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201015 CHM1_FA080056

201015 _CHM1_FA080056
fla77e3d-a8e4-4433-bbbc-dc49a90b44b8
FAO80056

October 16, 14:12

3h1m
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FLO-MIN106
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zlib_compress,fastq,raw
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High-accuracy basecalling

3.6.5
4.3.16
3.2.10
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Read Length Histogram Estimated Bases
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Duty Time Grouped
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Mux Scan Grouped
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Temperature History
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Disk Write Performance
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Run Debug Messages

Flow cell FAO80056 has 22 pores available for sequencing. Starting sequencing with 18
pores October 16, 15:48

Performing Mux Scan October 16, 15:47

Flow cell FAO80056 has 31 pores available for sequencing. Starting sequencing with 23
pores October 16, 14:17

Performing Mux Scan October 16, 14:15

Starting sequencing procedure October 16, 14:15

Waiting up to 300 seconds for temperature to stabilise at 34.0°C October 16, 14:12
Disk /data has 1488 GB space remaining October 16, 14:12



