Supplementary Table 4: LINE enrichment within Segmental Duplications by LINE Family and Subfamily.

Duplication Analysis and Enrichment

Repeat Repeat [Consensus WSSD+WGAC WSSD WGAC >10k94% Genome Average

Family Subfamily | Divergence|bp Fraction  Enrichment |bp Fraction  Enrichment [bp Fraction Enrichment [bp Fraction

CR1 L3 33.5% 24,221  0.014% 0.3 20,009 0.014% 0.3 17,824  0.015% 0.3] 1,155,292  0.045%
CR1 L3b 24.4% 4,574  0.003% 0.4 4,353  0.003% 0.4 3,214  0.003% 0.3 199,708  0.008%
CR1 L3 Mars 17.3% 18,835 0.011% 0.5 14,821  0.011% 0.5 15,105 0.012% 0.6 533,300 0.021%
L1 HAL1 32.6% 17,494  0.010% 0.3 15,461 0.011% 0.3 12,172  0.010% 0.3 891,157 0.035%
L1 HAL1b 28.3% 1,397 0.001% 0.2 1,266  0.001% 0.2 131  0.000% 0.0 131,547  0.005%
L1 L1IM 37.8% 24,184  0.014% 0.7 22,012 0.016% 0.7 15,368 0.013% 0.6 542,320 0.021%
L1 L1M1 24.4% 22,480 0.013% 0.7 15,208 0.011% 0.6 17,890 0.015% 0.8 490,818 0.019%
L1 L1M2 24.7% 227,239  0.136% 0.6 190,419 0.135% 0.6 144,474  0.119% 0.6] 5,366,686 0.209%
L1 L1M2a 35.9% 4,391  0.003% 1.1 3,702  0.003% 11 3,865 0.003% 1.3 62,891  0.002%
L1 L1M2al 22.2% 0 0.000% 0.0 0 0.000% 0.0 0 0.000% 0.0 1,042  0.000%
L1 L1M2b 28.1% 0 0.000% 0.0 0 0.000% 0.0 0 0.000% 0.0 4,981  0.000%
L1 L1M2c 8.3% 2,836  0.002% 0.4 2,836  0.002% 0.4 1,559 0.001% 0.3 118,465  0.005%
L1 L1M3 25.6% 73,942  0.044% 0.5 64,546  0.046% 0.5 57,919  0.048% 0.6] 2,166,086 0.084%
L1 L1M3a 33.2% 0 0.000% 0.0 0 0.000% 0.0 0 0.000% 0.0 18,242  0.001%
L1 L1M3b 32.3% 4,533  0.003% 23 2,619  0.002% 1.6 3,351  0.003% 2.4 29,808 0.001%
L1 L1M3c 29.4% 2,774  0.002% 0.5 2,652  0.002% 0.6 852  0.001% 0.2 77,546  0.003%
L1 L1M3d 31.1% 294  0.000% 0.1 294  0.000% 0.1 196  0.000% 0.1 37,968 0.001%
L1 L1M3de 6.2% 488  0.000% 0.2 488  0.000% 0.2 0.000% 0.0 47,591  0.002%
L1 L1M3e 22.9% 22,477  0.013% 24 18,466  0.013% 24 4,152  0.003% 0.6 141,398  0.006%
L1 LIM3f 28.7% 40 0.000% 0.0 40 0.000% 0.1 40 0.000% 0.1 13,955 0.001%
L1 LiM4 23.9% 91,626  0.055% 0.4 75,136  0.053% 0.4 56,491  0.047% 0.4] 3,212,963 0.125%
L1 L1M4b 28.7% 17,550 0.010% 0.4 15,780 0.011% 0.4 6,758  0.006% 0.2 766,347  0.030%
L1 L1M4c 28.7% 17,826  0.011% 0.3 14,346  0.010% 0.3 7,292  0.006% 0.1] 1,043,288 0.041%
L1 L1M5 29.0% 69,395 0.041% 0.3 50,326  0.036% 0.2 37,484 0.031% 0.2|] 4,236,156 0.165%
L1 L1IMA10 26.8% 9,064  0.005% 0.8 8,315  0.006% 0.8 7,621  0.006% 0.9 183,991  0.007%
L1 L1IMA4 33.0% 46,442  0.028% 0.4 32,193  0.023% 0.3 29,004 0.024% 0.3] 1,796,308 0.070%
L1 LIMA4A 31.2% 19,305 0.012% 0.4 15,688 0.011% 0.4 11,875 0.010% 0.4 676,157  0.026%
L1 L1MAS 22.4% 25,828 0.015% 0.3 19,919 0.014% 0.3 14,630 0.012% 0.3] 1,234,334 0.048%
L1 L1IMASA 26.5% 15,221  0.009% 0.7 14,714  0.010% 0.8 12,159  0.010% 0.7 347,079  0.014%
L1 L1MAG 26.0% 35,467 0.021% 0.3 27,702  0.020% 0.3 21,861 0.018% 0.3 1,808,152 0.070%
L1 LIMA7 31.0% 18,684 0.011% 0.4 10,418  0.007% 0.2 12,410 0.010% 0.3 816,184  0.032%
L1 L1MAS8 25.8% 20,050 0.012% 0.3 12,802  0.009% 0.2 13,560 0.011% 0.3 1,017,287 0.040%
L1 L1IMA9 33.5% 21,804 0.013% 0.3 16,765 0.012% 0.3 14,389  0.012% 0.3] 1,161,119 0.045%
L1 L1MB1 24.3% 24,914  0.015% 0.6 22,210 0.016% 0.7 18,695 0.015% 0.7 603,804 0.024%
L1 L1IMB2 27.5% 13,425  0.008% 0.3 8,722  0.006% 0.2 10,151  0.008% 0.3 707,341  0.028%
L1 L1MB3 27.3% 24586  0.015% 0.3 17,651 0.013% 0.3 15,215 0.013% 0.3] 1,283,238 0.050%
L1 LIMB4 26.4% 11,518  0.007% 0.3 9,909 0.007% 0.3 5,454  0.005% 0.2 673,214  0.026%
L1 L1MB5 26.1% 31,007 0.019% 0.5 27,000 0.019% 0.6 24,378  0.020% 0.6 876,639  0.034%
L1 LIMBY 29.7% 30,388  0.018% 0.3 24,452  0.017% 0.3 21,846  0.018% 0.3] 1,756,375 0.068%
L1 L1MBS8 23.4% 33,839  0.020% 04 30,000 0.021% 04 18,363  0.015% 0.3] 1,468,841 0.057%
L1 LIMC 30.9% 47,409 0.028% 0.4 31,330 0.022% 0.3 28,974  0.024% 0.3] 1,774,397 0.069%
L1 L1MC1 27.2% 37,655 0.022% 04 31,485 0.022% 0.4 22,524  0.019% 0.3 1,618,377 0.063%
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L1 Lx 10.7%| 1,268,539 0.757% 1.3 1,060,551 0.753% 1.3 943,523  0.780% 1.3] 15,009,563 0.585%
L1 Lx2 2.2% 808,681  0.483% 1.2 725,681  0.515% 1.3 591,232  0.489% 1.3] 9,959,741  0.388%
L1 Lx2A 11.1% 52,057 0.031% 1.0 35,979  0.026% 0.8 35,747  0.030% 0.9 820,845 0.032%
L1 Lx2A1 12.4% 180,336  0.108% 2.0 161,888 0.115% 21 140,810 0.116% 2.1 1,399,417  0.055%
L1 Lx2B 14.3% 657,346  0.393% 1.3 580,682 0.412% 14 504,130 0.417% 14| 7,627,446 0.297%
L1 Lx3A 11.9% 573,722  0.343% 1.7 506,337  0.360% 1.8 460,160 0.381% 1.9 5,087,926 0.198%
L1 Lx3B 13.4% 294,965 0.176% 14 244,680 0.174% 14 222,700  0.184% 15| 3,192,882 0.124%
L1 Lx3C 11.3% 379,198  0.226% 1.2 325,766  0.231% 1.2 290,165 0.240% 1.2| 5,054,136 0.197%
L1 Lx3_Mus 8.1% 622,000 0.371% 1.2 529,166 0.376% 1.2 381,676  0.316% 1.0 7,892,819 0.307%
L1 Lx4A 12.8% 591,540 0.353% 15 521,740 0.371% 1.6 469,113  0.388% 1.7] 5,890,360 0.229%
L1 Lx4B 16.3% 607,949  0.363% 1.6 538,721  0.383% 1.7 472,025 0.390% 1.7] 5,905,839 0.230%
L1 Lx5 17.6%|( 1,444,046 0.862% 1.4] 1,298,608 0.922% 1.5] 1,163,014 0.962% 15| 16,283,419 0.634%
L1 Lx6 18.1% 937,393  0.560% 11 842,172  0.598% 1.2 689,857 0.571% 1.1] 13,096,450 0.510%
L1 Lx7 18.2% 885,722  0.529% 0.8 724,922  0.515% 0.8 634,291  0.525% 0.8 16,304,371 0.635%
L1 Lx8 30.7% 912,841  0.545% 0.6 736,570  0.523% 0.6 640,942  0.530% 0.6 22,339,318 0.870%
L1 Lx9 26.8% 587,308 0.351% 0.5 472,514  0.336% 0.5 362,379  0.300% 0.4 17,689,410 0.689%
L1 MusHAL1 12.2% 737,590  0.440% 2.5 567,635 0.403% 2.3 554,387  0.459% 2.6] 4,483,245 0.175%
L2 L2 25.9% 196,964 0.118% 0.3 159,278  0.113% 0.3 146,854 0.121% 0.3 9,459,802 0.368%
RTE L4 19.1% 7,952  0.005% 0.2 6,629  0.005% 0.2 4,688  0.004% 0.2 498,804  0.019%
Total 57,660,345 34.429% 1.7]151,878,363 36.849% 1.8| 35,207,886 29.121% 1.4] 521,930,353 20.330%

*LINE family and subfamily designation and average divergence from the consensus (a surrogate for evolutionary age) as defined by RepeatMasker. Enrichment was

computed based on comparison against the genome average for total number of LINE basepairs.
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