GC Percent

SEDEF Segmental Dups
SEDEF Segmental Dups Low Id

LPA-201

CHM13_lllumina wssd CN
HG00360_KG wssd CN
HG00360_SGDP wssd CN
HG01503_KG wssd CN
HG01503_SGDP wssd CN
HG01846_KG wssd CN
HG01846_SGDP wssd CN

HG02574_SGDP wssd CN
HG02724_KG wssd CN
HG02724_SGDP wssd CN
HG03006_KG wssd CN
HG03006_SGDP wssd CN
HG03007_KG wssd CN
HG03007_SGDP wssd CN
HG03085_KG wssd CN
HG03085_SGDP wssd CN
HGO03100_KG wssd CN
HG03100_SGDP wssd CN
HGDP00540_HGDP wssd CN
HGDP00540_SGDP wssd CN
HGDP00541_HGDP wssd CN
HGDP00541_SGDP wssd CN
HGDP00543_HGDP wssd CN
HGDP00543_SGDP wssd CN
HGDP00545_HGDP wssd CN
HGDP00545_SGDP wssd CN
HGDP00547_HGDP wssd CN
HGDP00547_SGDP wssd CN
HGDP00549_HGDP wssd CN
HGDP00549_SGDP wssd CN
HGDP00550_HGDP wssd CN
HGDP00550_SGDP wssd CN
HGDP00551_HGDP wssd CN
HGDP00551_SGDP wssd CN

HGDP00553_HGDP wssd CN
HGDP00553_SGDP wssd CN
HGDP00555_HGDP wssd CN
HGDP00555_SGDP wssd CN
HGDP00556_HGDP wssd CN

HGDP00556 SGDP wssd CN

t2t-chm13-v1.1

161,815,000/ 161,820,000/ 161,830,000 161,835 000| 161,840,000/ 161,845,000/ 161,850,000/ 161,855,000/ 161,860,000
GRCh3:t us Synteny 1MB ri lution
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Repeating E\Pmﬂn\s by RepeatMasker

GC Percent in 5-Base Windows

Simple Tandem Repeats by ERF
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Segmental Duplications

CAT Gene + LiftOff Annotations V4
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AFR_GWD_HG02630_2

AFR_MKK_NA21309_1
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AFR_GWD_HG02622_2
AFR_ASW_NA20129 1

AFR_ESN_HG03516_1

AFR_ACB_HG02109_1

AFR_ACB_HG01891 2

AFR_ASW_NA20129 2

EUR

AFR_GWD_HG02572_2
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AFR_MSL_HG03098_2
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AFR_GWD_HG03540_1
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