558 SVA + 235
chr20 12,840,427 12,841,161 AluY - 366
chr20 13,335,142 13,335,634 AluY - 490 TASP1
chr20 13,983,909 13,984,063 AluY - 0 MACROD2
chr20 14,120,431 14,120,494 AluY + 63 MACROD2
chr20 14,893,833 14,893,886 AluY + 0 MACROD2
chr20 15,184,616 15,184,682 AluY - 0 MACROD2
chr20 16,203,196 16,203,291 SVA + 0 KIF16B
chr20 16,430,489 16,430,574 AluY - 85 KIF16B
chr20 16,484,296 16,484,320 AluY + 0 KIF16B
chr20 17,333,469 17,333,538 AluY + 69 PCSK2
chr20 18,042,685 18,042,698 SVA + 13
chr20 18,220,677 18,220,712 AluY - 35 ZNF133
chr20 19,483,970 19,484,045 AluY + 0 SLC24A3
chr20 19,632,961 19,632,985 LTR5_Hs - 24 SLC24A3
chr20 20,008,560 20,008,682 AluY - 0 C20orf26
chr20 20,171,388 20,171,539 AluY + 0 C20orf26
chr20 20,264,283 20,264,534 AluY + 167 C20orf26
chr20 20,611,286 20,611,412 AluY - 82 RALGAPA2
chr20 21,249,590 21,250,007 AluJb - 412 XRN2
chr20 22,792,378 22,792,404 AluY - 0
chr20 23,148,189 23,148,452 AluYg6 - 263
chr20 24,253,490 24,253,503 AluYg6 - 13
chr20 24,810,329 24,810,338 AluY + 9
chr20 24,820,036 24,820,077 SVA - 41
chr20 25,184,080 25,184,663 AluSq - 292 PYGB
chr20 25,208,139 25,208,256 LTR5 + 34 PYGB
chr20 25,208,213 25,208,285 LTR5_Hs + 63 PYGB
chr20 28,263,577 28,263,879 L1P_orf2 - 302
chr20 29,275,660 29,276,088 L1 + 428
chr20 29,275,679 29,275,786 AluY + 107
chr20 29,275,822 29,276,065 AluSq + 243
chr20 29,275,824 29,276,077 AluSq - 253
chr20 29,276,131 29,276,408 AluYb9 + 257
chr20 29,276,132 29,276,413 L1P_orf2 + 261
chr20 29,276,133 29,276,363 AluY - 210
chr20 29,276,133 29,276,367 AluY + 214
chr20 29,276,133 29,276,368 AluSc + 215



chr20 29,276,133 29,276,371 L1 - 218
chr20 29,276,402 29,276,406 AluSq - 4
chr20 30,553,567 30,553,594 AluY + 27
chr20 30,820,315 30,820,613 AluY - 57 DNMT3B
chr20 31,182,417 31,182,730 AluY - 312
chr20 31,182,617 31,182,723 AluYd8 - 105
chr20 32,221,635 32,221,916 PTERV1 - 0
chr20 32,225,407 32,225,445 LTR5_Hs - 0
chr20 32,233,087 32,233,135 PTERV1 + 48
chr20 32,892,650 32,892,676 SVA - 26
chr20 33,691,499 33,691,555 AluY + 0 CPNE1
chr20 35,319,019 35,319,151 L1PA2_3end + 98
chr20 36,129,058 36,129,135 SVA - 0 RPRD1B
chr20 36,249,939 36,249,992 AluY - 53
chr20 37,931,964 37,932,179 L1PA2_3end - 0
chr20 38,338,026 38,338,068 AluY - 0
chr20 38,702,750 38,702,882 AluY + 0
chr20 38,854,658 38,854,848 AluY - 190
chr20 39,175,468 39,176,057 AluSc + 303 TOP1
chr20 39,553,477 39,553,547 AluY + 0 CHD6
chr20 40,342,084 40,342,246 AluYd8 - 0 PTPRT
chr20 40,855,588 40,855,702 AluY - 0 PTPRT
chr20 42,515,866 42,516,423 AluYb9 + 442
chr20 42,515,900 42,516,394 AluSg1 + 379
chr20 42,552,635 42,552,738 AluY + 0 TTPAL
chr20 43,797,597 43,797,736 AluYd8 + 139
chr20 44,982,544 44,982,607 AluY - 0 EYA2
chr20 45,097,609 45,098,108 AluJb + 314 EYA2
chr20 47,659,494 47,659,528 AluY + 34
chr20 47,792,464 47,793,116 AluSp - 386
chr20 48,192,086 48,192,252 AluY + 95 TMEM189
chr20 48,212,224 48,212,420 PTERV1 + 125
chr20 48,220,792 48,220,895 AluY - 0
chr20 48,950,059 48,950,105 AluY - 46 ADNP
chr20 49,013,482 49,013,506 AluY - 24
chr20 49,356,003 49,356,109 AluYg6 + 106
chr20 49,401,665 49,402,210 AluYh9 + 427
chr20 49,483,807 49,483,874 AluY + 0 NFATC2
chr20 49,913,033 49,913,190 AluY - 33
chr20 50,171,876 50,171,967 BC200 + 91 ZFP64
chr20 50,871,034 50,871,165 AluY - 37
chr20 51,794,829 51,794,937 AluY - 24
chr20 53,165,532 53,165,538 SVA - 0



chr20 53,562,784 53,562,810 AluY - 0
chr20 53,567,261 53,567,786 AluYh9 + 509
chr20 53,852,302 53,852,697 AluY - 193
chr20 54,033,865 54,033,887 AluY + 0
chr20 57,294,721 57,294,783 AluY + 0
chr20 57,504,728 57,504,799 AluY - 71
chr20 58,416,891 58,416,894 LTR5_Hs + 0
chr20 58,441,677 58,441,711 PTERV1 + 34
chr20 60,601,314 60,601,357 LTR5_Hs - 0
chr20 61,333,760 61,333,802 AluY + 42
chr21 9,859,770 9,859,786 AluSg + 16
chr21 9,859,823 9,860,135 SVA - 286
chr21 9,859,833 9,860,131 THE1 + 272
chr21 9,859,837 9,860,130 AluY + 267
chr21 9,860,172 9,860,331 AluYa8 + 159
chr21 9,860,178 9,860,327 AluSp - 149
chr21 9,860,178 9,860,329 AluSp + 151
chr21 9,860,179 9,860,329 AluSc + 150
chr21 9,860,374 9,860,878 AluY - 483
chr21 9,873,128 9,873,334 AluSq + 206
chr21 10,022,507 10,022,585 AluSq + 78
chr21 10,143,042 10,143,151 AluY - 90
chr21 13,686,898 13,687,001 AluSp - 8
chr21 14,114,793 14,115,041 AluYg6 + 247
chr21 14,540,651 14,540,749 AluYd8 + 98
chr21 14,685,133 14,685,578 AluY - 444
chr21 14,828,675 14,828,846 AluY - 137 SAMSN1
chr21 14,909,251 14,909,278 PTERV1 + 0
chr21 15,792,771 15,792,847 AluY + 0
chr21 16,320,216 16,320,785 AluY - 303
chr21 17,384,676 17,385,033 L1 + 330
chr21 18,061,444 18,061,449 SVA - 5
chr21 19,276,659 19,276,744 PTERV1 - 0
chr21 19,677,476 19,677,528 AluY - 0
chr21 21,226,641 21,226,700 AluYd8 + 0
chr21 21,499,903 21,499,936 AluY - 33 NCAM2
chr21 22,216,289 22,216,389 L1PA2_3end - 64
chr21 22,774,611 22,774,737 AluY + 125
chr21 23,818,237 23,818,723 AluSg1 + 233
chr21 24,044,693 24,044,992 AluY + 242
chr21 25,393,780 25,393,850 AluYd8 + 0
chr21 26,075,769 26,075,824 AluY + 55
chr21 26,732,606 26,732,636 AluY + 0



chr21 26,756,622 26,756,632 AluY + 0
chr21 26,903,943 26,904,095 AluY - 0
chr21 27,703,350 27,703,401 AluY - 51
chr21 28,882,297 28,882,429 AluY + 0
chr21 30,193,077 30,193,335 AluY + 95 GRIK1
chr21 32,196,072 32,196,860 AluSp - 442 HUNK
chr21 33,311,186 33,311,233 AluYb9 - 35
chr21 33,765,642 33,765,882 AluYd8 + 230 TMEM50B
chr21 33,897,838 33,898,075 AluY + 175 CRYZL1
chr21 34,719,284 34,719,585 AluSp + 299
chr21 35,479,338 35,479,361 AluY - 23
chr21 35,727,954 35,728,016 AluY + 62
chr21 37,181,607 37,181,666 AluY + 0 HLCS
chr21 37,511,149 37,511,660 AluY - 432 DSCR9
chr21 40,333,086 40,333,242 AluY + 0 DSCAM
chr21 40,477,416 40,477,579 AluYg6 + 146 DSCAM
chr21 41,390,643 41,390,792 AluYd8 + 65
chr21 42,484,986 42,484,996 AluY + 0
chr21 42,684,262 42,684,531 AluYd8 - 128 TMPRSS3
chr21 42,843,304 42,843,312 AluY + 8 SLC37A1
chr21 44,908,534 44,908,781 AluYd8 + 247 C21orf29
chr21 45,589,340 45,589,479 AluY + 0
chr21 46,470,315 46,470,687 AluY + 187 LSS
chr22 16,899,538 16,899,709 AluY - 171
chr22 17,376,629 17,376,685 AluY + 19
chr22 18,981,438 18,981,770 AluSq - 292
chr22 18,981,535 18,981,769 AluY - 194
chr22 19,063,076 19,063,169 AluY - 93
chr22 19,594,591 19,594,900 AluSq + 308
chr22 19,745,029 19,745,603 AluYa8 - 337
chr22 20,670,785 20,671,017 SVA + 76
chr22 20,773,215 20,773,491 AluY + 262
chr22 22,058,067 22,058,447 FRAM - 181 ZDHHC8P1
chr22 22,134,580 22,134,606 AluYa8 - 26
chr22 22,138,394 22,138,617 SVA - 0
chr22 22,209,367 22,209,618 LTR5 + 251
chr22 22,261,947 22,262,242 AluY - 0
chr22 22,545,081 22,545,180 LTR5 - 99 SLC2A11
chr22 22,634,518 22,634,781 AluSg1 + 0 DDTL
chr22 22,713,256 22,713,320 SVA + 63 GSTTP2
chr22 23,225,087 23,225,180 AluY - 93 UPB1
chr22 23,537,709 23,538,388 AluSq - 436 SGSM1
chr22 23,659,021 23,659,104 AluYg6 + 83 TMEM211



chr22 23,944,859 23,945,153 AluYd8 - 271 CRYBB2
chr22 25,721,494 25,721,680 AluY + 0
chr22 26,591,920 26,592,035 AluYd8 + 0 PITPNB
chr22 26,848,736 26,849,023 AluSq + 224 TTC28
chr22 27,622,463 27,622,780 AluY - 302 ZNRF3
chr22 27,670,898 27,670,905 AluY + 0 ZNRF3
chr22 28,030,323 28,030,898 AluSp + 291 GAS2L1
chr22 28,942,037 28,942,251 AluY + 0
chr22 29,932,019 29,932,086 AluY - 67
chr22 30,416,241 30,416,380 AluY - 97 C22orf30
chr22 30,793,182 30,793,376 AluSc - 124 SLC5A1
chr22 30,962,717 30,962,829 AluY + 112 SLC5A4
chr22 31,163,487 31,164,017 AluY - 299 BPIL2
chr22 31,207,804 31,208,118 AluY - 0 FBXO7
chr22 31,208,513 31,208,607 AluY + 0 FBXO7
chr22 31,351,374 31,351,800 AluSq + 248 SYN3
chr22 31,952,011 31,952,030 AluYd8 + 19
chr22 31,960,809 31,961,072 AluYh9 - 255
chr22 32,126,426 32,126,473 AluY + 0 LARGE
chr22 33,178,402 33,178,931 AluSp - 265
chr22 34,301,632 34,302,168 AluSq - 531
chr22 34,653,822 34,653,908 SVA + 13 RBM9
chr22 35,147,476 35,148,061 AluSp + 582
chr22 36,553,726 36,553,780 AluY + 0 ANKRD54
chr22 37,590,511 37,590,577 AluY - 0 CBX6
chr22 38,040,546 38,040,834 AluY - 3
chr22 38,120,004 38,120,169 AluY + 86
chr22 38,183,341 38,183,616 PTERV1 - 0 MGAT3
chr22 39,315,355 39,315,412 AluY + 19 MKL1
chr22 40,211,704 40,211,857 AluY + 102 ACO2
chr22 40,463,953 40,464,034 AluY + 63 MEI1
chr22 40,495,006 40,495,082 AluY - 44 MEI1
chr22 40,860,413 40,860,416 AluY + 0
chr22 41,223,168 41,223,185 SVA - 0 SERHL
chr22 41,819,240 41,819,636 AluSq + 226
chr22 41,945,999 41,946,342 AluYg6 + 307 SCUBE1
chr22 42,037,486 42,037,792 AluY - 174 SCUBE1
chr22 44,517,459 44,517,618 AluY + 39 ATXN10
chr22 45,131,226 45,131,295 SVA + 69 CELSR1
chr22 46,355,440 46,355,842 AluY + 361
chr22 46,860,930 46,860,968 AluY - 0
chr22 46,977,856 46,977,878 AluY - 22
chr22 47,730,234 47,730,501 PTERV1 + 262



chr22 47,785,398 47,785,455 AluSq - 17
chr22 47,888,423 47,888,605 THE1 - 182
chr22 48,122,988 48,123,046 L1HS_3end + 58
chr22 48,462,015 48,462,142 AluY - 127
chr22 49,127,516 49,127,723 AluY + 184 SAPS2
chr3 156,322 156,462 AluY - 139
chr3 808,832 808,946 AluY + 69
chr3 1,181,603 1,181,825 AluYd8 - 0 CNTN6
chr3 1,544,734 1,544,839 L1PA4_3end + 34
chr3 2,320,429 2,320,507 AluY - 0 CNTN4
chr3 2,391,919 2,391,956 AluY - 0 CNTN4
chr3 2,951,993 2,952,255 AluY + 103 CNTN4
chr3 4,099,853 4,099,864 AluY + 0
chr3 5,053,359 5,053,442 SVA + 26
chr3 5,352,053 5,352,140 AluY - 71
chr3 5,483,911 5,483,940 AluY + 29
chr3 5,833,381 5,833,504 AluY - 123
chr3 6,084,630 6,085,123 AluY - 306
chr3 6,304,623 6,304,781 AluY + 158
chr3 6,679,507 6,679,850 AluSc - 313
chr3 7,352,155 7,352,218 AluY + 63 GRM7
chr3 8,258,971 8,259,157 AluY + 186 LOC1002884
chr3 10,419,584 10,419,774 L1PA3_3end - 47 ATP2B2
chr3 11,008,097 11,008,185 AluY + 0
chr3 11,160,812 11,160,849 AluY + 37 HRH1
chr3 11,627,360 11,627,411 AluY - 51 VGLL4
chr3 11,991,568 11,991,966 AluY + 372
chr3 11,998,490 11,998,523 AluY + 0
chr3 12,415,753 12,416,314 AluY + 365 PPARG
chr3 12,739,130 12,739,732 AluYb9 + 592
chr3 13,771,384 13,771,527 AluY - 143
chr3 14,015,090 14,015,150 SVA - 60 TPRXL
chr3 14,356,812 14,356,951 AluY - 45
chr3 15,929,279 15,929,815 L1 - 536
chr3 16,217,522 16,218,023 AluYg6 - 357 GALNTL2
chr3 17,204,159 17,204,204 AluY - 0 TBC1D5
chr3 17,354,972 17,355,034 AluY + 0 TBC1D5
chr3 17,539,522 17,539,660 AluY + 129 TBC1D5
chr3 17,673,311 17,673,339 AluY + 0 TBC1D5
chr3 17,936,102 17,936,204 AluY + 40
chr3 18,638,607 18,638,676 AluY - 64
chr3 18,726,358 18,726,577 AluY + 0
chr3 20,011,237 20,011,355 AluY + 118 C3orf48



chr3 20,441,374 20,441,606 AluY - 0
chr3 21,692,295 21,692,318 AluY - 0 ZNF385D
chr3 22,793,271 22,793,327 AluY + 0
chr3 23,442,425 23,442,601 AluY - 176 UBE2E2
chr3 24,837,900 24,838,064 AluY - 88
chr3 25,014,540 25,014,640 AluY - 49
chr3 26,227,396 26,227,446 AluY - 50
chr3 26,294,147 26,294,161 SVA + 14
chr3 26,420,756 26,420,855 LTR5_Hs - 0
chr3 28,109,588 28,109,677 AluY - 89
chr3 28,232,920 28,232,963 AluY + 0
chr3 28,273,258 28,273,347 AluY - 0 CMC1
chr3 28,904,007 28,904,056 AluY - 0
chr3 29,867,053 29,867,238 AluY - 0 RBMS3
chr3 31,423,309 31,423,445 AluY + 133
chr3 32,432,685 32,433,411 AluSg - 495 CMTM7
chr3 32,581,118 32,581,330 AluY - 0 DYNC1LI1
chr3 33,372,549 33,373,180 AluSc - 457 FBXL2
chr3 33,637,788 33,637,900 AluY - 36 CLASP2
chr3 33,745,379 33,745,482 AluY + 0
chr3 33,806,756 33,806,828 LTR5 - 0
chr3 34,182,504 34,182,614 AluY - 110
chr3 34,224,971 34,225,118 AluYd8 + 0
chr3 34,225,042 34,225,227 AluY + 0
chr3 34,858,022 34,858,182 AluYb9 - 0
chr3 34,865,641 34,865,759 AluY - 0
chr3 35,273,605 35,273,906 AluYd8 - 0
chr3 36,478,304 36,478,352 L1PA6_3end + 48 STAC
chr3 36,760,765 36,760,823 AluYd8 + 0
chr3 37,151,522 37,151,606 SVA + 0 LRRFIP2
chr3 37,194,742 37,194,976 AluYd8 + 0
chr3 37,242,805 37,243,061 AluY + 0
chr3 37,671,872 37,672,584 L1P_orf2 - 712 ITGA9
chr3 37,902,189 37,902,328 AluYg6 - 0 CTDSPL
chr3 37,933,094 37,933,202 AluY - 108 CTDSPL
chr3 40,694,805 40,694,992 AluYg6 - 150
chr3 42,743,427 42,743,499 AluY - 72 CCDC13
chr3 44,846,943 44,846,995 LTR5_Hs - 0 KIF15
chr3 46,526,502 46,526,569 AluYd8 - 67
chr3 47,142,264 47,142,359 SVA + 0 SETD2
chr3 47,707,138 47,707,157 SVA + 19 SMARCC1
chr3 48,010,744 48,010,800 AluY - 0 MAP4
chr3 48,202,564 48,203,128 AluSq + 297 CDC25A



chr3 48,719,673 48,720,211 AluSp - 299 IP6K2
chr3 49,095,938 49,096,102 AluY + 104 QRICH1
chr3 49,744,019 49,744,331 AluSq + 227 IP6K1
chr3 50,806,537 50,806,541 AluY - 4 DOCK3
chr3 50,996,157 50,996,217 AluY + 60 DOCK3
chr3 51,591,852 51,592,138 AluSc - 280 RAD54L2
chr3 51,819,917 51,819,946 AluY - 29
chr3 52,115,533 52,115,660 AluY - 56 POC1A
chr3 52,896,598 52,896,630 SVA + 0 TMEM110
chr3 52,936,028 52,936,160 AluY - 0 SFMBT1
chr3 54,183,367 54,183,932 AluY - 291 CACNA2D3
chr3 55,840,702 55,840,729 L1 + 27 ERC2
chr3 56,102,698 56,102,841 AluY - 26 ERC2
chr3 57,329,600 57,329,609 AluY + 0 DNAH12
chr3 57,413,575 57,413,591 AluY + 0 DNAH12
chr3 57,579,176 57,579,674 AluSp - 483
chr3 59,446,846 59,446,874 AluY - 0
chr3 60,330,398 60,330,513 AluY - 0 FHIT
chr3 60,662,642 60,662,917 AluY - 274 FHIT
chr3 60,673,046 60,673,667 L1P_orf2 + 621 FHIT
chr3 60,734,486 60,734,602 PTERV1 + 0 FHIT
chr3 60,741,327 60,741,440 AluY - 113 FHIT
chr3 60,981,140 60,981,371 L1 - 231 FHIT
chr3 61,790,809 61,790,849 AluY + 0 MIR548A3
chr3 62,187,176 62,187,220 AluY - 0 PTPRG
chr3 62,292,221 62,292,276 AluY - 0 C3orf14
chr3 62,424,116 62,424,149 AluYd8 - 0 CADPS
chr3 62,594,504 62,594,551 AluY - 0 CADPS
chr3 64,854,125 64,854,306 AluYg6 + 181
chr3 67,499,295 67,499,537 AluY + 183
chr3 68,987,434 68,987,547 SVA - 46 FAM19A4
chr3 69,288,918 69,288,986 AluY - 68
chr3 69,846,360 69,846,510 AluY - 5
chr3 70,280,921 70,280,950 AluY + 0
chr3 70,650,743 70,650,815 AluY - 17
chr3 71,954,890 71,954,984 L1PA2_3end - 0
chr3 73,187,064 73,187,071 AluY + 7 PPP4R2
chr3 73,281,105 73,281,342 SVA - 0
chr3 73,377,634 73,377,691 AluYd8 + 57
chr3 73,528,841 73,528,932 AluSg - 69 PDZRN3
chr3 73,553,172 73,553,459 AluYd8 + 35 PDZRN3
chr3 73,880,333 73,880,431 AluY + 75
chr3 74,257,287 74,257,370 PTERV1 - 0



chr3 74,309,820 74,309,865 PTERV1 + 0
chr3 74,685,633 74,685,712 L1P_orf2 - 79
chr3 75,153,185 75,153,240 AluY - 55
chr3 75,524,932 75,524,978 PTERV1 - 0
chr3 76,169,996 76,170,032 PTERV1 - 33
chr3 76,175,289 76,175,315 PTERV1 - 0
chr3 76,674,161 76,674,196 AluYd8 - 0
chr3 78,088,482 78,088,697 AluY - 137
chr3 79,836,775 79,836,800 AluY - 25 ROBO1
chr3 80,186,671 80,186,675 SVA - 0
chr3 81,311,215 81,311,487 AluY + 214
chr3 81,653,916 81,654,028 AluY - 100 GBE1
chr3 81,924,142 81,924,192 AluYg6 + 0
chr3 82,009,026 82,009,543 AluYa8 - 513
chr3 83,005,530 83,005,620 AluY - 0
chr3 83,386,679 83,386,870 AluY + 146
chr3 83,839,188 83,839,360 L1PA8A_3end - 171
chr3 84,299,129 84,299,137 AluY - 8
chr3 85,974,601 85,974,635 AluY - 0 CADM2
chr3 86,084,406 86,084,585 AluY - 23 CADM2
chr3 86,551,391 86,551,609 AluY - 2
chr3 86,558,495 86,558,629 AluY - 0
chr3 87,324,431 87,324,478 LTR5 + 0
chr3 88,148,878 88,149,441 AluY - 320
chr3 88,547,619 88,548,178 AluSc + 310
chr3 88,561,398 88,561,736 AluY - 155
chr3 89,366,578 89,366,590 AluY - 12 EPHA3
chr3 95,187,563 95,187,848 AluY - 106 ARL13B
chr3 95,409,362 95,409,371 SVA - 0
chr3 95,420,075 95,420,156 PTERV1 - 0
chr3 95,426,459 95,426,498 PTERV1 + 0
chr3 95,524,598 95,524,851 AluY - 252
chr3 96,285,564 96,285,693 AluY + 118
chr3 96,458,950 96,459,007 AluY - 0
chr3 96,481,232 96,481,341 PTERV1 + 101
chr3 97,069,520 97,069,551 LTR5_Hs + 0
chr3 97,462,060 97,462,163 AluY + 103
chr3 97,538,163 97,538,243 L1PA2_3end + 80
chr3 98,911,479 98,911,557 AluYg6 - 67 EPHA6
chr3 98,928,080 98,928,118 AluY + 0 EPHA6
chr3 99,273,652 99,273,733 SVA - 81
chr3 99,399,824 99,400,003 LTR5_Hs - 0
chr3 101,022,688 101,022,752 AluY + 0 C3orf26



chr3 101,587,654 101,587,686 AluY + 0 TOMM70A
chr3 101,871,763 101,871,901 SVA - 138 GPR128
chr3 102,486,640 102,486,766 AluYd8 + 36 IMPG2
chr3 103,277,881 103,277,993 AluY + 0
chr3 103,483,063 103,483,120 AluY - 57
chr3 103,754,488 103,754,588 AluY + 76
chr3 103,973,434 103,973,535 AluY - 0
chr3 105,027,848 105,027,980 AluYg6 - 132
chr3 105,399,554 105,399,668 AluY + 114
chr3 105,400,124 105,400,267 AluY - 0
chr3 107,138,711 107,138,867 AluY + 156
chr3 107,283,186 107,283,211 AluY - 0
chr3 108,504,960 108,505,015 AluY - 0 LOC344595
chr3 109,654,081 109,654,204 AluY + 102 MYH15
chr3 109,700,372 109,700,551 AluY - 0 MYH15
chr3 110,351,843 110,351,848 AluY - 0
chr3 111,625,225 111,625,275 AluY + 0
chr3 111,892,790 111,893,087 AluY - 262
chr3 112,516,613 112,516,952 SVA - 339
chr3 113,336,461 113,336,524 AluY + 63
chr3 113,603,816 113,604,059 SVA + 243
chr3 113,609,152 113,609,441 PTERV1 + 201
chr3 113,705,419 113,705,442 SVA - 0
chr3 113,845,080 113,845,155 AluY + 0
chr3 114,992,939 114,992,953 SVA - 0 ATP6V1A
chr3 115,793,855 115,793,985 AluY - 0 ZBTB20
chr3 116,806,096 116,806,395 AluY + 49
chr3 117,723,113 117,723,133 AluY - 0
chr3 117,815,273 117,815,299 SVA + 21
chr3 118,211,789 118,211,829 AluY - 0
chr3 120,623,057 120,623,090 AluY - 0
chr3 121,625,505 121,625,864 AluJb + 163 FSTL1
chr3 121,821,618 121,821,735 PTERV1 - 117
chr3 122,559,490 122,559,580 AluY + 89 STXBP5L
chr3 122,642,368 122,642,454 AluY - 0 POLQ
chr3 123,412,074 123,412,357 AluYd8 + 283 CASR
chr3 124,812,506 124,812,703 AluY + 0
chr3 124,992,470 124,992,512 AluY - 0 MYLK
chr3 124,996,523 124,996,532 AluY - 9 MYLK
chr3 125,101,233 125,101,307 AluY - 53
chr3 125,578,779 125,578,815 LTR5_Hs - 24 KALRN
chr3 126,112,875 126,112,930 AluY - 55 MUC13
chr3 126,700,896 126,700,958 SVA + 0 SNX4



chr3 126,726,601 126,726,737 SVA - 0
chr3 128,512,552 128,512,783 AluYd8 - 0
chr3 129,527,134 129,527,351 AluYd8 - 80 EEFSEC
chr3 131,652,506 131,652,756 AluYh9 + 250 COL29A1
chr3 132,132,601 132,132,677 AluY + 0 ATP2C1
chr3 132,285,083 132,285,106 AluY - 0 NEK11
chr3 132,772,523 132,772,533 AluY - 0 CPNE4
chr3 133,706,368 133,706,373 AluY + 0 DNAJC13
chr3 133,782,517 133,782,697 AluY - 180 ACAD11
chr3 133,879,440 133,879,641 AluY + 0 UBA5
chr3 134,261,546 134,261,625 AluY - 0 TMEM108
chr3 135,655,081 135,655,141 AluY - 18
chr3 136,327,321 136,327,383 AluY - 0 EPHB1
chr3 136,344,129 136,344,142 AluY + 13 EPHB1
chr3 136,781,015 136,781,509 AluYd8 + 492
chr3 137,002,435 137,002,440 AluY - 0
chr3 137,880,831 137,881,427 AluY + 593 STAG1
chr3 137,973,562 137,973,721 AluY + 158
chr3 138,464,073 138,464,232 AluY - 0
chr3 138,941,375 138,941,453 AluY + 0
chr3 140,194,223 140,194,276 AluY - 0
chr3 140,497,450 140,497,999 AluSq + 460
chr3 141,965,757 141,965,927 AluY - 170
chr3 142,271,247 142,271,341 AluY + 22 SPSB4
chr3 144,267,369 144,267,388 LTR5_Hs + 7
chr3 144,713,964 144,714,544 AluSg1 + 578 SLC9A9
chr3 144,969,969 144,970,033 AluY - 0 SLC9A9
chr3 145,335,795 145,335,951 AluY + 0
chr3 146,425,622 146,425,717 AluY - 0
chr3 146,809,885 146,810,055 AluY - 170
chr3 147,458,150 147,458,252 PTERV1 + 102
chr3 147,774,677 147,774,719 AluY - 19
chr3 147,896,028 147,896,033 AluY - 5
chr3 148,223,111 148,223,308 AluY + 197
chr3 148,375,047 148,375,104 AluY + 0
chr3 148,726,495 148,726,566 AluY - 71
chr3 149,474,988 149,474,997 PTERV1 + 0
chr3 149,624,160 149,624,244 AluY + 84
chr3 150,395,202 150,395,210 PTERV1 + 8 CP
chr3 150,450,499 150,450,721 AluY + 0
chr3 150,472,029 150,472,135 AluY + 93
chr3 150,875,253 150,875,313 AluY - 0 WWTR1
chr3 151,038,203 151,038,281 SVA - 77 RNF13



chr3 151,155,511 151,155,587 AluYd8 + 0 RNF13
chr3 151,184,476 151,184,534 SVA - 58
chr3 152,689,601 152,689,606 L1P_orf2 + 5
chr3 152,730,787 152,730,820 PTERV1 - 33
chr3 152,963,735 152,963,909 AluY - 174
chr3 153,541,168 153,541,208 L1PA2_3end + 0 TMEM14E
chr3 154,294,834 154,294,878 AluY + 0
chr3 154,912,515 154,912,688 AluY + 173
chr3 154,926,783 154,926,800 AluY - 17
chr3 155,251,373 155,251,573 L1PA2_3end - 133
chr3 155,256,624 155,256,741 AluY + 0
chr3 155,273,204 155,273,258 AluY + 54
chr3 155,375,121 155,375,492 AluY - 0 SGEF
chr3 155,986,152 155,986,218 AluYd8 - 66
chr3 156,266,193 156,266,364 AluY - 0
chr3 158,003,016 158,003,069 AluY + 0
chr3 158,876,338 158,876,486 AluY - 0
chr3 160,647,903 160,648,102 AluY - 34 SCHIP1
chr3 160,647,920 160,648,133 AluYd8 - 65 SCHIP1
chr3 160,874,622 160,874,816 L1PA3_3end - 0 SCHIP1
chr3 161,998,127 161,998,786 AluSc + 657 PPM1L
chr3 162,097,096 162,097,103 AluY + 0 PPM1L
chr3 163,407,178 163,407,219 AluY - 0
chr3 163,908,300 163,908,439 AluYb9 + 27
chr3 163,920,139 163,920,306 PTERV1 + 167
chr3 164,958,439 164,958,570 AluY + 131
chr3 165,772,397 165,772,647 AluY + 0
chr3 168,092,020 168,092,111 SVA + 16
chr3 168,184,403 168,184,468 AluY + 0
chr3 168,555,453 168,555,731 AluYd8 - 0 ZBBX
chr3 168,742,169 168,742,601 AluY + 427 WDR49
chr3 169,329,967 169,330,174 AluY + 207
chr3 169,355,708 169,355,778 AluY + 70
chr3 170,313,518 170,313,690 AluYd8 + 0 MECOM
chr3 174,389,508 174,389,713 AluY - 186
chr3 175,435,593 175,435,597 AluYg6 - 0 NLGN1
chr3 176,751,264 176,751,352 AluYd8 - 0 NAALADL2
chr3 177,253,060 177,253,129 SVA + 0
chr3 177,464,955 177,465,422 AluY - 465
chr3 177,831,082 177,831,162 L1PA2_3end - 80
chr3 178,747,812 178,748,035 AluYd8 - 22
chr3 179,040,821 179,040,970 AluYd8 - 0
chr3 179,065,911 179,065,927 AluY + 4



chr3 179,365,492 179,365,554 AluY + 62
chr3 179,701,175 179,701,658 AluY + 253
chr3 179,850,612 179,850,736 AluY - 124 KCNMB2
chr3 180,202,963 180,202,993 AluY - 30
chr3 181,105,580 181,105,596 AluY + 0 PEX5L
chr3 181,401,204 181,401,264 AluYd8 + 0
chr3 181,466,837 181,466,892 AluY - 55
chr3 182,287,440 182,287,621 AluY - 0
chr3 183,588,193 183,588,309 AluY - 7
chr3 184,287,851 184,288,140 AluYb9 + 288 MCCC1
chr3 184,461,048 184,461,081 AluY + 0 B3GNT5
chr3 184,632,397 184,632,664 AluSp + 176
chr3 185,905,091 185,905,209 AluYd8 - 118
chr3 186,317,048 186,317,582 AluYd8 - 448 C3orf70
chr3 186,443,585 186,443,601 LTR5_Hs + 16 EHHADH
chr3 187,779,198 187,779,257 AluY - 59 DNAJB11
chr3 188,080,954 188,081,236 LTR5 - 0
chr3 188,081,139 188,081,161 LTR5_Hs - 0
chr3 189,040,467 189,040,617 AluYb9 - 134
chr3 189,210,899 189,211,129 SVA + 230
chr3 189,333,991 189,334,118 AluY - 0
chr3 189,504,199 189,504,278 AluY + 73 LPP
chr3 189,817,058 189,817,347 AluYd8 - 289 LPP
chr3 190,044,016 190,044,343 AluY + 272 LPP
chr3 190,118,493 190,118,622 AluYd8 - 0
chr3 190,975,955 190,976,099 AluY - 0 TP63
chr3 192,345,318 192,345,515 AluY - 195
chr3 193,073,076 193,073,151 AluY + 0
chr3 193,113,022 193,113,144 AluY - 0
chr3 194,032,825 194,032,849 AluYd8 - 0 C3orf59
chr3 194,160,384 194,160,512 AluY + 128
chr3 194,709,253 194,709,506 AluY + 102 ATP13A4
chr3 195,204,553 195,204,798 AluYb9 + 115
chr3 195,204,765 195,204,890 AluY + 45
chr3 195,822,552 195,823,203 AluSc + 648 TMEM44
chr3 196,526,325 196,526,386 AluY - 61 ACAP2
chr3 196,584,591 196,584,707 SVA + 0 ACAP2
chr3 196,883,248 196,883,326 AluY + 78 SDHAP2
chr3 197,139,715 197,139,737 AluY - 22
chr3 197,328,946 197,329,001 SVA - 0
chr3 197,787,420 197,787,491 AluY - 71 FBXO45
chr3 198,255,267 198,255,759 AluY - 330
chr3 198,494,528 198,494,597 AluY - 0 DLG1



chr4 329,117 329,635 AluSp + 428 ZNF141
chr4 377,246 377,313 AluYg6 + 0
chr4 785,964 786,068 AluY - 36 CPLX1
chr4 1,614,889 1,615,472 AluY - 575 FAM53A
chr4 1,818,068 1,818,682 AluSq - 429 LETM1
chr4 2,473,481 2,473,981 AluYb9 - 495 RNF4
chr4 2,817,359 2,817,379 AluY + 20
chr4 3,585,151 3,585,204 L1PA3_3end - 53
chr4 4,731,834 4,732,107 AluY + 125
chr4 5,109,467 5,109,514 AluY + 32
chr4 9,441,346 9,441,475 LTR5_Hs + 0
chr4 9,518,929 9,519,191 L1PA3_3end + 256 SLC2A9
chr4 11,618,475 11,618,527 AluY - 52
chr4 12,105,220 12,105,239 PTERV1 + 19
chr4 13,675,061 13,675,129 AluY - 68
chr4 13,940,094 13,940,135 AluY + 0
chr4 14,212,771 14,212,885 AluY - 102
chr4 14,649,592 14,649,781 AluYg6 - 189
chr4 14,730,718 14,730,860 AluY - 0 CPEB2
chr4 15,570,827 15,570,907 AluY + 0
chr4 15,593,975 15,593,991 PTERV1 + 0
chr4 16,383,586 16,383,610 AluY - 12 LDB2
chr4 16,655,213 16,655,224 PTERV1 + 11
chr4 18,319,089 18,319,208 AluY + 0
chr4 18,789,712 18,789,749 AluY - 0
chr4 18,912,672 18,912,697 AluY + 0
chr4 19,493,660 19,493,714 AluY + 0
chr4 20,577,804 20,577,806 AluYb9 - 0 KCNIP4
chr4 20,924,564 20,924,594 AluY + 30 KCNIP4
chr4 21,193,033 21,193,530 AluYg6 + 359 KCNIP4
chr4 21,227,388 21,227,642 AluY - 253 KCNIP4
chr4 22,213,117 22,213,299 SVA + 182
chr4 22,521,337 22,521,420 AluY - 83
chr4 23,933,113 23,933,247 AluY + 0
chr4 24,414,318 24,414,552 L1PA3_3end + 233
chr4 24,415,124 24,415,291 AluY + 167
chr4 24,424,451 24,424,606 AluY - 0
chr4 24,543,835 24,543,966 AluY + 0 CCDC149
chr4 24,815,576 24,815,857 AluY + 281 SEPSECS
chr4 24,978,587 24,978,864 PTERV1 - 277
chr4 25,051,501 25,051,608 AluYd8 - 0
chr4 25,422,773 25,422,882 SVA + 109
chr4 27,275,857 27,276,019 AluY - 86



chr4 28,542,129 28,542,423 AluY - 130
chr4 28,579,402 28,579,762 AluY + 0
chr4 29,568,842 29,568,911 AluYd8 + 0
chr4 30,806,420 30,806,459 AluY + 0 PCDH7
chr4 31,092,174 31,092,297 L1PA3_3end - 0
chr4 32,133,218 32,133,261 AluY - 0
chr4 32,821,471 32,821,480 AluY + 9
chr4 34,308,472 34,308,671 AluY + 139
chr4 35,845,884 35,846,162 AluY - 156
chr4 36,954,695 36,954,741 SVA - 46
chr4 37,275,275 37,275,318 AluY + 43
chr4 37,649,587 37,649,779 AluYd8 - 176
chr4 38,214,803 38,214,939 AluY - 136
chr4 40,335,558 40,335,628 AluY - 0 RBM47
chr4 42,114,775 42,114,947 AluSg1 + 170
chr4 43,233,101 43,233,266 AluY + 39
chr4 44,012,720 44,012,745 AluY - 0
chr4 44,163,744 44,163,851 AluY - 0 KCTD8
chr4 44,703,165 44,703,363 AluY - 0
chr4 44,741,831 44,741,987 AluYg6 + 156
chr4 45,210,046 45,210,151 AluYd8 + 104
chr4 47,695,984 47,696,025 AluY + 0 NFXL1
chr4 47,696,829 47,696,890 AluY + 14 NFXL1
chr4 48,146,661 48,146,703 SVA - 5
chr4 48,589,059 48,589,823 AluYh9 + 585 FRYL
chr4 48,935,798 48,936,190 AluJb - 318
chr4 48,935,865 48,936,028 AluY - 115
chr4 48,935,876 48,935,957 AluSq - 40
chr4 48,935,876 48,935,959 AluSq + 42
chr4 48,936,304 48,936,397 AluSc - 70
chr4 48,936,345 48,936,468 AluSx + 92
chr4 48,936,439 48,936,615 AluY - 145
chr4 48,937,703 48,937,801 L1P_orf2 + 58
chr4 48,937,709 48,937,808 AluY + 58
chr4 48,937,857 48,937,869 L1P_orf2 - 12
chr4 48,943,910 48,944,049 AluSp + 139
chr4 48,944,118 48,944,308 L1P_orf2 + 190
chr4 48,944,376 48,944,455 AluSq + 79
chr4 48,944,380 48,944,405 L1P_orf2 - 25
chr4 48,944,381 48,944,446 AluSq - 65
chr4 48,944,386 48,944,455 L1PA4_3end - 69
chr4 48,944,492 48,944,734 AluY + 218
chr4 48,947,515 48,947,742 AluJb - 206



chr4 48,948,571 48,948,749 L1P_orf2 - 178
chr4 48,949,663 48,949,817 AluYb9 + 154
chr4 48,949,664 48,949,816 AluSp - 152
chr4 48,949,668 48,949,810 AluY - 142
chr4 48,949,668 48,949,811 AluSq - 143
chr4 48,949,669 48,949,794 AluSq + 125
chr4 48,949,963 48,949,998 AluY + 25
chr4 48,950,041 48,950,082 L1 - 41
chr4 48,950,334 48,950,521 AluY - 165
chr4 48,961,720 48,961,752 AluY - 32
chr4 48,961,778 48,961,843 AluSq - 43
chr4 48,962,038 48,962,058 L1P_orf2 - 20
chr4 48,962,094 48,962,097 SVA - 3
chr4 48,982,968 48,983,463 AluSp - 449
chr4 48,983,116 48,983,403 AluSx + 287
chr4 48,983,298 48,983,462 AluY - 145
chr4 48,983,303 48,983,380 THE1 + 77
chr4 48,983,304 48,983,402 AluSq - 98
chr4 48,983,304 48,983,474 L1P_orf2 + 151
chr4 48,983,412 48,983,476 AluY + 45
chr4 48,983,436 48,983,473 L1PA10_3end - 19
chr4 48,983,766 48,983,831 AluY - 65
chr4 48,983,775 48,984,015 AluSq - 221
chr4 48,987,792 48,987,934 AluSp + 115
chr4 48,987,802 48,987,967 AluJb - 138
chr4 48,987,808 48,987,927 AluSp - 92
chr4 48,987,811 48,987,927 AluY + 92
chr4 48,987,815 48,987,927 AluSq - 92
chr4 48,988,004 48,988,210 THE1 + 193
chr4 48,988,008 48,988,207 L1 + 187
chr4 48,988,016 48,988,209 L1 - 180
chr4 48,988,021 48,988,087 AluYb9 + 66
chr4 48,988,124 48,988,207 L1PA2_3end - 71
chr4 48,988,130 48,988,205 AluSq + 65
chr4 48,988,133 48,988,205 AluY - 62
chr4 48,988,251 48,988,255 AluYb9 - 4
chr4 48,988,254 48,988,575 AluSp + 309
chr4 48,988,275 48,988,461 SVA - 174
chr4 48,988,279 48,988,318 L1P_orf2 - 39
chr4 48,988,287 48,988,320 L1PA6_3end - 33
chr4 48,988,291 48,988,490 AluSq - 187
chr4 48,988,352 48,988,515 AluY + 151
chr4 48,988,501 48,988,540 AluY - 39



chr4 48,988,546 48,988,571 AluSg + 25
chr4 48,991,961 48,992,147 AluSq - 186
chr4 48,993,978 48,994,091 AluSc - 113
chr4 48,996,723 48,996,832 AluSc - 89
chr4 48,997,490 48,997,505 AluYb9 - 15
chr4 48,997,491 48,997,505 AluSp + 14
chr4 48,997,984 48,998,004 AluSg - 20
chr4 49,159,429 49,159,639 AluSc + 210
chr4 49,485,049 49,485,219 AluSg + 170
chr4 49,485,170 49,485,221 AluYh9 + 51
chr4 49,485,451 49,485,542 AluSq + 79
chr4 49,485,670 49,485,693 AluY - 23
chr4 49,491,530 49,491,601 AluSq + 71
chr4 49,491,659 49,492,107 AluSp + 405
chr4 49,491,660 49,492,164 AluSq - 461
chr4 49,491,670 49,491,967 AluY + 254
chr4 49,493,701 49,493,705 AluYg6 + 4
chr4 49,497,553 49,497,555 L1 + 2
chr4 53,421,450 53,421,530 AluY + 0
chr4 53,437,126 53,437,284 SVA + 63
chr4 53,765,462 53,765,646 AluY + 59 SCFD2
chr4 54,271,639 54,271,887 AluY + 247 LNX1
chr4 54,539,655 54,539,972 AluYd8 + 317
chr4 55,183,600 55,183,622 SVA - 0
chr4 55,646,131 55,646,369 AluYg6 + 113
chr4 56,131,864 56,132,010 AluYd8 - 0 TMEM165
chr4 56,380,654 56,380,718 SVA - 64
chr4 56,705,257 56,705,300 AluY - 0 CEP135
chr4 56,927,201 56,927,231 PTERV1 - 0 KIAA1211
chr4 57,342,535 57,342,886 AluSq + 350
chr4 58,559,402 58,559,422 AluY - 20
chr4 58,876,584 58,876,696 AluY - 112
chr4 59,207,958 59,208,051 SVA - 12
chr4 59,809,043 59,809,131 AluY - 88
chr4 60,212,982 60,213,194 L1PA3_3end - 212
chr4 60,219,134 60,219,219 AluYb9 - 85
chr4 61,690,216 61,690,489 AluYd8 + 0
chr4 62,042,687 62,042,732 AluYh9 - 0
chr4 62,249,780 62,249,943 AluY - 0 LPHN3
chr4 62,752,806 62,753,189 AluY - 66 LPHN3
chr4 63,712,273 63,712,814 AluY - 540
chr4 64,698,031 64,698,065 AluY - 0
chr4 65,428,150 65,428,204 PTERV1 + 54



chr4 66,827,034 66,827,116 AluY - 80
chr4 66,870,989 66,871,187 AluY + 0
chr4 67,087,252 67,087,317 AluY - 0
chr4 67,668,319 67,668,357 AluY - 0
chr4 68,094,374 68,094,704 AluJb + 330
chr4 69,126,701 69,126,724 LTR5_Hs - 0
chr4 72,625,336 72,625,362 AluY + 26 SLC4A4
chr4 72,659,068 72,659,148 SVA - 40 SLC4A4
chr4 72,973,293 72,973,886 AluY + 278 GC
chr4 74,003,215 74,003,285 AluY - 70
chr4 76,187,381 76,187,809 AluY + 332
chr4 76,226,082 76,226,181 LTR5_Hs - 0 PARM1
chr4 77,525,902 77,526,074 SVA - 172
chr4 77,998,392 77,998,486 AluSg + 2 SHROOM3
chr4 78,582,216 78,582,377 AluY + 0
chr4 79,167,664 79,167,910 SVA + 246 MRPL1
chr4 79,717,100 79,717,214 AluY - 0 FRAS1
chr4 79,880,928 79,881,084 AluY - 79 ANXA3
chr4 80,860,900 80,861,069 AluY - 23
chr4 81,223,484 81,223,684 AluY + 0 ANTXR2
chr4 81,712,495 81,712,626 AluY - 9 C4orf22
chr4 84,036,198 84,036,263 AluY - 0 SCD5
chr4 84,111,472 84,111,607 AluY + 135 SEC31A
chr4 85,710,095 85,710,305 AluY - 0
chr4 86,036,324 86,036,428 AluYd8 - 0 WDFY3
chr4 86,637,598 86,637,704 AluYd8 - 0
chr4 87,775,297 87,775,468 AluY - 112
chr4 88,240,648 88,240,750 AluY - 102 AFF1
chr4 89,136,250 89,136,513 PTERV1 + 128
chr4 89,745,330 89,745,376 AluY + 0 HERC5
chr4 89,917,706 89,917,792 AluY + 86 HERC3
chr4 90,635,823 90,635,877 AluYh9 - 0
chr4 90,635,829 90,635,926 AluY - 0
chr4 92,947,658 92,947,704 AluYb9 + 46
chr4 93,376,748 93,377,160 L1P_orf2 - 411
chr4 94,360,816 94,360,902 AluY - 0 GRID2
chr4 94,413,386 94,413,398 PTERV1 - 0 GRID2
chr4 94,827,950 94,828,028 AluY - 0 GRID2
chr4 95,633,323 95,633,343 AluY - 20
chr4 96,169,467 96,169,675 AluY - 0 BMPR1B
chr4 96,603,685 96,603,831 AluY + 0 UNC5C
chr4 96,709,242 96,709,286 AluY - 0 UNC5C
chr4 97,531,828 97,531,933 AluY - 0



chr4 97,698,618 97,698,802 AluYd8 - 38
chr4 99,380,281 99,380,360 AluY - 0 C4orf37
chr4 99,386,204 99,386,292 PTERV1 + 88 C4orf37
chr4 99,392,330 99,392,348 AluY + 0 C4orf37
chr4 99,739,088 99,739,291 AluY + 197
chr4 101,006,247 101,006,336 AluYg6 - 89
chr4 101,319,833 101,320,085 AluY + 0
chr4 101,698,040 101,698,238 AluY + 0 EMCN
chr4 101,743,213 101,743,269 AluY - 56 EMCN
chr4 102,651,949 102,652,197 AluYd8 - 209
chr4 102,789,883 102,789,980 AluY + 0
chr4 105,190,232 105,190,550 AluSp - 283
chr4 105,434,694 105,434,738 AluY - 44
chr4 105,438,326 105,438,592 L1PA3_3end + 266
chr4 105,471,796 105,471,838 AluYh9 - 42
chr4 106,506,781 106,506,818 AluY - 0 TET2
chr4 107,253,130 107,253,309 AluY + 29
chr4 107,821,398 107,821,632 AluY - 234
chr4 108,664,880 108,664,964 PTERV1 + 84
chr4 108,697,794 108,697,831 PTERV1 + 37
chr4 109,021,130 109,021,196 AluYd8 + 39
chr4 109,021,154 109,021,294 AluY + 130
chr4 111,354,485 111,354,630 AluY + 103 ELOVL6
chr4 111,400,270 111,400,507 PTERV1 + 197 ELOVL6
chr4 111,656,174 111,656,304 AluY - 120
chr4 112,060,891 112,061,101 L1PA3_3end - 0
chr4 113,659,555 113,659,565 AluY + 4 ALPK1
chr4 114,021,494 114,022,001 AluSg - 221
chr4 114,496,606 114,496,704 L1PA3_3end - 0 ANK2
chr4 114,767,697 114,767,733 AluYb9 + 0 CAMK2D
chr4 114,872,085 114,872,164 PTERV1 + 79 CAMK2D
chr4 115,326,098 115,326,114 PTERV1 - 16
chr4 116,193,537 116,193,586 AluY - 0 NDST4
chr4 119,352,426 119,352,449 AluY + 23 NDST3
chr4 120,146,312 120,146,414 AluYd8 + 0
chr4 120,640,021 120,640,101 AluY - 80
chr4 121,415,963 121,415,986 THE1 - 23
chr4 121,640,873 121,640,986 AluY - 113
chr4 122,218,564 122,218,589 AluY + 25
chr4 122,607,343 122,607,876 AluY - 334 QRFPR
chr4 123,237,399 123,237,429 AluY + 0
chr4 123,288,717 123,288,996 AluY - 279
chr4 124,889,048 124,889,069 AluY - 0



chr4 125,594,561 125,594,599 SVA + 38
chr4 126,100,145 126,100,225 AluYg6 - 80
chr4 126,346,597 126,346,729 AluY - 0
chr4 126,553,879 126,553,965 AluY + 0
chr4 127,397,310 127,397,394 AluY - 84
chr4 127,438,712 127,438,888 PTERV1 - 71
chr4 127,759,179 127,759,183 PTERV1 + 4
chr4 127,821,263 127,821,342 AluY + 79
chr4 128,103,528 128,103,602 AluY - 0
chr4 128,834,211 128,834,396 LTR5_Hs - 185
chr4 129,168,424 129,168,546 AluY - 0 PLK4
chr4 130,666,017 130,666,149 AluY - 0
chr4 131,940,514 131,940,570 AluY - 0
chr4 132,610,763 132,610,838 AluY - 75
chr4 132,847,229 132,847,401 AluY + 35
chr4 133,566,346 133,566,376 AluY + 0
chr4 133,772,045 133,772,109 PTERV1 + 0
chr4 134,308,819 134,308,964 AluY + 0
chr4 134,632,009 134,632,094 AluY + 0
chr4 137,752,086 137,752,738 AluY + 650
chr4 138,704,896 138,705,490 AluYd8 + 309
chr4 138,805,647 138,805,849 AluY - 74 PCDH18
chr4 139,896,380 139,896,517 AluY - 31
chr4 140,177,873 140,177,958 L1 + 85
chr4 140,420,644 140,420,924 AluY + 193
chr4 140,560,123 140,560,278 AluYd8 - 42
chr4 142,578,617 142,578,754 AluY + 0
chr4 143,413,137 143,413,416 AluSp + 106 INPP4B
chr4 143,762,424 143,762,535 AluY + 0 INPP4B
chr4 146,214,023 146,214,103 AluYg6 - 80
chr4 147,073,043 147,073,650 AluJb + 286 ZNF827
chr4 147,338,988 147,339,195 AluSc + 206
chr4 147,511,507 147,511,595 AluY - 0
chr4 148,478,648 148,478,727 AluY + 0
chr4 148,530,365 148,530,475 AluY + 110
chr4 148,735,959 148,736,208 AluSc - 179
chr4 149,294,746 149,294,896 AluY + 0 ARHGAP10
chr4 150,022,741 150,022,799 AluY + 58
chr4 150,540,600 150,540,775 AluY + 73
chr4 151,928,583 151,928,735 AluY - 0 LRBA
chr4 152,128,046 152,128,069 AluY - 0 LRBA
chr4 152,778,715 152,779,052 SVA - 2 FAM160A1
chr4 153,102,822 153,103,346 AluY - 240



chr4 153,649,441 153,649,463 AluY + 0 FBXW7
chr4 153,677,988 153,678,045 AluYd8 + 14 FBXW7
chr4 153,957,927 153,958,245 AluYg6 + 0 TMEM154
chr4 154,157,837 154,158,065 AluY - 0 ARFIP1
chr4 154,628,652 154,628,773 AluY + 20 MND1
chr4 155,044,041 155,044,201 AluY + 90
chr4 155,209,519 155,209,579 PTERV1 - 0
chr4 155,562,382 155,562,579 AluY + 0 DCHS2
chr4 156,208,040 156,208,098 AluY + 0
chr4 157,292,092 157,292,863 AluSq + 485
chr4 157,813,128 157,813,225 AluY - 0
chr4 157,993,147 157,993,286 AluY + 0
chr4 158,294,324 158,294,410 AluYd8 - 0
chr4 159,020,097 159,020,140 AluY - 10
chr4 159,382,323 159,382,427 AluY + 0
chr4 159,681,101 159,681,319 AluY + 218
chr4 160,705,720 160,705,834 PTERV1 - 79
chr4 160,853,107 160,853,439 AluYb9 + 332
chr4 161,254,793 161,254,840 PTERV1 - 0
chr4 161,417,538 161,417,664 AluY + 126
chr4 161,816,545 161,816,654 AluY + 0
chr4 162,663,301 162,663,529 AluY - 0 FSTL5
chr4 162,742,686 162,742,698 AluY - 12 FSTL5
chr4 166,308,141 166,308,215 AluY - 22
chr4 166,456,906 166,456,980 SVA - 0
chr4 167,634,615 167,634,692 L1PA2_3end + 77
chr4 168,540,186 168,540,532 AluY - 319
chr4 168,579,204 168,579,210 AluY + 0
chr4 168,645,581 168,645,632 L1 - 51
chr4 169,367,197 169,367,473 AluYh9 + 276
chr4 169,735,011 169,735,136 PTERV1 - 121 DDX60L
chr4 170,181,794 170,181,871 AluY + 0 PALLD
chr4 170,590,629 170,590,667 AluY + 38
chr4 170,689,006 170,689,012 AluY + 0
chr4 171,189,859 171,189,932 AluY - 0
chr4 172,708,572 172,708,653 AluY + 0
chr4 173,317,986 173,318,082 AluY + 91 GALNTL6
chr4 173,705,387 173,705,391 AluY - 0 GALNTL6
chr4 173,742,103 173,742,214 AluY + 82 GALNTL6
chr4 173,941,872 173,942,124 AluY - 245 GALNTL6
chr4 174,607,118 174,607,129 AluY - 0 GALNT7
chr4 174,998,322 174,998,431 AluY + 109
chr4 175,306,400 175,306,433 AluY - 0



chr4 175,903,410 175,903,477 PTERV1 - 67
chr4 176,211,075 176,211,308 AluY - 232
chr4 176,220,164 176,220,475 AluY + 311 ADAM29
chr4 177,115,411 177,115,550 AluY + 0 GPM6A
chr4 177,254,937 177,255,012 AluY + 0 GPM6A
chr4 177,463,279 177,463,294 AluY - 0 WDR17
chr4 177,671,397 177,671,567 AluY + 170
chr4 178,082,531 178,082,585 AluY + 0 VEGFC
chr4 178,383,220 178,383,280 AluYb9 - 0
chr4 179,191,698 179,192,066 L1PA3_3end + 368 LOC285501
chr4 180,147,589 180,147,642 AluY + 0
chr4 180,645,321 180,645,853 AluY + 530
chr4 180,648,181 180,648,358 AluYd8 - 28
chr4 180,791,478 180,791,568 AluY + 0
chr4 181,604,531 181,604,569 AluY + 0
chr4 181,620,151 181,620,285 L1P_orf2 - 134
chr4 181,998,650 181,998,725 PTERV1 - 0
chr4 183,373,009 183,373,173 AluYd8 + 163
chr4 183,736,238 183,736,684 AluY - 358 ODZ3
chr4 183,998,757 183,998,768 AluY + 0 ODZ3
chr4 184,252,649 184,253,183 AluY - 441
chr4 184,367,384 184,367,662 AluYb9 + 260
chr4 184,367,435 184,367,642 AluYd8 + 190
chr4 184,400,985 184,401,035 AluY - 0 WWC2
chr4 184,652,440 184,652,766 PTERV1 - 175
chr4 185,029,903 185,030,091 AluY + 53
chr4 185,213,906 185,213,949 AluY - 0 STOX2
chr4 185,786,968 185,787,456 AluY - 308
chr4 186,048,005 186,048,241 AluY - 236
chr4 187,488,851 187,488,901 AluY + 0 CYP4V2
chr4 188,037,231 188,037,283 AluY - 0
chr4 188,251,893 188,252,529 AluSp + 465
chr4 189,372,495 189,372,782 AluSp - 181
chr4 189,608,012 189,608,381 AluY + 106
chr4 189,822,458 189,822,505 AluY + 0
chr4 190,482,730 190,482,738 PTERV1 - 0
chr4 190,572,340 190,572,567 AluY + 0
chr4 190,731,698 190,731,847 AluY - 149
chr4 190,858,744 190,858,911 AluY - 167
chr5 395,861 396,078 AluY + 0 AHRR
chr5 478,391 478,632 AluY - 200 AHRR
chr5 1,320,168 1,320,263 AluYd8 + 0 TERT
chr5 2,303,393 2,303,575 AluY + 0



chr5 2,690,075 2,690,162 AluYd8 + 0
chr5 2,768,500 2,769,118 AluSp + 299
chr5 2,890,291 2,890,365 AluY + 74
chr5 3,054,793 3,054,866 AluY - 73
chr5 3,450,603 3,451,158 AluYg6 - 296
chr5 4,013,692 4,013,850 AluY + 109
chr5 4,073,126 4,073,276 AluY - 0
chr5 4,757,193 4,757,406 L1PA2_3end + 198
chr5 5,014,907 5,015,015 AluY - 108
chr5 5,015,050 5,015,070 LTR5_Hs - 20
chr5 5,884,319 5,884,394 AluY + 75
chr5 5,978,972 5,979,269 AluY - 0
chr5 6,057,953 6,058,094 AluY - 0
chr5 7,202,714 7,202,905 AluY + 149
chr5 8,616,982 8,617,027 AluY - 45
chr5 9,158,334 9,158,445 AluY - 0 SEMA5A
chr5 9,283,879 9,284,009 AluY - 0 SEMA5A
chr5 9,968,668 9,968,758 AluY - 0
chr5 10,483,437 10,483,673 L1 - 236 MARCH6
chr5 11,442,029 11,442,261 AluY - 0 CTNND2
chr5 12,039,732 12,039,810 AluY - 0
chr5 12,300,509 12,300,887 AluY - 377
chr5 12,518,747 12,518,756 AluY - 9
chr5 12,759,605 12,759,858 AluYd8 + 235 TAG
chr5 12,941,086 12,941,119 AluY + 33
chr5 13,267,165 13,267,247 AluY + 82
chr5 14,100,335 14,100,644 AluYg6 - 140
chr5 15,363,377 15,363,453 L1PA2_3end + 0
chr5 16,021,172 16,021,436 AluY - 23
chr5 16,028,799 16,028,894 AluY + 95
chr5 17,128,753 17,129,351 AluSc - 478
chr5 18,193,526 18,193,959 AluY + 432
chr5 18,507,629 18,507,709 L1 + 62
chr5 18,813,638 18,813,764 AluY - 0
chr5 18,828,488 18,828,518 LTR5_Hs + 2
chr5 21,549,135 21,549,209 AluY - 0 GUSBP1
chr5 22,427,112 22,427,243 AluY + 76 CDH12
chr5 22,788,973 22,789,469 AluYh9 + 494 CDH12
chr5 23,071,137 23,071,205 AluY - 68
chr5 24,286,823 24,287,435 AluY - 310
chr5 24,436,112 24,436,121 PTERV1 + 9
chr5 24,913,070 24,913,183 AluY - 113
chr5 24,970,018 24,970,267 AluYd8 + 57



chr5 25,045,054 25,045,530 AluYg6 + 298
chr5 25,323,453 25,323,616 AluY + 0
chr5 25,381,810 25,382,034 AluY - 30
chr5 25,443,279 25,443,600 AluSq - 316
chr5 25,612,771 25,612,969 AluYd8 + 197
chr5 25,983,275 25,983,313 AluY + 0
chr5 26,119,236 26,119,361 AluYd8 + 0
chr5 28,874,233 28,874,372 AluYd8 + 0
chr5 29,082,113 29,082,406 AluY - 21
chr5 29,387,974 29,388,148 AluYd8 - 0
chr5 29,700,970 29,701,614 AluY - 461
chr5 31,290,794 31,290,938 AluY + 0 CDH6
chr5 31,352,527 31,352,763 AluY - 0 CDH6
chr5 31,788,627 31,788,720 AluYd8 - 0
chr5 32,658,150 32,658,471 AluYg6 - 0
chr5 32,815,533 32,815,561 AluY - 0 NPR3
chr5 32,831,921 32,832,035 L1 + 114
chr5 33,047,297 33,047,463 AluYh9 + 84
chr5 33,064,740 33,064,932 L1PA2_3end + 192
chr5 33,086,953 33,087,107 AluY + 154
chr5 33,157,826 33,157,936 AluY + 0
chr5 33,816,720 33,816,871 AluY - 0 ADAMTS12
chr5 33,949,522 33,949,531 AluYd8 - 0
chr5 35,355,869 35,356,204 AluY + 91
chr5 35,580,358 35,580,497 LTR5_Hs + 60
chr5 36,029,735 36,029,980 L1PA2_3end + 243 UGT3A1
chr5 37,769,466 37,769,495 AluY - 18 WDR70
chr5 38,515,177 38,515,242 AluY - 0 LIFR
chr5 38,557,236 38,557,324 SVA + 88 LIFR
chr5 38,617,708 38,617,798 AluY + 0 LIFR
chr5 39,043,958 39,044,030 AluY + 0 RICTOR
chr5 39,341,089 39,341,781 L1 + 43 C9
chr5 39,351,291 39,351,376 AluY + 0 C9
chr5 41,257,253 41,257,333 PTERV1 + 80 C6
chr5 41,321,343 41,321,445 AluY - 0
chr5 41,408,463 41,408,542 AluY + 18 PLCXD3
chr5 41,934,803 41,934,819 PTERV1 + 16
chr5 42,324,850 42,324,959 AluYd8 + 0
chr5 42,550,597 42,550,729 AluY + 0 GHR
chr5 42,623,585 42,623,735 PTERV1 - 0 GHR
chr5 43,068,712 43,069,292 AluSq + 578
chr5 43,278,505 43,278,711 L1PA2_3end - 46 MGC42105
chr5 43,328,951 43,328,998 L1PA2_3end + 0 HMGCS1



chr5 43,616,195 43,616,235 PTERV1 - 40
chr5 44,343,236 44,343,342 AluYg6 - 0 FGF10
chr5 44,380,687 44,380,708 AluY - 0 FGF10
chr5 44,611,793 44,611,907 AluY + 0
chr5 44,636,906 44,636,923 PTERV1 - 1
chr5 44,682,963 44,683,027 AluYg6 - 0
chr5 45,640,742 45,640,791 L1PA2_3end + 0 HCN1
chr5 45,977,388 45,977,597 AluYd8 + 209
chr5 49,720,652 49,720,762 SVA + 110
chr5 50,153,364 50,153,508 AluY + 0 PARP8
chr5 50,223,445 50,223,581 AluY + 136
chr5 51,263,745 51,263,805 AluY + 0
chr5 51,754,381 51,754,580 AluYd8 - 156
chr5 51,831,677 51,831,692 PTERV1 + 8
chr5 52,457,961 52,458,147 L1PA3_3end - 0
chr5 52,514,097 52,514,234 AluY - 137
chr5 52,981,647 52,981,770 AluY - 0 NDUFS4
chr5 53,046,249 53,046,282 AluY + 33
chr5 53,562,860 53,562,948 SVA - 88 ARL15
chr5 54,194,553 54,194,636 AluYd8 - 0
chr5 54,424,517 54,424,563 AluYd8 - 0
chr5 55,323,885 55,323,988 AluY - 61 IL6ST
chr5 55,343,859 55,343,909 SVA - 0
chr5 56,170,812 56,170,906 AluYd8 - 0 MAP3K1
chr5 57,143,525 57,143,622 AluY - 97
chr5 57,202,389 57,202,574 L1 - 185
chr5 57,735,174 57,735,310 AluY - 0
chr5 57,861,216 57,861,224 LTR5_Hs - 0
chr5 58,075,778 58,075,868 AluY - 0 RAB3C
chr5 58,262,539 58,262,550 SVA - 0
chr5 58,565,756 58,565,949 AluY - 0 PDE4D
chr5 59,239,450 59,239,524 L1PA3_3end - 0 PDE4D
chr5 59,261,560 59,261,608 AluY + 0 PDE4D
chr5 59,944,956 59,945,039 AluY + 83 DEPDC1B
chr5 60,030,037 60,030,610 AluSp - 319 DEPDC1B
chr5 60,382,245 60,382,280 AluY - 0 NDUFAF2
chr5 60,596,917 60,597,135 AluY - 0
chr5 60,801,104 60,801,413 AluYg6 - 120 ZSWIM6
chr5 61,129,819 61,130,026 AluYd8 - 0
chr5 61,856,798 61,857,029 AluYd8 + 45 IPO11
chr5 62,550,491 62,550,521 AluY - 0
chr5 64,039,435 64,039,562 AluY - 127 FAM159B
chr5 64,577,845 64,577,906 AluY - 0 ADAMTS6



chr5 65,034,791 65,034,851 AluY + 53 SGTB
chr5 66,042,068 66,042,262 AluYd8 - 0 MAST4
chr5 66,681,141 66,681,361 AluY + 144
chr5 66,935,667 66,936,082 L1 - 379
chr5 67,035,289 67,035,455 L1 + 166
chr5 67,830,545 67,830,692 AluY + 147
chr5 68,109,847 68,109,915 AluY + 68
chr5 68,563,362 68,563,638 SVA - 239
chr5 70,950,400 70,950,431 AluY - 0 MCCC2
chr5 71,323,433 71,323,552 AluY + 119
chr5 71,774,003 71,774,059 AluY - 56
chr5 72,464,208 72,464,476 AluY - 0
chr5 74,083,618 74,083,793 PTERV1 + 0 GFM2
chr5 74,343,024 74,343,499 AluSp - 474
chr5 74,628,494 74,628,594 LTR5_Hs + 100
chr5 74,628,557 74,628,561 LTR5 + 4
chr5 74,630,129 74,630,196 PTERV1 + 67
chr5 74,945,818 74,945,926 AluYg6 - 108
chr5 75,238,560 75,238,826 L1PA2_3end + 19
chr5 75,449,333 75,449,355 AluY + 0 SV2C
chr5 75,516,743 75,516,916 AluY - 173 SV2C
chr5 75,776,872 75,777,276 AluSq - 370 IQGAP2
chr5 75,952,852 75,953,100 AluYd8 - 0 F2RL2
chr5 76,345,065 76,345,100 PTERV1 - 0
chr5 76,698,915 76,699,300 AluY - 197 PDE8B
chr5 76,889,082 76,889,099 AluY + 17
chr5 76,931,764 76,932,001 AluY + 179
chr5 77,229,959 77,230,074 AluY + 78
chr5 77,559,789 77,560,020 AluY - 0 AP3B1
chr5 78,190,543 78,190,659 AluY + 92 ARSB
chr5 78,701,047 78,701,553 AluYb9 + 470
chr5 79,005,522 79,005,624 AluY + 85 PAPD4
chr5 79,010,970 79,011,061 AluY + 66 PAPD4
chr5 81,033,404 81,033,450 AluY - 46 SSBP2
chr5 81,560,631 81,560,787 AluY + 0 ATG10
chr5 81,600,487 81,600,506 AluY - 19
chr5 82,347,149 82,347,200 AluY + 0
chr5 84,044,798 84,044,896 AluY - 0
chr5 84,946,227 84,946,313 AluY - 0
chr5 85,516,292 85,516,395 AluY - 0
chr5 85,639,442 85,639,579 AluY + 0
chr5 86,448,367 86,448,456 AluY - 0
chr5 87,893,258 87,893,283 AluY + 17 LOC645323



chr5 88,250,143 88,250,222 AluY - 0
chr5 88,407,044 88,407,559 AluSp + 249
chr5 88,500,731 88,500,844 AluY + 37
chr5 89,549,121 89,549,151 SVA + 30
chr5 89,867,171 89,867,193 AluY + 22
chr5 92,602,625 92,602,690 AluY - 65
chr5 93,546,450 93,546,611 AluY - 118 C5orf36
chr5 93,731,844 93,731,852 PTERV1 + 8 C5orf36
chr5 94,215,529 94,215,803 AluYd8 + 0 MCTP1
chr5 94,873,680 94,873,709 AluY + 0 TTC37
chr5 94,987,129 94,987,150 AluY + 0
chr5 95,216,244 95,216,784 AluY - 301 C5orf27
chr5 96,113,654 96,113,776 AluY - 0 CAST
chr5 96,232,014 96,232,189 AluY - 158
chr5 96,866,054 96,866,142 AluY - 0
chr5 99,847,078 99,847,167 AluY + 89
chr5 100,369,296 100,369,359 AluY - 63
chr5 100,433,649 100,433,699 AluYd8 + 0
chr5 100,695,343 100,695,561 AluY + 218
chr5 100,976,191 100,976,390 AluY - 0
chr5 101,423,293 101,423,423 AluYg6 - 0
chr5 101,447,628 101,447,747 AluY + 119
chr5 101,795,587 101,795,767 AluY - 180 SLCO6A1
chr5 101,918,247 101,918,258 AluY - 0
chr5 103,151,035 103,151,065 AluY + 30
chr5 103,358,204 103,358,223 AluY + 0
chr5 103,616,571 103,616,815 AluYd8 - 244
chr5 103,670,019 103,670,218 AluY + 0
chr5 103,840,073 103,840,601 L1 - 131
chr5 105,483,593 105,483,648 AluY - 0
chr5 108,372,128 108,372,426 AluSp + 127 FER
chr5 108,896,841 108,896,874 AluY + 0
chr5 108,981,235 108,981,335 AluY - 100
chr5 109,178,649 109,178,824 AluY + 0 MAN2A1
chr5 109,242,236 109,242,275 AluY + 5
chr5 109,836,121 109,836,212 AluSg + 91 TMEM232
chr5 110,514,912 110,515,374 AluYb9 + 425
chr5 110,989,466 110,989,559 AluY + 93
chr5 111,204,461 111,204,630 AluY - 31 C5orf13
chr5 111,301,307 111,301,388 AluY + 0 C5orf13
chr5 111,578,906 111,579,416 AluYg6 + 308 EPB41L4A
chr5 111,923,317 111,923,483 AluY - 166
chr5 113,619,062 113,619,113 L1PA2_3end - 51



chr5 113,997,721 113,997,729 AluY + 0
chr5 114,493,838 114,493,952 AluY + 0 TRIM36
chr5 115,463,013 115,463,058 PTERV1 - 45 COMMD10
chr5 115,538,721 115,538,747 AluY - 26 COMMD10
chr5 116,488,973 116,489,010 AluY - 37
chr5 119,100,554 119,100,745 AluY - 0
chr5 119,708,383 119,708,530 AluY - 46
chr5 120,115,591 120,115,877 AluYd8 - 25
chr5 122,006,968 122,007,055 AluY + 87
chr5 122,732,009 122,732,039 AluY + 0 CEP120
chr5 122,799,917 122,799,935 AluY + 0
chr5 122,862,748 122,862,847 AluY + 0
chr5 124,171,183 124,171,927 AluSp - 369
chr5 125,330,041 125,330,395 AluY + 205
chr5 126,111,438 126,111,475 SVA - 37
chr5 126,122,360 126,123,007 AluY - 301
chr5 126,497,383 126,497,899 BC200 - 366
chr5 126,599,227 126,599,272 LTR5_Hs - 0
chr5 128,242,781 128,243,096 AluY - 92
chr5 128,327,812 128,327,831 AluY - 0
chr5 128,708,190 128,708,256 AluY + 66
chr5 128,906,462 128,906,691 AluSp - 55 ADAMTS19
chr5 128,990,340 128,990,513 AluY - 173 ADAMTS19
chr5 130,181,323 130,181,482 L1 + 156
chr5 130,321,439 130,321,488 PTERV1 + 49
chr5 130,639,399 130,639,403 AluY - 0 CDC42SE2
chr5 130,764,165 130,764,187 AluY + 22
chr5 130,944,555 130,944,617 PTERV1 + 62 RAPGEF6
chr5 131,090,204 131,090,421 SVA - 217 FNIP1
chr5 131,347,664 131,347,775 AluYg6 + 0 ACSL6
chr5 131,392,065 131,392,168 AluY - 0
chr5 131,620,433 131,620,614 AluYd8 - 0
chr5 133,015,290 133,015,372 AluY - 82
chr5 133,121,532 133,121,587 AluY - 0
chr5 133,243,942 133,244,477 AluY - 353
chr5 135,744,949 135,745,140 AluY - 45
chr5 135,773,421 135,773,473 AluY + 0
chr5 135,883,288 135,883,442 AluY - 154
chr5 135,883,372 135,883,547 AluYd8 - 132
chr5 135,936,541 135,936,549 PTERV1 - 8
chr5 136,822,177 136,822,263 AluY + 0 SPOCK1
chr5 137,008,837 137,009,004 AluYd8 + 167 KLHL3
chr5 137,032,228 137,032,379 SVA + 46 KLHL3



chr5 137,960,625 137,960,640 PTERV1 - 0
chr5 138,133,985 138,134,590 AluY + 522 CTNNA1
chr5 138,217,633 138,217,673 AluY + 0 CTNNA1
chr5 140,109,250 140,109,362 SVA - 112
chr5 140,158,616 140,158,806 AluY + 0 PCDHA2
chr5 140,418,270 140,418,325 AluY - 55
chr5 141,025,327 141,025,359 AluY + 32 ARAP3
chr5 142,035,672 142,036,004 AluYd8 - 0 FGF1
chr5 142,720,844 142,720,973 AluY - 0 NR3C1
chr5 142,860,807 142,860,971 AluY + 0
chr5 142,995,069 142,995,652 AluSp + 246
chr5 143,019,641 143,019,879 AluY - 143
chr5 143,082,422 143,082,474 AluY - 52
chr5 144,325,487 144,325,602 AluY - 115
chr5 144,900,301 144,900,415 AluY - 114
chr5 145,548,447 145,548,482 AluY - 14
chr5 145,915,100 145,915,146 SVA - 0
chr5 146,316,694 146,316,850 AluY + 93 PPP2R2B
chr5 146,326,987 146,327,039 AluY - 0 PPP2R2B
chr5 146,417,052 146,417,201 AluY - 9 PPP2R2B
chr5 146,646,052 146,646,183 AluY + 127 STK32A
chr5 147,547,303 147,547,344 AluYd8 + 21
chr5 148,172,075 148,172,701 AluYa8 - 624
chr5 148,181,018 148,181,135 AluYb9 + 0
chr5 149,286,952 149,287,044 SVA + 92 PDE6A
chr5 150,609,410 150,610,040 AluY - 500
chr5 151,413,997 151,414,118 AluY - 121
chr5 152,055,026 152,055,165 AluYg6 + 129
chr5 152,183,726 152,184,069 AluYd8 - 73
chr5 152,388,020 152,388,082 AluY + 62
chr5 153,119,085 153,119,279 AluY + 194 GRIA1
chr5 153,339,720 153,339,740 AluY - 20
chr5 154,958,793 154,958,938 AluY - 0
chr5 155,811,036 155,811,051 AluY + 0 SGCD
chr5 156,330,951 156,330,982 AluY - 31
chr5 156,426,881 156,427,016 AluY - 0
chr5 156,810,625 156,811,204 AluSp + 546
chr5 156,834,523 156,834,659 AluYd8 - 136
chr5 158,566,287 158,566,471 AluY + 0 RNF145
chr5 158,782,999 158,783,034 PTERV1 - 35
chr5 159,998,362 159,998,507 AluYb9 - 0 ATP10B
chr5 160,019,923 160,019,946 AluY - 23 ATP10B
chr5 160,020,330 160,020,749 AluSc + 418 ATP10B



chr5 160,310,945 160,311,096 AluY - 0
chr5 161,799,684 161,799,792 AluY + 108
chr5 162,684,507 162,684,631 AluY - 0
chr5 164,241,313 164,241,338 AluY - 0
chr5 165,104,924 165,105,097 AluSq - 0
chr5 165,156,463 165,156,533 AluY - 70
chr5 165,199,722 165,199,877 AluY - 155
chr5 165,431,800 165,431,829 PTERV1 - 0
chr5 165,439,388 165,439,467 AluY + 79
chr5 166,053,795 166,053,891 AluY - 0
chr5 167,027,252 167,027,315 AluYg6 - 0 ODZ2
chr5 168,684,669 168,684,832 AluY - 0
chr5 168,951,421 168,951,493 AluY + 4 CCDC99
chr5 169,193,273 169,193,428 AluYg6 - 155 DOCK2
chr5 169,422,668 169,422,778 AluY - 110 DOCK2
chr5 169,905,259 169,905,357 SVA - 98 KCNIP1
chr5 170,319,642 170,319,684 AluY - 42 RANBP17
chr5 170,496,695 170,496,735 SVA - 0 RANBP17
chr5 171,121,317 171,121,497 AluY + 0
chr5 171,586,589 171,586,683 AluYd8 - 0 UBTD2
chr5 171,968,540 171,968,608 AluYb9 + 0
chr5 172,082,337 172,082,465 L1PA2_3end + 118
chr5 172,619,027 172,619,338 AluY - 157
chr5 173,379,892 173,380,187 L1 - 128
chr5 173,866,065 173,866,667 AluYb9 + 581
chr5 174,136,323 174,136,442 AluSq - 119
chr5 175,535,202 175,535,276 AluY - 0
chr5 176,934,842 176,935,380 SVA + 380
chr5 177,534,247 177,534,399 AluY + 152
chr5 178,000,637 178,001,244 AluYg6 + 603
chr5 178,431,189 178,431,202 AluY - 13 ZNF354C
chr5 178,726,055 178,726,092 AluY + 37
chr5 179,480,735 179,481,329 AluY - 377 RASGEF1C
chr5 179,781,676 179,781,910 AluSc + 205
chr6 235,519 235,601 AluY + 82
chr6 663,775 664,303 AluSp - 305
chr6 736,362 736,876 AluSp + 301
chr6 2,221,156 2,221,220 AluY + 0
chr6 2,815,762 2,815,779 LTR5_Hs - 17
chr6 2,869,913 2,869,917 AluY + 4
chr6 3,555,317 3,555,387 AluY - 0
chr6 3,791,531 3,791,568 AluY + 37
chr6 3,958,322 3,958,384 AluY + 62



chr6 4,268,286 4,268,446 AluYd8 - 33
chr6 4,282,407 4,282,952 AluY - 544
chr6 4,831,723 4,831,727 SVA - 4 CDYL
chr6 4,894,296 4,894,400 AluY - 0 CDYL
chr6 5,536,012 5,536,299 AluYh9 + 0 FARS2
chr6 6,171,366 6,171,415 AluY - 0 F13A1
chr6 6,302,218 6,302,274 AluY + 0 LOC285780
chr6 6,340,602 6,340,658 AluY + 0 LOC285780
chr6 6,360,616 6,360,695 AluY - 0 LOC285780
chr6 6,753,913 6,754,027 AluY - 114
chr6 6,816,563 6,816,588 AluY - 25
chr6 6,992,987 6,993,069 AluY - 82
chr6 7,597,195 7,597,524 AluSq - 177
chr6 7,974,408 7,974,491 SVA + 83 MUTED
chr6 8,346,328 8,346,344 AluY + 0
chr6 8,627,002 8,627,063 AluY + 39
chr6 10,343,594 10,343,677 AluY + 0
chr6 10,544,255 10,544,624 AluYb9 - 251
chr6 10,733,719 10,733,793 SVA + 40 GCNT2
chr6 10,760,312 10,760,366 AluSq + 53
chr6 11,775,014 11,775,125 PTERV1 - 98
chr6 11,884,341 11,884,363 PTERV1 + 0 C6orf105
chr6 12,144,092 12,144,185 AluY + 0 HIVEP1
chr6 12,610,266 12,610,443 AluY - 177
chr6 12,627,727 12,627,767 AluYg6 + 0
chr6 12,787,476 12,787,501 AluY + 0
chr6 14,735,541 14,735,733 AluY + 173
chr6 15,681,386 15,681,514 SVA + 0 DTNBP1
chr6 15,985,186 15,985,327 AluY + 141
chr6 16,266,733 16,267,302 AluYb9 + 418
chr6 16,529,342 16,529,415 AluY + 0 ATXN1
chr6 17,242,889 17,242,967 AluY + 78
chr6 20,147,694 20,148,267 AluYg6 + 314
chr6 20,260,781 20,261,369 AluY - 312 MBOAT1
chr6 21,313,117 21,313,142 AluY + 25 CDKAL1
chr6 21,816,112 21,816,205 AluY + 0 FLJ22536
chr6 21,845,822 21,845,959 AluY - 0 FLJ22536
chr6 22,193,501 22,193,541 AluY + 40 FLJ22536
chr6 22,224,571 22,224,675 AluY - 0 FLJ22536
chr6 22,527,661 22,527,741 AluY + 0
chr6 22,754,984 22,755,015 AluY + 0
chr6 23,482,738 23,482,847 AluYb9 + 0
chr6 23,625,732 23,625,744 AluY - 12



chr6 24,140,805 24,140,815 AluY - 10
chr6 25,213,818 25,213,957 AluY - 139 CMAH
chr6 25,961,425 25,961,907 AluY - 481 SLC17A3
chr6 26,651,531 26,651,779 AluY + 149 HMGN4
chr6 26,689,811 26,690,107 AluYd8 - 250
chr6 27,452,405 27,452,541 PTERV1 - 131
chr6 27,455,788 27,455,854 AluYd8 - 65
chr6 28,271,863 28,271,876 AluY - 13
chr6 28,606,976 28,607,257 AluY + 280 GPX5
chr6 28,703,356 28,703,591 LTR5_Hs + 235
chr6 28,704,889 28,705,263 AluYg6 + 274
chr6 29,244,055 29,244,080 AluY + 25
chr6 29,781,875 29,781,985 AluY - 0
chr6 29,811,249 29,811,276 AluY - 27 LOC285830
chr6 29,811,756 29,811,811 AluY - 47 LOC285830
chr6 30,413,995 30,414,271 AluY + 276 TRIM39
chr6 31,082,142 31,082,186 SVA + 44
chr6 31,341,541 31,341,680 AluY + 139
chr6 32,326,844 32,326,949 AluYg6 + 0
chr6 32,602,089 32,602,590 AluY - 499 HLA-DRB5
chr6 33,841,923 33,841,998 AluY - 75
chr6 33,895,918 33,895,939 SVA + 0
chr6 33,922,871 33,923,452 AluYb9 + 439
chr6 33,924,153 33,924,226 LTR5_Hs - 0
chr6 34,641,279 34,641,361 AluY - 0
chr6 35,010,701 35,010,867 SVA - 14 ANKS1A
chr6 35,063,823 35,063,878 PTERV1 - 4 ANKS1A
chr6 35,918,564 35,919,091 AluY - 296 SRPK1
chr6 35,976,094 35,976,102 SVA + 0 SRPK1
chr6 36,132,746 36,132,878 AluY - 108 MAPK14
chr6 36,269,122 36,269,295 AluY + 0
chr6 37,324,314 37,324,438 AluY - 76 TMEM217
chr6 37,948,367 37,948,432 SVA - 65 ZFAND3
chr6 38,510,487 38,510,493 PTERV1 - 0 BTBD9
chr6 38,783,632 38,783,864 L1 - 230
chr6 38,957,063 38,957,579 AluSp - 454 DNAH8
chr6 39,197,242 39,197,342 PTERV1 + 100
chr6 39,240,416 39,240,428 SVA - 0
chr6 39,330,150 39,330,271 AluY + 121
chr6 39,903,354 39,903,431 AluY - 0 DAAM2
chr6 40,036,069 40,036,119 AluY + 50
chr6 40,152,693 40,152,872 AluYb9 - 140
chr6 40,152,749 40,152,770 AluY - 21



chr6 41,077,400 41,077,655 AluYd8 - 105
chr6 41,123,735 41,124,042 AluSq - 0
chr6 41,123,793 41,124,094 AluY - 0
chr6 41,843,805 41,843,830 AluY - 0
chr6 41,952,881 41,952,955 AluY + 0 USP49
chr6 42,562,529 42,562,701 AluY - 127
chr6 43,538,657 43,538,982 SVA + 323
chr6 44,596,248 44,596,325 AluY - 77
chr6 44,989,095 44,989,259 L1PA3_3end - 0 SUPT3H
chr6 44,990,258 44,990,393 AluY - 0 SUPT3H
chr6 45,300,038 45,300,086 AluY + 0 SUPT3H
chr6 46,361,232 46,361,302 AluYa8 - 0 RCAN2
chr6 46,459,545 46,459,665 AluYd8 - 0
chr6 46,476,464 46,476,681 AluY - 96
chr6 48,542,197 48,542,454 AluYd8 + 187
chr6 49,640,140 49,640,197 AluY + 57
chr6 51,048,877 51,048,889 AluY - 12
chr6 51,301,922 51,302,198 AluYg6 - 0
chr6 51,470,193 51,470,308 AluY - 0
chr6 51,627,686 51,627,950 AluY + 0 PKHD1
chr6 51,805,736 51,805,818 AluY + 0 PKHD1
chr6 52,302,909 52,303,014 PTERV1 + 40
chr6 52,435,090 52,435,438 AluY + 347 EFHC1
chr6 52,466,734 52,466,746 AluY + 0 EFHC1
chr6 52,885,360 52,885,442 PTERV1 - 82
chr6 52,894,510 52,894,708 PTERV1 + 197
chr6 53,247,659 53,247,723 AluY + 0 ELOVL5
chr6 53,640,578 53,640,591 AluY + 0 MIR548D2
chr6 53,674,132 53,674,235 AluY - 0 MIR548D2
chr6 54,442,614 54,442,888 L1PA3_3end + 0
chr6 56,315,673 56,315,794 AluY - 0
chr6 56,358,310 56,358,362 AluY + 47
chr6 57,217,024 57,217,103 AluY + 79
chr6 57,380,740 57,380,761 AluY - 21 PRIM2
chr6 57,480,053 57,480,078 AluY - 0 PRIM2
chr6 57,652,203 57,652,205 AluY + 2
chr6 57,701,315 57,701,565 AluYd8 + 0
chr6 57,893,311 57,893,398 AluYd8 - 87
chr6 58,406,507 58,406,677 LTR5_Hs + 0
chr6 62,052,492 62,052,541 AluY - 49
chr6 62,631,190 62,631,250 AluY - 60 KHDRBS2
chr6 63,073,587 63,073,661 AluYg6 + 74
chr6 63,140,881 63,140,905 AluY - 0



chr6 63,707,463 63,707,712 AluY - 0
chr6 63,791,188 63,791,331 AluYd8 - 0
chr6 64,036,165 64,036,335 AluY + 0
chr6 64,374,208 64,374,367 AluY + 159
chr6 64,675,026 64,675,145 AluY - 0 EYS
chr6 65,088,733 65,088,752 AluY - 0 EYS
chr6 65,238,688 65,238,791 AluY + 0 EYS
chr6 65,524,184 65,524,673 AluY - 327 EYS
chr6 65,831,802 65,832,300 AluY - 297 EYS
chr6 65,945,004 65,945,233 L1 + 164 EYS
chr6 66,064,678 66,064,805 AluY + 0 EYS
chr6 66,064,684 66,064,780 AluYd8 + 0 EYS
chr6 66,307,995 66,308,104 AluY + 0 EYS
chr6 67,397,462 67,397,616 L1 + 154
chr6 67,723,346 67,723,519 AluYd8 - 0
chr6 68,823,715 68,823,808 LTR5_Hs - 93
chr6 69,331,676 69,331,721 AluY - 0
chr6 70,130,819 70,130,904 AluY + 0 BAI3
chr6 70,159,936 70,160,078 AluY + 37
chr6 70,524,768 70,525,012 SVA + 0 LMBRD1
chr6 71,133,963 71,134,075 AluY - 83
chr6 71,652,104 71,652,227 LTR5_Hs + 0 B3GAT2
chr6 73,904,246 73,904,351 AluY + 4 KCNQ5
chr6 74,591,120 74,591,186 AluY - 0 CD109
chr6 74,656,582 74,656,737 AluYd8 - 155
chr6 74,805,661 74,805,751 SVA - 90
chr6 75,055,263 75,055,488 L1PA2_3end - 0
chr6 75,060,025 75,060,132 AluY - 0
chr6 75,288,123 75,288,741 AluSp - 616
chr6 75,785,331 75,785,525 AluYb9 - 194
chr6 75,930,490 75,930,504 AluY - 0 COL12A1
chr6 76,110,767 76,110,850 AluY + 83 FILIP1
chr6 79,207,404 79,207,523 AluY - 91
chr6 79,311,314 79,311,541 AluSq - 165
chr6 79,311,397 79,311,566 AluY - 82
chr6 79,947,717 79,947,825 AluYd8 + 0
chr6 80,488,450 80,488,463 AluY - 0
chr6 80,978,550 80,978,624 AluY - 74 BCKDHB
chr6 81,704,361 81,704,412 AluY - 3
chr6 82,315,050 82,315,072 AluYd8 + 0
chr6 83,852,234 83,852,396 AluSx - 159 DOPEY1
chr6 83,970,560 83,970,720 AluY - 157
chr6 84,397,906 84,397,981 L1 - 75 SNAP91



chr6 85,964,424 85,964,575 AluYd8 + 151
chr6 86,443,665 86,443,895 AluYd8 - 0 SNHG5; 
chr6 86,680,621 86,680,775 AluYd8 - 154
chr6 87,419,879 87,419,934 AluY - 55
chr6 87,490,377 87,490,401 AluY + 24
chr6 88,064,411 88,064,480 SVA + 0 GJB7
chr6 88,079,438 88,079,530 AluY - 0 GJB7
chr6 88,444,421 88,444,527 AluY - 0 AKIRIN2
chr6 88,704,004 88,704,232 AluY - 40
chr6 88,762,506 88,762,648 AluY - 0
chr6 89,383,223 89,383,467 AluYb9 + 243 RNGTT
chr6 89,443,074 89,443,428 AluYg6 + 354 RNGTT
chr6 89,980,116 89,980,129 AluY - 0 GABRR1
chr6 90,808,033 90,808,064 AluY + 13 BACH2
chr6 90,996,180 90,996,227 AluY - 0 BACH2
chr6 91,075,950 91,076,312 AluYb9 + 122
chr6 91,150,139 91,150,258 AluYb9 - 0
chr6 91,715,602 91,716,091 AluY + 341
chr6 93,882,312 93,882,594 AluY + 0
chr6 94,715,747 94,716,044 AluY + 261
chr6 94,818,518 94,819,040 AluSp + 368
chr6 95,305,731 95,305,759 AluY + 28
chr6 96,296,451 96,296,587 AluYg6 + 136
chr6 96,550,141 96,550,276 AluY + 106
chr6 97,248,108 97,248,257 AluY + 132
chr6 97,960,940 97,960,968 PTERV1 - 28
chr6 97,986,152 97,986,236 L1PA3_3end - 84
chr6 98,841,075 98,841,182 AluY + 0
chr6 99,568,872 99,569,114 AluY - 0
chr6 102,100,278 102,100,415 AluY - 0 GRIK2
chr6 103,372,970 103,372,996 AluY - 26
chr6 103,419,816 103,419,825 AluY + 9
chr6 103,770,050 103,770,256 AluY + 136
chr6 104,832,094 104,832,463 AluY + 187
chr6 105,816,425 105,816,710 L1PA3_3end + 138
chr6 106,119,429 106,120,143 AluY - 686
chr6 106,131,251 106,131,337 AluY - 86
chr6 106,131,275 106,131,428 AluYd8 - 153
chr6 106,250,745 106,250,817 AluY + 72
chr6 106,706,643 106,707,099 THE1 + 455
chr6 106,883,499 106,883,505 PTERV1 + 6
chr6 106,981,055 106,981,155 AluY - 100
chr6 107,128,504 107,129,024 AluSq + 414 RTN4IP1



chr6 107,305,385 107,305,651 AluYa8 - 0
chr6 107,506,411 107,506,596 AluYb9 - 173 BEND3
chr6 107,627,777 107,627,859 AluY + 0 PDSS2
chr6 109,152,378 109,152,496 AluYd8 + 118
chr6 109,401,042 109,401,209 AluYb9 + 35 ARMC2
chr6 109,781,126 109,781,295 AluY - 0
chr6 110,469,646 110,469,650 AluYd8 - 0
chr6 110,698,189 110,698,289 AluY - 0 C6orf186
chr6 110,800,569 110,801,291 AluSc + 432
chr6 111,509,079 111,509,319 AluYd8 + 129
chr6 111,577,971 111,578,049 AluY + 78 SLC16A10
chr6 112,424,240 112,424,307 AluY - 0
chr6 112,770,041 112,770,073 AluY + 32
chr6 112,971,603 112,971,650 L1P_orf2 + 47
chr6 115,162,771 115,162,970 AluY - 0
chr6 115,198,767 115,198,836 AluY + 69
chr6 115,702,969 115,703,046 AluY + 0
chr6 115,768,792 115,768,847 AluY + 55
chr6 116,402,117 116,402,289 AluY + 0 FRK
chr6 117,743,759 117,743,831 AluY + 72 ROS1
chr6 118,390,010 118,390,023 AluY + 0 SLC35F1
chr6 119,132,112 119,132,692 AluSq - 305
chr6 119,600,332 119,600,338 AluY - 0 MAN1A1
chr6 120,020,064 120,020,259 AluY + 0
chr6 120,377,824 120,377,983 AluY + 159
chr6 121,061,298 121,061,300 AluY - 2
chr6 121,186,883 121,187,043 L1P_orf2 + 160
chr6 121,565,181 121,565,221 AluY + 40 C6orf170
chr6 121,817,538 121,817,598 AluY - 0
chr6 121,989,967 121,990,188 AluY - 0
chr6 122,073,087 122,073,272 AluY + 185
chr6 123,434,989 123,435,099 AluY + 0
chr6 123,669,317 123,669,323 AluY + 6 TRDN
chr6 123,731,975 123,732,199 AluY - 224 TRDN
chr6 125,460,621 125,460,820 AluY - 0
chr6 126,593,961 126,594,002 AluY - 41
chr6 126,639,296 126,639,599 AluY + 0
chr6 128,515,348 128,515,453 AluY + 0 PTPRK
chr6 128,770,038 128,770,079 AluYd8 + 0 PTPRK
chr6 129,009,695 129,009,817 AluY - 0
chr6 129,385,999 129,386,230 AluY - 202 LAMA2
chr6 130,572,906 130,573,224 AluYb9 + 178 SAMD3
chr6 131,359,116 131,359,283 AluY + 0 EPB41L2



chr6 131,528,346 131,528,442 AluY - 94 AKAP7
chr6 133,635,616 133,635,694 AluY - 24 EYA4
chr6 133,854,115 133,854,279 AluY + 164 EYA4
chr6 135,383,345 135,383,387 AluY - 0 HBS1L
chr6 136,278,773 136,278,921 AluSc + 148 PDE7B
chr6 136,575,140 136,575,160 AluY - 0
chr6 137,108,621 137,108,635 AluY - 0 MAP3K5
chr6 138,689,292 138,689,437 AluY + 145 KIAA1244
chr6 138,859,521 138,859,760 AluYd8 + 0 NHSL1
chr6 140,280,538 140,280,620 AluY - 0
chr6 141,813,003 141,813,034 AluYg6 + 0
chr6 142,799,547 142,799,585 AluYd8 + 38 GPR126
chr6 142,832,751 142,833,314 AluY - 307
chr6 144,516,470 144,516,661 AluY + 191 STX11
chr6 144,931,472 144,931,771 L1PA2_3end - 78 UTRN
chr6 145,097,137 145,097,213 AluY + 0 UTRN
chr6 145,239,021 145,239,177 AluYd8 + 103
chr6 145,688,554 145,688,632 AluY + 0
chr6 145,977,723 145,977,813 AluY + 90
chr6 146,179,623 146,179,917 AluY - 122
chr6 146,931,040 146,931,164 AluY + 122
chr6 147,528,025 147,528,061 AluY + 36
chr6 147,664,209 147,664,255 AluY + 0 STXBP5
chr6 147,996,143 147,996,250 AluY - 0
chr6 148,422,016 148,422,661 L1 + 643
chr6 149,780,374 149,780,610 SVA - 225
chr6 149,951,424 149,951,487 AluY - 42 C6orf72
chr6 149,964,211 149,964,259 AluY + 0 KATNA1
chr6 150,430,437 150,430,700 AluY - 262
chr6 150,749,024 150,749,049 AluY - 0
chr6 151,271,303 151,271,775 AluYg6 - 299
chr6 151,385,579 151,385,741 7SLRNA + 160 MTHFD1L
chr6 151,834,285 151,834,332 AluY - 0 RMND1
chr6 152,262,067 152,262,085 AluY - 18 ESR1
chr6 152,323,427 152,323,699 L1PA2_3end - 132 ESR1
chr6 153,732,655 153,733,193 AluYd8 - 538
chr6 153,985,744 153,985,768 AluY + 24
chr6 154,218,498 154,218,573 AluY + 0
chr6 154,244,984 154,244,988 SVA - 4
chr6 154,680,923 154,681,063 AluY - 140 IPCEF1
chr6 155,243,866 155,243,929 AluY - 0 RBM16
chr6 155,758,340 155,758,459 AluY - 119
chr6 156,308,953 156,309,015 AluY - 62



chr6 156,402,727 156,403,251 AluY - 522
chr6 158,669,937 158,669,968 SVA + 0
chr6 158,937,099 158,937,290 AluY - 172 TMEM181
chr6 159,003,917 159,003,982 AluY + 65 TMEM181
chr6 159,006,608 159,006,861 SVA - 253 TMEM181
chr6 159,145,638 159,146,218 AluY + 379 SYTL3
chr6 159,394,258 159,394,577 AluY + 246
chr6 160,449,081 160,449,236 AluYd8 + 0 IGF2R
chr6 160,522,443 160,522,491 AluY + 0 SLC22A1
chr6 160,854,947 160,854,989 LTR5_Hs + 0
chr6 162,382,771 162,382,877 AluY + 106 PARK2
chr6 162,433,042 162,433,253 AluYd8 - 0 PARK2
chr6 162,769,067 162,769,289 AluY - 0 PARK2
chr6 163,122,120 163,122,390 AluY + 0 PACRG
chr6 163,191,046 163,191,239 AluYd8 + 0 PACRG
chr6 163,959,539 163,959,753 AluY - 0 QKI
chr6 164,373,910 164,374,502 AluY + 234
chr6 164,780,238 164,780,454 AluY - 216
chr6 165,278,046 165,278,248 PTERV1 + 128
chr6 165,695,541 165,696,039 AluY - 0
chr6 166,822,856 166,823,447 AluSq - 374 RPS6KA2
chr6 166,988,690 166,988,921 AluY + 0 RPS6KA2
chr6 167,650,447 167,650,510 PTERV1 + 0
chr6 167,657,114 167,657,183 PTERV1 + 0
chr6 168,251,984 168,252,055 PTERV1 + 50 KIF25
chr6 168,260,127 168,260,134 LTR5_Hs - 0 KIF25
chr6 168,806,617 168,806,726 AluY + 109 SMOC2
chr6 169,180,311 169,180,330 PTERV1 - 19
chr6 169,852,530 169,852,659 AluY + 64 WDR27
chr6 170,817,153 170,817,195 AluY + 42
chr7 1,194,664 1,194,798 AluY + 0
chr7 1,841,626 1,841,761 SVA + 135 MAD1L1
chr7 2,058,022 2,058,131 LTR5_Hs - 102 NUDT1
chr7 2,584,819 2,585,552 AluY + 730 GNA12
chr7 3,552,816 3,552,826 AluYg6 - 10 SDK1
chr7 4,085,118 4,085,658 AluSp + 305
chr7 4,335,147 4,335,629 AluY + 257
chr7 6,028,972 6,029,017 AluYg6 + 45 CYTH3
chr7 6,052,434 6,052,484 SVA + 50 CYTH3
chr7 7,904,496 7,904,529 AluY - 33
chr7 9,143,509 9,143,608 AluY + 0
chr7 9,601,886 9,602,026 AluY - 91
chr7 9,652,794 9,652,896 AluY + 0



chr7 9,680,299 9,680,387 AluY - 88
chr7 10,022,594 10,022,704 AluYd8 - 0
chr7 10,263,020 10,263,035 AluYb9 + 15
chr7 10,418,653 10,418,788 AluY - 135
chr7 13,360,183 13,360,222 SVA + 39
chr7 13,665,741 13,666,066 AluYg6 + 309
chr7 14,226,532 14,226,574 AluY - 42 DGKB
chr7 14,444,196 14,444,403 AluY + 0 DGKB
chr7 14,957,530 14,957,936 AluY - 253
chr7 14,997,375 14,997,782 AluY + 402
chr7 15,256,840 15,256,894 AluY - 0 TMEM195
chr7 15,743,841 15,743,891 AluYg6 + 45
chr7 16,220,395 16,220,449 AluY - 0 ISPD
chr7 16,306,596 16,306,620 AluY + 24
chr7 17,440,329 17,440,477 AluY + 34
chr7 18,049,101 18,049,301 AluYa8 - 87
chr7 18,049,143 18,049,245 AluSq - 45
chr7 18,699,033 18,699,112 AluY - 0 HDAC9
chr7 20,226,767 20,226,774 AluY + 0 ITGB8
chr7 20,756,112 20,756,131 AluY - 14
chr7 20,834,797 20,834,908 AluY + 0
chr7 22,126,096 22,126,307 AluY + 0 RAPGEF5
chr7 22,356,335 22,356,409 SVA + 74
chr7 22,592,579 22,592,641 AluYd8 + 61
chr7 22,629,294 22,629,528 AluY - 0 TOMM7
chr7 22,651,386 22,651,400 AluYg6 + 0
chr7 22,992,956 22,993,001 SVA + 45
chr7 23,403,171 23,403,177 SVA - 6
chr7 24,755,062 24,755,234 SVA + 0 OSBPL3
chr7 24,844,080 24,844,179 AluY + 41
chr7 24,848,594 24,848,774 L1PA2_3end + 29
chr7 24,957,447 24,957,515 AluY + 68 C7orf31
chr7 25,740,949 25,741,104 AluY - 81
chr7 25,740,967 25,741,101 AluYh9 - 78
chr7 27,104,637 27,105,416 L1 - 779
chr7 27,313,380 27,313,986 AluSc + 277
chr7 27,321,051 27,321,167 L1 - 2
chr7 27,321,399 27,321,901 AluSc - 298
chr7 27,466,155 27,466,637 AluYb9 + 298 HIBADH
chr7 28,323,289 28,323,366 AluY - 0 CREB5
chr7 29,107,759 29,107,802 AluY + 0 CHN2
chr7 29,705,508 29,706,082 AluSq + 307 WIPF3
chr7 30,579,574 30,579,602 AluY + 28



chr7 31,843,497 31,843,823 AluYd8 + 37 PDE1C
chr7 32,189,386 32,189,668 AluY - 123
chr7 32,882,684 32,883,016 AluY - 217
chr7 34,625,836 34,625,921 AluY - 85 AAA1
chr7 34,788,388 34,788,408 AluY + 20 DPY19L1
chr7 36,318,164 36,318,296 PTERV1 - 96
chr7 36,438,920 36,439,160 PTERV1 + 68 AOAH
chr7 36,460,406 36,460,470 PTERV1 + 0 AOAH
chr7 37,616,639 37,616,679 PTERV1 - 40
chr7 38,138,721 38,138,742 AluY + 0
chr7 38,389,175 38,389,316 AluYd8 + 53 AMPH
chr7 38,555,762 38,555,979 AluY + 0 VPS41
chr7 38,869,821 38,869,949 AluYd8 - 0 POU6F2
chr7 39,430,091 39,430,593 AluYg6 - 209
chr7 39,876,139 39,876,265 AluY + 44 CDK13
chr7 40,121,367 40,121,372 AluY + 5 C7orf10
chr7 40,870,035 40,870,071 AluY - 0
chr7 41,084,834 41,084,914 AluY + 0
chr7 42,256,384 42,256,525 AluY - 141
chr7 42,634,725 42,635,366 L1 + 641
chr7 42,665,683 42,665,685 PTERV1 + 0
chr7 43,675,039 43,675,184 AluY - 145
chr7 44,018,027 44,018,180 AluY - 0 YKT6
chr7 44,128,204 44,128,259 AluY + 55 CAMK2B
chr7 45,753,607 45,753,716 AluY + 109
chr7 46,849,320 46,849,408 AluY + 40
chr7 47,131,741 47,131,954 AluY - 0 TNS3
chr7 47,388,207 47,388,579 AluYg6 + 316
chr7 48,239,786 48,239,948 AluYd8 - 162 ABCA13
chr7 48,622,500 48,622,532 AluY - 0
chr7 48,665,492 48,665,533 AluY + 0
chr7 49,431,312 49,431,326 AluY + 0
chr7 49,611,178 49,611,218 SVA - 40 VWC2
chr7 50,736,918 50,736,932 AluY + 0
chr7 51,010,046 51,010,584 AluSc + 535 COBL
chr7 51,099,861 51,100,003 AluYg6 - 0 COBL
chr7 51,288,681 51,288,732 AluY - 51
chr7 51,917,256 51,917,294 AluY + 0
chr7 52,011,945 52,012,015 AluY + 70
chr7 52,157,979 52,158,064 AluY - 85
chr7 53,024,809 53,024,927 AluY - 0
chr7 53,902,608 53,902,693 AluY + 0
chr7 54,335,442 54,335,477 AluY + 35



chr7 55,455,125 55,455,212 AluYb9 - 0
chr7 55,948,692 55,948,729 AluY - 3
chr7 57,360,355 57,360,675 AluSc + 318
chr7 57,579,342 57,579,775 AluY - 234
chr7 61,091,814 61,092,033 AluY - 219
chr7 61,414,985 61,415,430 AluY - 445
chr7 61,417,908 61,418,045 AluSq + 137
chr7 61,418,184 61,418,335 AluY + 151
chr7 61,679,627 61,679,636 L1PA2_3end - 9
chr7 63,444,634 63,444,806 SVA + 0 ZNF680
chr7 63,712,358 63,712,378 PTERV1 + 0 ZNF138
chr7 63,814,454 63,814,871 SVA - 417 ZNF273
chr7 63,878,131 63,878,162 AluY - 0
chr7 64,575,405 64,575,564 L1 - 159 INTS4L2
chr7 65,148,605 65,148,698 AluY + 0 TPST1
chr7 65,518,537 65,518,555 PTERV1 - 0
chr7 66,274,811 66,274,878 SVA + 31
chr7 67,304,637 67,304,813 AluY + 176
chr7 68,043,936 68,044,033 AluY - 0
chr7 68,275,859 68,276,474 AluY - 329
chr7 69,235,065 69,235,193 AluY - 0 AUTS2
chr7 69,235,164 69,235,265 AluYd8 - 0 AUTS2
chr7 69,595,965 69,596,114 AluY + 143 AUTS2
chr7 70,509,111 70,509,261 AluY + 0 WBSCR17
chr7 70,995,777 70,995,995 AluY + 0 CALN1
chr7 71,330,054 71,330,550 AluY - 291
chr7 71,471,215 71,471,432 AluSq - 70 TYW1B
chr7 72,345,056 72,345,120 SVA + 35 BAZ1B
chr7 72,438,132 72,438,366 AluYd8 - 58
chr7 73,100,444 73,101,035 AluJb + 299 RFC2
chr7 75,150,337 75,150,538 AluSg1 + 158
chr7 76,209,094 76,209,213 AluY + 119
chr7 78,155,762 78,155,812 AluY + 50 MAGI2
chr7 79,094,364 79,094,553 AluY + 0
chr7 79,511,043 79,511,186 AluY - 0
chr7 79,675,333 79,675,395 AluY - 0
chr7 83,677,041 83,677,142 L1 + 101
chr7 84,125,755 84,125,833 LTR5_Hs + 49
chr7 84,370,216 84,370,280 AluYd8 - 0 SEMA3D
chr7 85,122,577 85,122,638 AluY + 0
chr7 85,408,947 85,409,008 AluY + 0
chr7 85,944,471 85,944,558 AluY - 0 GRM3
chr7 86,213,455 86,213,681 AluSc + 0 KIAA1324L



chr7 86,928,258 86,928,399 AluY + 141 RUNDC3B
chr7 87,118,036 87,118,049 AluY + 0 SLC25A40
chr7 87,166,179 87,166,214 AluY - 35 DBF4
chr7 87,987,774 87,987,837 LTR5_Hs - 33
chr7 87,987,784 87,987,828 LTR5 - 24
chr7 88,602,809 88,602,826 AluY - 0 ZNF804B
chr7 88,837,479 88,837,566 AluY + 0
chr7 88,905,495 88,905,559 AluY - 64
chr7 89,261,590 89,261,696 AluY + 106
chr7 90,631,897 90,632,051 L1PA2_3end - 0
chr7 91,308,240 91,308,789 AluSq - 347 AKAP9
chr7 91,345,420 91,345,553 AluY + 0 AKAP9
chr7 91,727,561 91,727,626 AluY - 0 GATAD1
chr7 93,315,335 93,315,383 AluY - 0
chr7 95,477,938 95,477,967 AluY - 0 SLC25A13
chr7 95,596,796 95,596,911 AluY - 2
chr7 95,600,737 95,600,960 AluY + 223
chr7 96,003,915 96,003,973 AluY - 0
chr7 96,323,366 96,323,427 AluY + 17
chr7 96,549,569 96,549,692 AluYd8 - 62
chr7 97,103,331 97,103,467 AluY + 136
chr7 97,150,879 97,150,939 SVA - 60
chr7 97,633,740 97,633,960 L1P_orf2 - 219 BAIAP2L1
chr7 99,852,513 99,853,034 AluY + 513
chr7 100,151,026 100,151,104 SVA - 78
chr7 100,872,409 100,872,606 SVA + 7
chr7 101,354,587 101,354,781 AluYd8 + 0 CUX1
chr7 102,672,554 102,672,606 AluY + 51 SLC26A5
chr7 102,961,678 102,961,682 AluYd8 + 0 RELN
chr7 103,172,203 103,172,257 AluY + 0 RELN
chr7 104,391,948 104,392,083 AluY + 0 SRPK2
chr7 105,589,789 105,589,898 AluY + 58
chr7 105,766,506 105,766,519 PTERV1 + 13
chr7 106,843,285 106,843,382 AluYd8 - 90 BCAP29
chr7 106,892,747 106,892,766 AluY + 0 LOC286002
chr7 107,149,368 107,149,416 AluY - 48 DLD
chr7 108,094,057 108,094,104 AluYd8 - 0
chr7 108,503,756 108,503,998 AluYd8 - 36
chr7 108,809,157 108,809,372 AluY - 0
chr7 108,993,851 108,993,923 AluY + 72
chr7 109,428,248 109,428,379 AluY - 0
chr7 109,770,996 109,771,181 AluY - 83
chr7 110,089,044 110,089,139 AluY + 0 IMMP2L



chr7 110,769,348 110,769,467 AluY + 29 IMMP2L
chr7 110,908,558 110,908,643 AluY + 0
chr7 111,014,437 111,014,448 AluY - 0 DOCK4
chr7 111,068,223 111,068,304 AluY - 0 DOCK4
chr7 111,251,708 111,252,198 AluYg6 + 220 DOCK4
chr7 111,313,575 111,313,695 AluY + 73 DOCK4
chr7 111,335,654 111,336,040 AluY - 204 DOCK4
chr7 111,691,853 111,691,856 AluY - 0 IFRD1
chr7 111,792,450 111,792,701 AluYd8 + 88
chr7 112,849,677 112,849,783 AluY + 106
chr7 113,587,650 113,587,692 AluY - 0 FOXP2
chr7 113,953,207 113,953,295 AluY - 0
chr7 114,656,251 114,656,390 L1PA3_3end + 139
chr7 115,009,044 115,009,231 L1PA2_3end - 134
chr7 116,227,297 116,227,357 THE1 - 60 ST7
chr7 116,718,923 116,719,001 AluYd8 - 0 CFTR
chr7 116,843,370 116,843,419 AluY + 15 CFTR
chr7 117,568,736 117,568,913 AluY - 177
chr7 117,872,701 117,872,757 PTERV1 - 56
chr7 118,290,870 118,291,182 AluY + 312
chr7 118,414,793 118,414,839 AluY - 0
chr7 118,425,947 118,426,133 AluY - 172
chr7 118,446,775 118,446,852 AluY - 77
chr7 119,315,236 119,315,268 AluY + 0
chr7 119,474,861 119,474,911 L1 - 50
chr7 120,372,581 120,372,588 AluY - 0 C7orf58
chr7 120,909,587 120,909,592 LTR5_Hs - 5
chr7 121,021,993 121,021,997 AluYd8 + 4
chr7 121,611,691 121,611,876 AluY - 0 CADPS2
chr7 121,616,342 121,616,531 AluY - 0 CADPS2
chr7 121,643,482 121,643,503 AluY - 0 CADPS2
chr7 121,805,789 121,805,899 AluYg6 + 0 CADPS2
chr7 121,833,259 121,833,335 AluY + 43 CADPS2
chr7 123,780,809 123,780,928 AluY + 119
chr7 123,848,878 123,849,025 AluY - 147
chr7 126,104,329 126,104,348 SVA - 19 GRM8
chr7 126,191,938 126,191,997 AluY + 59 GRM8
chr7 126,351,909 126,352,064 AluY - 0 GRM8
chr7 126,370,970 126,371,077 AluY + 43 GRM8
chr7 126,473,966 126,474,148 AluYd8 + 0 GRM8
chr7 127,148,800 127,148,884 AluY - 84 SND1
chr7 127,835,328 127,835,412 SVA - 14
chr7 128,250,892 128,250,999 SVA + 0 TNPO3



chr7 128,751,123 128,751,251 AluSg1 + 14
chr7 128,809,765 128,809,889 SVA + 0
chr7 129,197,529 129,198,050 AluY - 452
chr7 129,625,743 129,625,775 AluY + 32
chr7 129,758,490 129,758,737 SVA + 187 COPG2
chr7 129,907,116 129,907,200 L1 - 84
chr7 131,399,307 131,399,320 AluY - 0 PLXNA4
chr7 131,902,697 131,902,725 SVA + 0
chr7 132,419,860 132,419,880 AluY - 0 EXOC4
chr7 133,560,899 133,561,156 SVA - 90
chr7 134,490,252 134,490,289 AluY + 0
chr7 135,320,225 135,320,779 AluYb9 + 504
chr7 136,823,742 136,823,756 AluY + 0 DGKI
chr7 137,354,126 137,354,179 AluY + 53
chr7 138,283,599 138,283,659 SVA - 0 TTC26
chr7 139,203,786 139,203,913 AluY + 127 PARP12
chr7 139,632,774 139,632,902 AluYh9 + 128
chr7 140,835,858 140,835,987 AluY + 0 KIAA1147
chr7 140,907,333 140,907,474 AluY - 141
chr7 140,932,693 140,933,235 AluYb9 + 292
chr7 141,802,978 141,803,567 AluY - 307
chr7 142,268,678 142,268,731 AluYd8 + 0
chr7 144,215,863 144,216,167 PTERV1 + 304
chr7 144,714,345 144,714,451 AluY - 0
chr7 146,205,597 146,205,639 AluY - 0 CNTNAP2
chr7 146,585,467 146,585,608 AluY - 0 CNTNAP2
chr7 146,598,756 146,599,075 AluYb9 + 149 CNTNAP2
chr7 147,208,829 147,209,069 AluY + 0 MIR548F3
chr7 147,704,686 147,704,712 SVA + 26
chr7 147,804,878 147,804,989 AluY - 111
chr7 148,460,323 148,460,328 AluY + 5
chr7 148,676,498 148,676,998 AluY - 497
chr7 149,828,593 149,828,682 SVA - 0
chr7 150,238,995 150,239,104 AluY - 9 AGAP3
chr7 150,280,000 150,280,604 AluSg + 285
chr7 150,398,631 150,399,151 AluSc - 422 SMARCD3
chr7 151,370,421 151,370,451 AluY + 0 MLL3
chr7 151,472,423 151,472,905 AluY - 369 MLL3
chr7 151,481,363 151,481,924 AluYg6 + 533 MLL3
chr7 151,633,684 151,633,737 SVA - 0
chr7 151,706,171 151,706,678 AluYb9 + 461
chr7 151,900,438 151,900,532 AluY + 11 ACTR3B
chr7 152,281,612 152,281,748 AluY - 0



chr7 152,956,538 152,956,649 AluY - 0
chr7 153,566,093 153,566,784 AluSp - 391 DPP6
chr7 153,656,504 153,656,896 AluY - 194 DPP6
chr7 155,596,348 155,596,522 AluY + 174
chr7 156,058,719 156,058,768 AluY - 11 LMBR1
chr7 156,617,921 156,618,362 AluY + 244
chr7 157,290,539 157,291,049 AluSc + 280 PTPRN2
chr7 157,341,416 157,342,063 AluYb9 + 277 PTPRN2
chr7 157,454,061 157,454,114 AluYd8 + 53 PTPRN2
chr7 158,209,318 158,209,453 SVA + 0 WDR60
chr8 597,016 597,183 AluYd8 - 153
chr8 1,363,108 1,363,256 AluY + 148
chr8 1,701,077 1,701,214 AluY - 121 CLN8
chr8 2,089,484 2,089,594 PTERV1 - 0
chr8 2,257,900 2,258,127 AluY - 29
chr8 3,716,004 3,716,053 AluY - 49 CSMD1
chr8 4,039,501 4,039,503 AluY + 0 CSMD1
chr8 4,594,754 4,595,317 AluYb9 - 318 CSMD1
chr8 6,247,249 6,247,740 AluSp + 402
chr8 7,754,987 7,755,013 AluY + 0 SPAG11A
chr8 8,835,204 8,835,278 PTERV1 - 74
chr8 10,173,860 10,174,016 AluY - 0 MSRA
chr8 10,430,663 10,431,208 AluYg6 + 543 T-SP1
chr8 11,005,504 11,006,149 AluYg6 - 315 XKR6
chr8 12,840,155 12,840,378 AluY + 0
chr8 13,272,583 13,272,616 AluYd8 - 33 DLC1
chr8 14,578,877 14,578,902 AluY + 25 SGCZ
chr8 15,542,776 15,543,202 AluYb9 + 243 TUSC3
chr8 15,604,063 15,604,130 AluY - 50 TUSC3
chr8 15,606,779 15,606,858 AluY + 47 TUSC3
chr8 16,047,884 16,047,994 AluY - 0 MSR1
chr8 16,481,433 16,481,437 AluY - 4
chr8 16,692,602 16,692,611 AluY + 0
chr8 17,591,944 17,592,028 AluY + 84 MTUS1
chr8 17,814,007 17,814,584 AluY - 575
chr8 18,519,554 18,519,717 AluY - 163 PSD3
chr8 18,611,518 18,611,637 AluY - 119 PSD3
chr8 19,300,208 19,300,442 AluY - 26
chr8 19,305,707 19,305,865 AluYd8 + 158
chr8 20,276,138 20,276,263 AluY + 59
chr8 21,722,622 21,723,154 AluY - 333
chr8 22,384,690 22,385,012 SVA - 229 PPP3CC
chr8 22,480,881 22,480,932 AluY - 0 SORBS3



chr8 23,598,960 23,598,981 AluYd8 - 0
chr8 24,559,415 24,559,448 AluYd8 - 33
chr8 24,995,595 24,995,618 AluY - 0
chr8 26,860,359 26,860,439 AluY - 80
chr8 27,329,471 27,329,668 AluY - 192 PTK2B
chr8 27,362,167 27,362,267 AluY - 0 PTK2B
chr8 28,194,912 28,195,118 AluY + 54
chr8 31,161,426 31,161,451 AluY + 0
chr8 31,396,264 31,396,345 AluY - 0
chr8 31,398,500 31,398,551 PTERV1 + 0
chr8 32,938,385 32,938,446 AluY - 0
chr8 33,899,972 33,900,574 AluY - 301
chr8 34,255,897 34,255,936 AluY - 39
chr8 34,724,582 34,724,652 AluY + 0
chr8 36,237,391 36,237,596 PTERV1 + 205
chr8 36,298,311 36,298,915 AluY + 270
chr8 36,326,783 36,326,876 AluY + 0
chr8 36,615,907 36,615,952 PTERV1 - 0
chr8 36,625,101 36,625,126 PTERV1 - 0
chr8 36,942,839 36,942,961 SVA + 0
chr8 38,714,188 38,714,736 AluSp - 298 TACC1
chr8 38,845,364 38,845,515 AluYb9 - 3
chr8 39,232,510 39,232,540 AluYd8 - 30 ADAM32
chr8 39,716,393 39,716,471 PTERV1 + 0
chr8 40,257,492 40,257,782 AluY - 289
chr8 40,257,560 40,257,730 AluYd8 - 169
chr8 40,289,573 40,289,617 SVA + 44
chr8 40,713,746 40,713,911 AluY - 112 ZMAT4
chr8 41,408,678 41,408,928 L1PA3_3end + 249
chr8 41,570,299 41,570,542 PTERV1 + 243 AGPAT6
chr8 43,163,905 43,164,108 AluY - 200 HGSNAT
chr8 43,259,496 43,259,582 AluYg6 + 67
chr8 50,422,586 50,422,796 AluY - 210
chr8 51,348,743 51,348,844 AluY - 101 SNTG1
chr8 52,277,762 52,277,923 AluY - 161
chr8 54,035,898 54,035,997 LTR5_Hs - 99
chr8 54,526,588 54,526,721 L1PA2_3end + 133
chr8 55,643,676 55,643,793 AluY + 0
chr8 56,168,498 56,168,502 PTERV1 - 4
chr8 56,780,471 56,780,535 PTERV1 + 64
chr8 56,856,847 56,856,936 AluY + 0 TGS1
chr8 57,462,849 57,463,399 AluY + 418 SDR16C6
chr8 58,165,584 58,165,799 SVA - 0



chr8 58,427,296 58,427,344 AluY - 0
chr8 58,812,530 58,812,855 AluY + 325
chr8 58,961,557 58,961,666 AluYd8 + 0
chr8 59,004,608 59,004,862 AluY + 0
chr8 59,013,697 59,014,213 AluSq - 514
chr8 59,284,225 59,284,371 AluY + 40
chr8 59,502,082 59,502,153 SVA - 43 UBXN2B
chr8 59,544,847 59,544,868 PTERV1 - 21
chr8 59,581,021 59,581,027 PTERV1 - 6
chr8 59,766,717 59,767,191 AluY - 473
chr8 60,304,362 60,304,482 AluY + 120
chr8 60,406,355 60,406,498 AluYd8 - 143
chr8 60,594,161 60,594,302 AluYd8 - 135
chr8 61,628,639 61,628,776 AluYd8 - 122 RAB2A
chr8 61,761,927 61,761,966 AluY + 0 CHD7
chr8 62,299,355 62,299,491 AluY - 136
chr8 63,307,729 63,307,771 AluY + 29
chr8 64,239,798 64,239,919 SVA - 120
chr8 64,600,884 64,601,007 AluY - 0
chr8 65,135,688 65,136,270 AluYd8 + 580
chr8 65,591,401 65,591,687 AluY + 0
chr8 66,204,932 66,204,972 AluY - 40
chr8 66,890,930 66,890,935 SVA - 5 PDE7A
chr8 69,800,142 69,800,352 AluYd8 - 8 C8orf34
chr8 70,735,887 70,736,014 AluY - 66
chr8 70,783,237 70,783,800 AluSp + 529 SLCO5A1
chr8 71,371,581 71,371,684 AluY - 0 NCOA2
chr8 71,871,868 71,872,058 AluY - 0
chr8 71,910,036 71,910,120 AluY - 0
chr8 72,353,587 72,353,764 AluYd8 + 0 EYA1
chr8 73,017,122 73,017,676 AluSp - 493
chr8 73,815,209 73,815,429 AluY + 0 KCNB2
chr8 73,845,758 73,845,805 AluY + 0 KCNB2
chr8 73,975,535 73,975,610 AluY + 75 KCNB2
chr8 73,993,763 73,993,946 AluY + 0 KCNB2
chr8 74,135,718 74,135,805 L1P_orf2 + 87
chr8 74,269,326 74,269,916 L1 - 587
chr8 74,296,854 74,297,027 AluSg + 173
chr8 74,735,956 74,736,266 AluY - 40 STAU2
chr8 75,110,045 75,110,052 LTR5_Hs - 7
chr8 75,601,770 75,601,861 AluY + 91
chr8 75,617,950 75,618,009 AluY + 59
chr8 76,398,166 76,398,493 SVA + 186



chr8 76,494,373 76,494,554 AluY - 0
chr8 76,603,601 76,604,082 AluY + 480
chr8 76,705,828 76,705,905 AluY - 77
chr8 77,080,497 77,080,649 AluY - 55
chr8 79,560,496 79,560,648 AluY - 0
chr8 80,866,284 80,866,354 AluY - 0
chr8 80,922,392 80,922,510 L1 + 118
chr8 81,163,416 81,163,933 AluY - 449 TPD52
chr8 81,584,758 81,584,850 AluYd8 - 0 ZBTB10
chr8 81,806,244 81,806,276 AluY + 0 ZNF704
chr8 82,034,252 82,034,701 AluY - 447
chr8 82,037,471 82,037,585 AluYd8 - 0
chr8 82,489,284 82,489,334 AluY + 50
chr8 82,610,856 82,610,989 AluY - 70
chr8 82,910,185 82,910,438 AluYd8 + 253 SNX16
chr8 83,699,749 83,699,781 AluY + 32
chr8 83,931,016 83,931,135 AluY - 0
chr8 84,867,044 84,867,087 AluY - 43
chr8 85,027,729 85,027,758 LTR5_Hs - 29
chr8 85,325,517 85,325,560 AluY - 0 RALYL
chr8 85,381,167 85,381,194 AluY - 0 RALYL
chr8 86,389,273 86,389,759 AluSq - 263
chr8 87,331,326 87,331,364 AluYh9 - 38
chr8 88,466,440 88,466,880 L1 + 439
chr8 90,295,176 90,295,511 AluY + 264
chr8 90,954,003 90,954,166 AluY + 82
chr8 90,977,899 90,977,930 SVA + 31
chr8 93,081,273 93,081,374 AluYg6 + 0 RUNX1T1
chr8 93,996,506 93,996,610 AluY + 104 C8orf83
chr8 94,190,789 94,190,874 AluY + 0
chr8 94,394,834 94,394,916 AluY + 58
chr8 94,957,274 94,957,499 AluSp + 218
chr8 95,156,356 95,156,401 AluY - 6
chr8 95,956,456 95,956,487 AluY + 31 INTS8
chr8 96,372,958 96,373,013 SVA - 55
chr8 96,755,148 96,755,811 AluY - 310
chr8 97,218,911 97,219,017 AluY - 0
chr8 98,432,031 98,432,585 AluSq + 297
chr8 98,539,007 98,539,229 PTERV1 - 222
chr8 99,059,911 99,060,102 AluY - 191 MATN2
chr8 99,575,847 99,575,874 AluYg6 - 0 STK3
chr8 100,318,188 100,318,291 AluY + 0 VPS13B
chr8 100,504,490 100,504,715 LTR5_Hs - 88 VPS13B



chr8 100,686,670 100,686,732 AluY + 0 VPS13B
chr8 100,925,315 100,925,404 AluY + 0 VPS13B
chr8 101,148,778 101,148,886 AluYd8 + 59 RGS22
chr8 101,416,360 101,416,393 AluY + 0
chr8 102,295,244 102,295,460 AluY - 175
chr8 103,448,326 103,448,369 AluY + 0 UBR5
chr8 103,917,326 103,917,414 AluY + 0 AZIN1
chr8 104,320,898 104,321,094 AluYd8 + 0
chr8 104,370,638 104,370,804 AluY - 166
chr8 104,738,231 104,738,308 AluY - 77 RIMS2
chr8 104,924,526 104,924,587 AluY + 40 RIMS2
chr8 105,556,152 105,556,376 AluY - 0
chr8 106,379,162 106,379,681 L1 - 465
chr8 106,709,329 106,709,380 AluY + 0 ZFPM2
chr8 107,607,769 107,608,279 AluY - 439 OXR1
chr8 107,715,316 107,715,557 AluY - 0 OXR1
chr8 108,807,602 108,808,116 AluYh9 + 512
chr8 109,544,150 109,544,232 AluYb9 - 82 TTC35
chr8 109,631,679 109,631,735 AluY - 0
chr8 109,671,496 109,672,147 L1 - 651
chr8 110,144,989 110,145,088 AluY - 0
chr8 110,818,223 110,818,327 AluY - 56
chr8 111,976,445 111,976,536 AluY - 0
chr8 112,761,441 112,761,464 PTERV1 - 23
chr8 113,170,104 113,170,160 AluY - 0
chr8 114,022,490 114,022,503 AluY + 0 CSMD3
chr8 114,032,046 114,032,139 AluY + 93 CSMD3
chr8 114,074,483 114,074,523 AluY + 0 CSMD3
chr8 115,211,715 115,211,972 AluY - 257
chr8 115,495,900 115,496,514 L1 + 489
chr8 116,012,790 116,012,909 AluY + 0
chr8 116,065,242 116,065,344 AluY - 0
chr8 116,845,207 116,845,306 AluY + 22
chr8 117,238,289 117,238,423 AluY - 133
chr8 117,785,880 117,785,943 AluY - 0 EIF3H
chr8 119,327,269 119,327,439 L1PA2_3end + 0 SAMD12
chr8 119,636,922 119,636,974 AluY - 0 SAMD12
chr8 119,716,596 119,716,627 AluY - 0
chr8 119,926,020 119,926,411 AluYg6 + 225
chr8 119,938,976 119,939,138 AluY - 0
chr8 120,267,267 120,267,362 AluY - 0
chr8 120,505,422 120,505,598 AluYd8 - 0 NOV
chr8 120,507,524 120,507,766 AluY + 34



chr8 120,977,417 120,977,432 AluY - 0 DEPDC6
chr8 121,369,210 121,369,230 AluY - 0 COL14A1
chr8 122,729,886 122,730,558 AluSp - 319
chr8 122,732,687 122,733,005 AluYa8 + 185
chr8 123,416,544 123,416,616 AluY + 72
chr8 124,309,494 124,310,199 AluSp + 291 C8orf76
chr8 124,929,838 124,930,059 AluY + 221
chr8 126,032,598 126,032,710 AluY + 0
chr8 126,134,683 126,134,733 AluY - 0 KIAA0196
chr8 126,146,602 126,146,920 AluY + 0 KIAA0196
chr8 126,791,111 126,791,176 AluY + 65
chr8 126,922,890 126,923,011 AluY - 121
chr8 127,423,036 127,423,041 L1 + 5
chr8 127,438,912 127,439,108 AluY + 195
chr8 128,660,288 128,660,911 AluY - 311
chr8 129,160,975 129,161,507 AluY - 530 PVT1
chr8 129,197,644 129,198,230 AluY + 583
chr8 130,083,099 130,083,331 AluYd8 + 152
chr8 130,091,413 130,091,597 AluY - 0
chr8 130,900,995 130,901,007 SVA + 12
chr8 131,644,795 131,644,927 AluY - 132
chr8 131,864,548 131,864,671 L1PA2_3end + 0 ADCY8
chr8 132,582,882 132,582,947 AluYg6 + 65
chr8 133,513,821 133,513,913 AluY - 0 KCNQ3
chr8 133,583,829 133,583,878 AluY + 0
chr8 133,602,313 133,602,448 AluY - 0
chr8 133,651,567 133,651,635 AluY + 68
chr8 135,200,072 135,200,112 L1PA2_3end - 39
chr8 135,458,299 135,458,421 AluYb9 + 92
chr8 136,653,265 136,653,292 LTR5_Hs - 27 KHDRBS3
chr8 136,665,520 136,665,555 AluY + 0 KHDRBS3
chr8 136,863,671 136,863,882 AluYd8 - 0
chr8 136,876,932 136,876,986 AluY - 48
chr8 137,262,283 137,262,304 AluY - 21
chr8 137,948,605 137,948,643 AluY - 7
chr8 137,973,716 137,973,776 AluY - 0
chr8 138,036,870 138,036,978 L1PA2_3end - 0
chr8 138,474,017 138,474,063 AluY - 46
chr8 139,274,117 139,274,453 AluY + 315 FAM135B
chr8 139,538,760 139,538,855 AluY + 56 FAM135B
chr8 139,611,834 139,611,981 AluY + 0
chr8 141,085,059 141,085,309 AluY + 164 TRAPPC9
chr8 141,195,927 141,196,018 AluY + 0 TRAPPC9



chr8 141,408,539 141,408,770 SVA + 17 TRAPPC9
chr8 141,744,357 141,744,507 AluY + 0 PTK2
chr8 141,835,032 141,835,068 AluY + 0 PTK2
chr8 142,836,654 142,836,834 AluY + 159
chr8 144,701,851 144,702,036 AluY - 184
chr8 145,894,685 145,894,844 AluY - 159
chr9 1,013,079 1,013,314 AluYh9 + 51
chr9 2,661,519 2,661,650 AluYd8 + 127
chr9 2,864,969 2,865,051 AluY - 0
chr9 3,477,523 3,477,608 AluYg6 + 0 RFX3
chr9 3,647,122 3,647,187 AluY - 65
chr9 3,947,634 3,947,743 AluY - 0 GLIS3
chr9 4,387,059 4,387,409 AluY - 265
chr9 4,786,172 4,786,227 AluY - 55 RCL1
chr9 4,935,120 4,935,716 AluY - 294
chr9 8,078,780 8,078,895 AluY - 89
chr9 8,651,686 8,651,760 AluY + 0 PTPRD
chr9 11,532,041 11,532,098 AluY - 0
chr9 11,564,877 11,564,923 AluY + 46
chr9 11,745,622 11,745,989 AluYg6 - 39
chr9 11,745,859 11,746,136 AluYb9 - 0
chr9 12,108,560 12,108,864 AluY + 22
chr9 14,330,833 14,330,863 AluY + 0
chr9 14,882,929 14,882,935 AluY + 6 FREM1
chr9 15,147,219 15,147,357 PTERV1 + 138
chr9 15,452,168 15,452,291 AluY - 0
chr9 16,567,289 16,567,513 AluY + 0 BNC2
chr9 17,220,592 17,220,670 PTERV1 + 78 CNTLN
chr9 17,552,484 17,553,100 AluY + 400
chr9 18,223,775 18,223,835 AluY + 0
chr9 19,668,472 19,668,591 AluY + 0 SLC24A2
chr9 20,572,084 20,572,246 AluY + 162 MLLT3
chr9 20,671,556 20,671,625 AluY + 37 KIAA1797
chr9 20,760,357 20,760,506 AluY - 149 KIAA1797
chr9 20,870,619 20,870,941 AluYd8 - 0 KIAA1797
chr9 21,801,359 21,801,540 AluSq + 0 MTAP
chr9 22,848,820 22,848,919 AluY - 99
chr9 23,333,299 23,333,492 AluY + 88
chr9 24,294,881 24,295,012 LTR5_Hs + 0
chr9 24,546,260 24,546,465 AluY + 175
chr9 24,869,274 24,869,297 AluY + 23
chr9 25,930,895 25,931,071 AluYd8 + 0
chr9 27,464,595 27,464,759 AluYd8 + 0 MOBKL2B



chr9 28,976,160 28,976,290 AluY - 130
chr9 30,859,038 30,859,089 AluY + 51
chr9 31,297,776 31,297,888 AluY - 0
chr9 32,293,955 32,293,987 AluY + 32
chr9 32,334,102 32,334,139 AluY + 37
chr9 32,429,161 32,429,208 AluY - 0 ACO1
chr9 34,395,430 34,395,548 AluYb9 - 0 C9orf25
chr9 37,550,616 37,550,812 AluY - 21 FBXO10
chr9 38,159,879 38,160,492 AluSp + 567
chr9 38,229,141 38,229,179 AluY - 38
chr9 38,525,180 38,525,219 L1 - 39
chr9 38,592,625 38,592,814 L1PA3_3end + 164 ANKRD18A
chr9 38,733,091 38,733,761 AluSq - 437
chr9 43,073,658 43,073,728 AluY + 70
chr9 66,281,393 66,281,453 AluSp + 58
chr9 67,535,518 67,535,533 AluY + 0
chr9 68,250,714 68,250,849 AluYd8 - 135 PGM5
chr9 68,518,942 68,519,070 AluYd8 + 128
chr9 69,656,092 69,656,126 SVA + 34
chr9 69,700,057 69,700,235 AluY - 0 C9orf135
chr9 70,415,803 70,415,917 AluY + 67 TRPM3
chr9 71,489,226 71,489,245 AluYb9 - 0
chr9 71,489,229 71,489,309 AluY - 0
chr9 71,872,661 71,873,031 AluY + 236
chr9 72,567,983 72,568,038 PTERV1 - 0 TMC1
chr9 72,785,386 72,785,538 AluY + 0 ALDH1A1
chr9 74,421,571 74,421,699 AluYg6 + 0 RORB
chr9 74,576,450 74,576,504 AluY - 0 TRPM6
chr9 74,733,437 74,733,883 AluJb - 289
chr9 75,000,158 75,000,317 AluY - 24
chr9 75,241,153 75,241,373 AluY - 54
chr9 75,663,438 75,663,581 L1 - 143
chr9 75,997,684 75,997,866 AluY - 0 PCSK5
chr9 77,500,041 77,500,172 AluY - 0
chr9 78,477,228 78,477,527 AluY + 104
chr9 78,692,302 78,692,538 AluY - 39
chr9 79,344,859 79,345,183 L1 - 190
chr9 79,434,701 79,434,815 AluY - 0 TLE4
chr9 79,758,148 79,758,400 AluYb9 + 161
chr9 79,871,805 79,871,897 AluY - 79
chr9 79,999,143 79,999,180 AluY + 37
chr9 80,980,826 80,981,341 AluYg6 + 290
chr9 82,098,146 82,098,245 AluYg6 + 99



chr9 82,204,747 82,204,835 SVA - 0
chr9 82,296,863 82,296,912 AluY + 49
chr9 82,633,474 82,633,593 AluY - 42
chr9 82,788,522 82,789,092 AluY - 461
chr9 83,202,078 83,202,347 AluYb9 - 269 FRMD3
chr9 83,416,418 83,416,530 AluY - 112
chr9 84,358,394 84,358,476 AluY - 0
chr9 84,784,690 84,784,767 AluY + 30 NTRK2
chr9 84,816,584 84,816,613 AluY + 29 NTRK2
chr9 85,395,462 85,395,585 AluYd8 + 123 AGTPBP1
chr9 86,247,910 86,247,972 LTR5_Hs + 62
chr9 88,280,814 88,280,856 SVA - 42 SPIN1
chr9 88,288,589 88,288,982 AluY - 329 SPIN1
chr9 88,968,454 88,968,545 L1 + 11 SHC3
chr9 90,377,189 90,377,287 AluY + 34
chr9 90,623,339 90,623,462 AluYd8 + 123
chr9 91,343,581 91,343,642 AluY - 0
chr9 91,941,841 91,942,127 AluSc + 199 SPTLC1
chr9 92,196,837 92,196,844 AluYb9 - 7 CENPP
chr9 92,711,962 92,712,050 SVA + 88 ZNF484
chr9 93,724,362 93,724,427 AluY - 65
chr9 93,724,364 93,724,419 AluYh9 - 55
chr9 94,077,096 94,077,117 AluY + 0
chr9 94,409,443 94,409,853 AluYb9 + 169 FBP2
chr9 94,498,819 94,498,847 SVA + 0
chr9 95,893,559 95,893,698 AluYd8 + 101
chr9 96,538,593 96,538,626 SVA + 33
chr9 96,604,849 96,604,867 AluYh9 - 0 ZNF510
chr9 97,815,469 97,815,758 AluYd8 + 134
chr9 98,555,978 98,556,156 AluY + 0
chr9 98,998,743 98,998,892 AluY + 149
chr9 99,911,972 99,912,025 AluY - 0 ERP44
chr9 100,741,813 100,741,861 AluY - 0
chr9 101,041,026 101,041,163 AluY + 0 LPPR1
chr9 103,635,739 103,636,217 AluY + 122
chr9 104,334,001 104,334,037 AluYg6 + 0
chr9 104,482,477 104,482,501 AluY + 24
chr9 104,610,097 104,610,206 AluY + 0 NIPSNAP3B
chr9 104,715,462 104,715,488 AluY - 26 ABCA1
chr9 105,023,425 105,023,547 AluY - 99
chr9 105,027,604 105,027,699 AluY - 95
chr9 105,108,418 105,108,488 AluY + 70 SLC44A1
chr9 106,301,848 106,301,940 AluY - 0



chr9 107,286,698 107,287,252 AluSq + 302
chr9 107,767,317 107,767,324 SVA - 7
chr9 107,958,439 107,959,038 AluSp + 294
chr9 108,740,514 108,740,519 SVA + 0 IKBKAP
chr9 109,413,435 109,413,537 AluYd8 + 102
chr9 110,396,145 110,396,177 AluY + 32 SVEP1
chr9 110,678,945 110,679,039 SVA - 54
chr9 112,352,845 112,352,920 AluY - 75 KIAA1958
chr9 113,234,428 113,235,062 AluYd8 - 501 ALAD
chr9 114,377,513 114,377,594 AluY + 0
chr9 114,700,599 114,700,679 AluY - 0
chr9 114,799,568 114,799,844 AluY - 57
chr9 114,908,533 114,908,548 AluY - 15 TNC
chr9 115,143,992 115,144,176 AluY - 23 DEC1
chr9 115,407,009 115,407,264 THE1 - 254
chr9 115,738,187 115,738,198 AluYg6 + 0 C9orf27
chr9 116,497,188 116,497,300 AluY + 112 ASTN2
chr9 116,622,422 116,622,735 AluSp - 106 ASTN2
chr9 117,108,401 117,108,438 AluY + 0 ASTN2
chr9 118,173,141 118,173,446 AluY - 0
chr9 118,208,417 118,208,472 AluY - 55
chr9 118,629,142 118,629,399 L1PA2_3end + 0
chr9 119,910,344 119,910,588 L1P_orf2 + 243
chr9 119,963,341 119,963,362 AluY - 21
chr9 122,868,583 122,868,780 AluY - 0 RABGAP1
chr9 122,983,656 122,983,759 AluY - 15 STRBP
chr9 123,436,415 123,436,465 AluY - 0 DENND1A
chr9 124,243,377 124,243,385 AluY + 8 PSMB7
chr9 124,672,585 124,672,644 AluY + 59
chr9 124,965,943 124,966,182 AluYg6 + 130 SCAI
chr9 125,623,316 125,623,472 AluSq - 149 PBX3
chr9 126,700,568 126,700,728 SVA - 0
chr9 127,073,670 127,073,697 AluY + 27
chr9 127,076,113 127,076,288 AluY - 0
chr9 128,054,584 128,054,599 AluY - 14 DNM1
chr9 129,659,093 129,659,546 AluY + 298 TOR1A
chr9 129,791,698 129,791,793 AluY + 0 FNBP1
chr9 132,246,975 132,247,020 AluY - 0 SETX
chr9 132,611,807 132,611,858 AluY - 42
chr9 134,866,584 134,867,246 AluSg1 + 345 COL5A1
chr9 135,575,605 135,576,404 AluY - 596
chr9 135,673,844 135,673,905 AluY + 0
chr9 135,869,608 135,869,664 AluY - 0 KCNT1



chr9 136,152,375 136,152,516 AluYd8 + 141 NACC2
chr9 137,746,746 137,747,242 AluY + 494 WDR85
chr9 138,082,315 138,082,333 AluY + 18 CACNA1B
chrX 275,651 275,695 AluY + 0 PPP2R3B
chrX 409,755 409,829 AluSp + 71
chrX 722,669 722,944 AluSq + 168
chrX 1,911,337 1,911,449 AluYb9 - 10
chrX 1,917,779 1,917,859 AluY + 80
chrX 3,628,612 3,628,650 AluY + 0
chrX 5,019,146 5,019,164 PTERV1 - 0
chrX 7,356,056 7,356,345 AluY + 0
chrX 7,379,256 7,379,355 AluY - 0
chrX 7,534,389 7,534,551 L1P_orf2 + 162
chrX 12,279,640 12,279,765 AluY - 0 FRMPD4
chrX 14,682,536 14,682,592 AluY - 56 MOSPD2
chrX 15,994,796 15,994,918 PTERV1 - 122
chrX 16,540,089 16,540,242 AluY - 0 SYAP1
chrX 19,306,618 19,306,660 AluSq + 42
chrX 19,752,299 19,752,460 L1 + 106
chrX 20,926,089 20,926,486 AluY + 369
chrX 25,878,995 25,879,168 AluY - 0
chrX 30,124,175 30,124,290 AluY + 115
chrX 34,012,210 34,012,260 AluY - 0
chrX 36,219,654 36,220,289 AluYb9 + 506
chrX 36,297,383 36,297,515 AluY - 0
chrX 37,761,983 37,762,129 AluY + 91
chrX 41,906,618 41,906,747 AluY - 78
chrX 42,399,951 42,400,294 AluY + 342
chrX 45,590,211 45,590,399 AluY - 188
chrX 53,111,377 53,111,649 AluY + 0 KDM5C
chrX 53,371,113 53,371,270 PTERV1 - 157
chrX 54,059,583 54,059,604 AluY + 21 FAM120C
chrX 68,096,582 68,096,666 AluY + 84
chrX 68,811,268 68,811,366 AluY - 98 EDA
chrX 69,934,975 69,935,034 AluY + 0
chrX 71,422,246 71,422,354 AluYg6 + 108 HDAC8
chrX 72,348,362 72,348,846 L1 - 440
chrX 72,463,315 72,463,437 PTERV1 + 122
chrX 73,275,083 73,275,354 AluYh9 + 133 NCRNA0018
chrX 75,367,012 75,367,069 AluY - 57
chrX 77,894,369 77,894,524 LTR5 + 109
chrX 78,185,006 78,185,052 PTERV1 + 46
chrX 79,964,279 79,964,287 SVA + 8



chrX 82,730,726 82,730,780 LTR5_Hs + 54
chrX 84,020,541 84,020,627 PTERV1 - 86
chrX 86,245,240 86,245,324 AluY - 84
chrX 86,893,282 86,893,534 SVA - 252
chrX 87,404,969 87,405,111 AluY - 141
chrX 91,330,621 91,330,697 PTERV1 + 0 PCDH11X
chrX 91,332,869 91,332,887 PTERV1 + 18 PCDH11X
chrX 92,768,389 92,768,434 AluYd8 + 0 FAM133A
chrX 93,965,827 93,965,890 AluY - 63
chrX 97,809,473 97,809,548 AluY - 75
chrX 97,906,888 97,906,954 AluYd8 - 66
chrX 98,551,713 98,551,920 AluY + 0 LOC442459
chrX 98,590,534 98,590,673 L1P_orf2 + 139 LOC442459
chrX 98,771,232 98,771,492 AluY + 0 LOC442459
chrX 99,834,483 99,834,540 AluY - 57
chrX 100,505,457 100,505,583 SVA - 126 ARMCX4
chrX 100,913,510 100,913,661 AluY + 151 NXF5
chrX 101,013,367 101,013,683 AluY + 316
chrX 103,275,823 103,275,906 AluY + 0
chrX 104,136,190 104,136,382 AluY + 192 IL1RAPL2
chrX 106,799,359 106,799,450 AluY + 67 TSC22D3
chrX 107,312,363 107,312,503 AluY + 0 COL4A6
chrX 108,269,100 108,269,133 PTERV1 + 33
chrX 111,258,191 111,258,257 SVA + 0 ZCCHC16
chrX 112,694,036 112,694,228 AluY - 192
chrX 113,056,703 113,056,748 AluY + 45
chrX 113,121,613 113,121,645 PTERV1 + 32
chrX 115,206,604 115,206,720 AluY + 116
chrX 115,266,674 115,266,823 AluY - 0
chrX 117,778,319 117,778,740 AluSq - 71
chrX 118,781,014 118,781,192 SVA - 177
chrX 119,357,053 119,357,103 AluY - 0 LAMP2
chrX 120,967,902 120,968,046 AluY + 0
chrX 121,948,297 121,948,531 AluY - 183
chrX 123,001,401 123,001,498 PTERV1 - 97
chrX 123,071,101 123,071,289 AluY - 179
chrX 123,483,795 123,483,922 AluY + 0 ODZ1
chrX 123,499,689 123,499,705 AluY - 0 ODZ1
chrX 123,684,165 123,684,200 PTERV1 + 0 ODZ1
chrX 126,727,908 126,728,103 BC200 - 195
chrX 129,831,572 129,831,652 AluY - 0
chrX 131,859,209 131,859,371 AluYd8 - 0
chrX 132,535,576 132,535,791 AluY - 0 GPC3



chrX 133,927,813 133,928,061 AluY + 248
chrX 134,248,408 134,248,661 AluY - 150
chrX 136,056,521 136,056,696 AluY + 174
chrX 137,288,112 137,288,179 PTERV1 + 0
chrX 138,188,610 138,188,649 PTERV1 - 39
chrX 138,237,586 138,237,597 PTERV1 + 11
chrX 139,181,109 139,181,335 AluYg6 - 0
chrX 140,853,250 140,853,419 AluY - 147
chrX 140,949,153 140,949,310 AluYd8 - 157
chrX 141,118,110 141,118,179 PTERV1 - 69
chrX 141,889,810 141,890,032 AluY - 0
chrX 141,946,843 141,946,864 PTERV1 + 9
chrX 143,316,835 143,317,173 PTERV1 + 337
chrX 144,256,891 144,257,065 PTERV1 + 174
chrX 144,547,356 144,547,813 AluY - 290
chrX 145,160,599 145,160,909 AluY + 154
chrX 146,981,931 146,981,968 AluSp + 37
chrX 147,792,991 147,793,097 PTERV1 - 0
chrX 151,495,594 151,495,775 AluY - 0
chrX 152,491,003 152,491,050 AluY + 0 BCAP31
chrX 153,980,189 153,980,359 AluY - 170
chrY 2,811,384 2,811,647 AluY - 263
chrY 6,990,205 6,990,646 PTERV1 + 0 TBL1Y
chrY 8,743,348 8,743,502 PTERV1 - 154
chrY 10,498,020 10,498,051 AluY + 0
chrY 10,614,437 10,614,517 AluY - 80
chrY 10,616,594 10,616,673 L1P_orf2 - 0
chrY 10,625,094 10,625,249 AluSp + 97
chrY 12,452,241 12,452,347 PTERV1 - 106
chrY 12,580,158 12,580,223 AluY + 0
chrY 12,710,225 12,710,280 PTERV1 + 55
chrY 12,803,788 12,803,830 PTERV1 + 0
chrY 12,865,500 12,865,624 PTERV1 - 124
chrY 12,920,161 12,920,254 PTERV1 - 93
chrY 12,931,349 12,931,679 L1PA2_3end + 329
chrY 13,637,100 13,637,183 AluYd8 + 83
chrY 14,917,650 14,917,839 PTERV1 - 0
chrY 15,020,457 15,020,723 PTERV1 + 257
chrY 15,888,246 15,888,525 L1 - 279
chrY 18,120,519 18,121,119 AluSp + 144
chrY 18,517,750 18,517,890 PTERV1 + 140
chrY 19,109,089 19,109,137 AluY + 48 HSFY1
chrY 19,715,618 19,715,779 AluY - 150



chrY 20,475,795 20,475,915 AluYd8 + 0
chrY 20,543,945 20,543,969 L1 - 24
chrY 21,293,459 21,293,600 L1 - 141
chrY 22,236,631 22,236,781 AluY + 150
chrY 22,770,202 22,770,397 AluY + 20
chrY 25,482,204 25,482,281 AluYd8 - 77
chrY 26,843,513 26,843,582 AluYg6 + 65



Table S8. Gorilla-specific Segmental Duplication Expansions (>20 kb)

Chr Start End Length Human CN Chimpanzee CN Gorilla CN Clone Human 

chr2 114145970114215607 69637 1.7 2.0 45.8 ABC7_40253500_E9 2q 13 IIq 0 #N/A #N/A 1 |1684

chr9 121853000122025882 172882 1.7 1.8 32.8 ABC8_2619440_L12 9q33 IXq 1 |NM_014222 (4) 2 |501|841|1151

chr4 3551203 3572000 20797 1.8 1.8 21.6 ABC7_614922_L16 4p16.3 IVp 1 |NM_002337 (8) 0 #N/A #N/A |1485

chr1 25210000 25239699 29699 2.5 5.0 21.1 ABC8_40874800_P7 1p36 Ip #N/A #N/A #N/A #N/A #N/A #N/A #N/A

chr16 15943155 16104383 161228 1.7 1.8 14.2 ABC7_42362400_M8 16p13 XVIp 0 #N/A #N/A 1 |2565

chr4 3461000 3539000 78000 1.7 1.3 13.0 ABC7_42441400_K12 4p16.3 IVpter 2 2

chr20 18861 46998 28137 2.2 2.3 12.1 ABC7_43057600_H3 20p13 0 #N/A #N/A 1 |650

chr15 77837440 77893033 55593 1.9 2.0 11.2 ABC7_42403000_C13 15q25 #N/A #N/A #N/A #N/A #N/A #N/A #N/A

chr22 47764000 48009750 245750 1.8 1.6 10.9 ABC7_40621600_M20 22q13 XXIIq #N/A #N/A #N/A #N/A #N/A #N/A #N/A

Chimp map 
location 
(FISH)

Gorilla map 
location (FISH)

#N complete 
genes

#NGenes 
Completed 
(exons)

Description 
NGenes 
Completed

#N partial 
genes

#NGenes 
PARTIAL 
(exons incl) 
(exons 
total) (%)

Description 
NGenes Partial

bps overlap in 
coding regions

Ipter, Iqter, IIqter, 
Ivpter, IXqter, 
XIIIqter, XIVpter, 
XVIpter

|
NM_02518
1 (9)(16)
(56.25)

NM_025181-
NP_079457-
SLC35F5-solute 
carrier family 35, 
member F5|

IVqter, IXqter, 
XIVqter, Xqter

NM_014222-
NP_055037-
NDUFA8-
NADH 
dehydrogenase 
(ubiquinone) 1 
alpha|

|
NM_19846
9 (4)(5)
(80.00)|
NM_19425
2 (3)(4)
(75.00)

NM_198469-
NP_940871-
MORN5-MORN 
repeat containing 
5|NM_194252-
NP_919228-
TTLL11-tubulin 
tyrosine ligase-
like family, 
member 11|

Ipter, IIpcen, 
IIIcen, IVp, 
Vicen, XIIcen, 
IVcen, XVcen,  
XXII

NM_002337-
NP_002328-
LRPAP1-low 
density 
lipoprotein 
receptor-related 
protein|

Ip, XXq, XXIp. 
XXIq

XVIp, 
XVIpterminal, 
XIX

|
NM_01989
9 (18)(29)
(62.07)

NM_019899-
NP_063954-
ABCC1-ATP-
binding cassette, 
sub-family C, 
member 1|

IIqpter, IVpter, 
IXpter, XXIIpter

|NM_173660 
(7)|NM_001528 
(14)

NM_173660-
NP_775931-
DOK7-
downstream of 
tyrosine kinase 
7|NM_001528-
NP_001519-
HGFAC-HGF 
activator 
preproprotein|

|
NM_19822
7 (8)(16)
(50.00)|
NM_00292
6 (7)(17)
(41.18)

NM_198227-
NP_937870-
RGS12-regulator 
of G-protein 
signaling 12 
isoform 3|
NM_002926-
NP_002917-
RGS12-regulator 
of G-protein 
signaling 12 
isoform 2|

|2565|2036|1733|
2497

IIIpter, VIqter, 
Xpter, XXpter

IIIpter, Viqter, 
XVI, XXpter

|
NM_15332
5 (1)(2)
(50.00)

NM_153325-
NP_697020-
DEFB125-
defensin, beta 125 
preproprotein|

IIq, XVq 
duplicated

IIq, XVq 
tandemly 
duplicated
IIpter, IIqpter, 
IVpter tandemly 
duplicated, 
XXIIpter



chr4 1743000 1825236 82236 1.9 1.7 10.5 ABC7_42362600_H2 4p16 IVp 2 0 #N/A #N/A |3908|3950

chr8 3877000 3956970 79970 1.6 1.8 10.3 ABC7_43054200_M11 8p23 VIIIpter 0 #N/A #N/A 1 |29
6 11

IIpter, VIIIpter, 
IXpter, XIVpter

|NM_012318 
(14)|
NM_022965 
(16)

NM_012318-
NP_036450-
LETM1-
leucine zipper-
EF-hand 
containing 
transmembrane|
NM_022965-
NP_075254-
FGFR3-
fibroblast 
growth factor 
receptor 3 
isoform 2|

IVpter, VIIIpter 
highly duplicated

|
NM_03322
5 (1)(70)
(1.43)

NM_033225-
NP_150094-
CSMD1-CUB and 
Sushi multiple 
domains 1|

Note: 11/20 hyperexpanded loci were validated. CN, copy number



Table S9. Specie-specific Hyperexpansions

Chr Start End Length Human (NA18507) Human (Celera) Chimpanzee Gorilla HSA PTR GGO
GGO chr10 19557646 19564636 6990 1 1 6 1,452 ABC8_40901100_G4 10q Xq Xq Cap signals 80/80
GGO chr19 49605295 49606761 1466 263 12 130 1,523 ABC8_40886900_G14* 3q, 13p, 14p, 15p, 19q, 21p, 22p XIII, XIV, XV, XIX, XXI, XXII XIII, XIV, XV, XIX, XXI, XXII
GGO chr19 49652271 49655118 2847 250 1 117 1,402 ABC8_40908800_G17* 3q, 13p, 14p, 15p, 19q, 21p, 22p XIII, XIV, XV, XIX, XXI, XXII XIII, XIV, XV, XIX, XXI, XXII
GGO chr4 49114626 49174413 59787 332 8 175 1,747 ABC8_42107000_B17* 3q, 4q 13p, 14p, 15p, 21p, 22p IIp, IIq, IX(dupl), XIII, XIV, XVII, XX, XXi Iip, IIq, IV, IX, XXI
GGO chr4 49355259 49359406 4147 367 8 189 2,460 ABC8_42091700_F21* 3q, 4q 13p, 14p, 15p, 21p, 22p XIII, XIV, XV, XXI, XXII XIII, XIV, XV, XXI, XXII
GGO chr8 86742558 86763491 20933 134 75 148 1,115 ABC8_2127440_I23 8q dupl VIIIq dupl VIIIq (dupl), XIIIp (dupl), XXIp (dupl)
GGO chr8 86860130 86909635 49505 127 78 166 1,245 ABC8_703222_M2 8q dupl VIIIq dupl VIIIq (dupl), XIIIp (dupl), XXIp (dupl)
HSA chr1 142802000 142855098 53098 122 93 23 58 ABC8_41138100_J3 1pcen (dupl), 1pter, 11pter Ipcen, XIpter Ipcen, Iqter, XIpter
HSA chr14 104765000 104779000 14000 2 154 2 3 ABC8_43251600_E20 14q NR NR
PTR chr2 113997859 114024033 26174 9 4 938 12 ABC8_43244100_B22 2q12, 9pter, 9p11, 9q11 Cap signals (46/46) IIq, Subcap 22/80 (Ip, Vq, VIIIp, VIIIq, Xp, Xq, XIIIq, XXIIq)
PTR chr9 54695 81493 26798 10 5 918 12 ABC8_2609740_L6 2q12, 9pter, 9p11, 9q11 Cap signals (46/46) IIq, Subcap 22/80 (Ip, Vq, VIIIp, VIIIq, Xp, Xq, XIIIq, XXIIq)
PTR chr9 66947457 66976355 28898 9 5 973 13 ABC8_43248300_C23 2q12, 9pter, 9p11, 9q11 Cap signals (46/46) IIq, Subcap 22/80 (Ip, Vq, VIIIp, VIIIq, Xp, Xq, XIIIq, XXIIq)
PTR chr9 67187781 67215008 27227 9 4 921 13 ABC8_43241300_I1 2q12, 9pter, 9p11, 9q11 Cap signals (46/46) IIq, Subcap 22/80 (Ip, Vq, VIIIp, VIIIq, Xp, Xq, XIIIq, XXIIq)
PTR chr9 68182448 68191095 8647 10 5 1,207 14 ABC8_40905400_O18 2q12, 9pter, 9p11, 9q11 Cap signals (46/46) IIq, Subcap 22/80 (Ip, Vq, VIIIp, VIIIq, Xp, Xq, XIIIq, XXIIq)

Copy Number Count

Regions representing specie-specific hyperexpansion. Note that these regions are hyperexpanded in all the 
species but colors represent intensity and/or number differences in signal pattern: light yellow = less copies 
and dark yellow = more copies. When appreciable difference has not been detected, no colors have been 
assigned. *indicates region whose hyperexpansion differences were not detectable due to the location on 
acrocentric chromosomes. 
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